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Pro Leu His Tyr Val Val He Met Asn Pro Arg Leu Cys Gin Gin Leu 

135 

Ala Ser He Ser Trp Leu Ser Gly Leu Ala Ser Ser Leu He His Ala 

150 

Thr Phe Thr Leu Gin Leu Pro Leu Cys Gly Asn His Arg Leu Asp His 
165 170 175 

Phe He Cys Glu Val Pro Ala Leu Leu Lys Leu Ala Cys Val Asp Thr 
180 , 185 190 

Thr Val Asn Glu Leu Val Leu Phe Val Val Ser Val Leu Phe Val Val 
195 200 205 

He Pro Pro Ala Leu He Ser He Ser Tyr Gly Phe He Thr Gin Ala 
21" 215 220 



Val Leu Arg He Lys Ser Val Glu Ala Arg His Lys Ala Phe Ser Thr 

240 



225 230 235 



cys Ser Ser His Leu Thr Val Val He He Phe Tyr Gly Thr He He 
245 250 255 

Tyr Val Tyr Leu Gin Pro Ser Asp Ser Tyr Ala Gin Asp Gin Gly Lys 
260 265. 270 

Phe He ser Leu Phe Tyr Thr Met Val Thr Pro Thr Leu Asn Pro He 
275 280 285 

He Tyr Thr Leu Arg Asn Lys Asp Met Lys Glu Ala Leu Arg Lys Leu 

^yu 295 



300 



Leu Ser Gly Lys Leu 
305 



<210> 327 

<211> 954 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(951) 

<223> 



<400> 327 

atg ggg atg gtg aga cat acc aat gag age aac eta gea ggt tte ate 4j 
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Met Gly Met Val Arg His Thr Asn Glu Ser Asn Leu Ala Gly Phe lie 
1 5 10 15 

ctt tta ggg ttt tct gat tat cct cag tta cag aag gtt eta ttt gtg 
III llu If? Phe ser Lp Tyr Pro Gin I.eu Gin Lys Val Leu Phe Val 
20 25 30 

etc ata ttg att ctg tat tta eta act att ttg ggg aat acc acc ate 
III III III He Leu Tyr Leu Leu Thr lie Leu Gly Asn Thr Thr He 
35 40 45 

att etQ gtt tet cgt ctg gaa ecc aag ctt cat atg ceg atg tat tte 
Se Leu III ser A?g LeS Glu Pro Lys Leu His Met Pro Met Tyr Phe 

60 



50 55 



ttc Ctt tct eat etc tec ttc ctg tac egc tgc tte acc age agt gtt 
Phe Leu ser His Leu Ser Phe Leu Tyr Arg Cys Phe Thr Ser Ser Val 

75 



65 



70 



att ccc cag etc ctg gta aac ctg tgg gaa ecc atg aaa act ate gee 
Se Pro Gin Leu LeS ?al Asn Leu Trp Glu Pro Met Lys Thr lie Ala 
85 90 

tat QQt qge tgt ttg gtt cac ctt tac aac tee eat gee ctg gga tec 
Sr lly lly cys Leu ?al His Leu Tyr Asn Ser His Ala Leu Gly Ser 
^ 105 110 



100 



act gag tgc gte etc ceg get ctg atg tec tgt gae egc tat gtg get 
Thl III C?s val Leu Pro Ala Leu Met Ser Cys Asp Arg Tyr Val Ala 
115 120 125 

ate tgc cgt cct etc cat tac act gte tta atg cat ate eat etc tgc 
?al cys S Pro Leu His Tyr Thr Val Leu Met His He Hxs Leu Cys 
130 135 

ate gee ttg gca tct atg gea tgg etc agt gga ata gee acc acc ctg 
Me? Ill Leu Ila Ser Me? Ila Trp Leu Ser Gly He Ala Thr Thr Leu 
145 150 155 

ata cag tec acc etc ace ctg cag ctg cec ttc tgt ggg eat egc caa 
Sn ser ^r Leu Tlir Leu Gin Leu Pro Phe Cys Gly His Arg Gin 
170 175 



165 



gtg gat cat ttc ate tgc gag gte cct gtg etc ate aag ctg get tgt 
?a! Up His Phe lie Cys Glu Val Pro Val Leu He Lys Leu Ala Cys 
180 185 190 

gtg ggc acc aeg ttt aac gag get gag ctt ttt gtg get agt ate ctt 
?a! lly Thr Th? Phe Asn Glu Ala Glu Leu Phe Val Ala Ser He Leu 
195 200 205 

ttc ctt ata gtg cct gte tea ttc ate ctg gte tec tct ggc tac att 
Phe Leu He ?2 Pro V.l Ser Phe He Leu Val Ser Ser Gly Tyr He 

215 220 



210 



acc cac Qca gtg ttg agg att aag tea get acc agg aga cag aaa gca 
A^a SI III ?a? Leu iS He Lys Ser Ala Thr Arg Arg Gin Lys Ala 
225 230 235 

ttc QQQ acc tgc ttc tec cac ctg aca gtg gte acc ate ttt tat gga 
III III JSr C?s Phe ser His Leu Thr Val Val Thr He Phe Tyr Gly 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 
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245 250 255 

acc ate ate ttc atg tat ctg cag cca gcc aag agt aga tec agg gac 816 
Thr He He Phe Met Tyr Leu Gin Pro Ala Lys Ser Arg Ser Arg Asp 
260 265 270 

cag ggc aag ttt gtt tct etc ttc tac act gtg gta acc cgc atg ctt 864 
Gin Gly Lys Phe Val Ser Leu Phe Tyr Thr Val Val Thr Arg Met Leu 
275 280 285 

aac cct ctt att tat acc ttg agg ate aag gag gtg aaa ggg gca tta 912 
Asn Pro Leu He Tyr Thr Leu Arg He Lys Glu Val Lys Gly Ala Leu 
290 295 300 

aag aaa gtt eta gca aag get ctg gga gta aat att tta tga 954 
Lys Lys Val Leu Ala Lys Ala Leu Gly Val Asn He Leu 
305 310 315 



<210> 328 

<211> 317 

<212> PRT 

<213> Homo Sapiens 

<400> 328 

Met Gly Met Val Arg His Thr Asn Glu Ser Asn Leu Ala Gly Phe He 
1 5 10 15 



Leu Leu Gly Phe Ser Asp Tyr Pro Gin Leu Gin Lys Val Leu Phe Val 
20 25 30 



Leu He Leu He Leu Tyr Leu Leu Thr He Leu Gly Asn Thr Thr He 
35 40 45 



He Leu Val Ser Arg Leu Glu Pro Lys Leu His Met Pro Met Tyr Phe 
50 - 55 60 



Phe Leu Ser His Leu Ser Phe Leu Tyr Arg Cys Phe Thr Ser Ser Val 
65 70 75 80 



He Pro Gin Leu Leu Val Asn Leu Trp Glu Pro Met Lys Thr He Ala 
85 90 95 



Tyr Gly Gly Cys Leu Val His Leu Tyr Asn Ser His Ala Leu Gly Ser 
100 105 110 



Thr Glu Cys Val Leu Pro Ala Leu Met Ser Cys Asp Arg Tyr Val Ala 
115 120 125 



Val Cys Arg Pro Leu His Tyr Thr Val Leu Met His He His Leu Cys 
130 135 140 
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Met Ala Leu Ala Ser Met Ala Trp Leu Ser Gly lie Ala Thr Thr Leu 
145 150 155 160 



Val Gin Ser Thr Leu Thr Leu Gin Leu Pro Phe Cys Gly His Arg Gin 
165 170 175 



Val Asp His Phe lie Cys Glu Val Pro Val Leu He Lys Leu Ala Cys 
180 185 190 



Val Gly Thr Thr Phe Asn Glu Ala Glu Leu Phe Val Ala Ser He Leu 
195 200 205 



Phe Leu He Val Pro Val Ser Phe He Leu Val Ser Ser Gly Tyr He 
210 215 220 



Ala His Ala Val Leu Arg He Lys Ser Ala Thr Arg Arg Gin Lys Ala 
225 230 235 240 



Phe Gly Thr Cys Phe Ser His Leu Thr Val Val Thr He Phe Tyr Gly 
245- 250 255 



Thr He He Phe Met Tyr Leu Gin Pro Ala Lys Ser Arg Ser Arg Asp 
260 265 270 



Gin Gly Lys Phe Val Ser Leu Phe Tyr Thr Val Val Thr Arg Met Leu 
275 280 285 



Asn Pro Leu He Tyr Thr Leu Arg He Lys Glu Val Lys Gly Ala Leu 
290 295 300 



Lys Lys Val Leu Ala Lys Ala Leu Gly Val Asn He Leu 
305 310 315 



<210> 329 

<211> 927 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (924) 

<223> 



<400> 329 

atg gac aca ggc aac aaa act ctg ccc cag gac ttt etc tta ctg ggc 
Met Asp Thr Gly Asn Lys Thr Leu Pro Gin Asp Phe Leu Leu Leu Gly 
15 10 15 
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ttt cct ggt tct caa act ctt cag etc tct etc ttt atg ctt ttt ctg 96 
Phe Pro Gly Ser Gin Thr Leu Gin Leu Ser Leu Phe Met Leu Phe Leu 
20 25 30 

gtg atg tac ate etc aea gtt agt ggt aat gtg get ate ttg atg ttg X44 

Val Met Tyr lie Leu Thr Val Ser Gly Asn Val Ala lie Leu Met Leu 
35 40 45 



gtg age ace tee cat cag ttg eat ace cee atg tac ttc ttt ctg age 
Val Ser Thr Ser His Gin Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

aac etc tec ttc ctg gag att tgg tat acc aca gea gea gtg cee aaa 
Asn Leu Ser Phe Leu Glu He Trp Tyr Thr Thr Ala Ala Val Pro Lys 
65 70 75 80 

gea ctg gee ate eta ctg ggg aga agt cag acc ata tea ttt aea age 
Ala Leu Ala He Leu Leu Gly Arg Ser Gin Thr He Ser Phe Thr Ser 
85 90 95 



ttc etc ctg gea gcc atg get tat gac ege tgt ett 'gee ate tge tat 
Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Cys Leu Ala He Cys Tyr 
115 120 125 

cct tta cae tac gga gcc ate atg agt age ctg etc tea gcg cag ctg 
Pro Leu His Tyr Gly Ala He Met Ser Ser Leu Leu Ser Ala Gin Leu 
130 135 140 

gee ctg gge tee tgg gtg tgt ggt ttc gtg gee att gea gtg cee aca 
Ala Leu Gly Ser Trp Val Cys Gly Phe Val Ala He Ala Val Pro Thr 
145 150 155 160 



ttc ttc tgt gac att gea cee tgg att gcc ctg gee tge ace aac aea 
Phe Phe Cys Asp He Ala Pro Trp He Ala Leu Ala Cys Thr Asn Thr 
180 185 190 



ate etc agg ate ecc tct gee agt gge egg age aaa gcc ttc tee aeg 
He Leu Arg He Pro Ser Ala Ser Gly Arg Ser Lys Ala Phe Ser Thr 
225 230 235 240 



ttc ctt eac gtc ege ace tct ate aaa gat gcc ttg gat ctg ate aaa 



192 



240 



288 



tgt ctt ttg cag atg tac ttt gtt ttc tea tta gge tge aca gag tac 336 
Cys Leu Leu Gin Met Tyr Phe Val Phe Ser Leu Gly Cys Thr Glu Tyr 
100 105 110 



384 



432 



480 



gcc etc ate agt gge ctg tec ttc tgt gge ecc egt gee ate aac eac 528 
Ala Leu He Ser Gly Leu Ser Phe Cys Gly Pro Arg Ala He Asn His 
165 170 175 



576 



cag gea gta gag ett gtg gee ttt gtg att get gtt gtg gtt ate ctg 624 
Gin Ala Val Glu Leu Val Ala Phe Val He Ala Val Val Val He Leu 
195 200 205 

agt tea tge etc ate acc ttt gtc tec tat gtg tac ate ate age acc 672 
Ser Ser Cys Leu He Thr Phe Val Ser Tyr Val Tyr He He Ser Thr 
210 215 220 



720 



tge tee teg eat etc ace gtg gtg etc att tgg tat ggg tec aca gtt 768 
Cys Ser Ser His Leu Thr Val Val Leu He Trp Tyr Gly Ser Thr Val 
245 250 255 



816 
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Phe lieu His Val Arg Thr Ser He Lys Asp Ala Leu Asp Leu He Lys 
260 265 270 

get gtc cac gtc ctg aac act gtg gtg act cca gtt tta aac ccc ttc 864 
Ala Val His Val Leu Asn Thr Val Val Thr Pro Val Leu Asn Pro Phe 
275 280 285 

ate tat acg ctt cgt aat aag gaa gta aga gag act ctg ctg aag aaa 912 
He Tyr Thr Leu Arg Asn Lys Glu Val Arg Glu Thr Leu Leu Lys Lys 
290 295 300 



tgg aag gga aaa taa 
Trp Lys Gly Lys 
305 



<210> 330 

<211> 308 

<2X2> PRT 

<213> Homo Sapiens 

<400> 330 

Met Asp Thr Gly Asn Lys Thr Leu Pro Gin Asp Phe Leu Leu Leu Gly 
1 5 10 15 

Phe Pro Gly Ser Gin Thr Leu Gin Leu Ser Leu Phe Met Leu Phe Leu 
20 25 30 

Val Met Tyr He Leu Thr Val Ser Gly Asn Val Ala He Leu Met Leu 
35 40 45 

Val Ser Thr Ser His Gin Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

Asn Leu Ser Phe Leu Glu He Trp Tyr Thr Thr Ala Ala Val Pro Lys 
65 70 75 80 

Ala Leu Ala He Leu Leu Gly Arg Ser Gin Thr He Ser Phe Thr Ser 
85 90 95 

Cys Leu Leu Gin Met Tyr Phe Val Phe Ser Leu Gly Cys Thr Glu Tyr 
100 105 HO 



Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Cys Leu Ala He Cys Tyr 
115 120 125 

Pro Leu His Tyr Gly Ala He Met Ser Ser Leu Leu Ser Ala Gin Leu 
130 135 140 

Ala Leu Gly Ser Trp Val Cys Gly Phe Val Ala He Ala Val Pro Thr 
145 150 155 160 
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Ala Leu He Ser Gly Leu Ser Phe Cys Gly Pro Arg Ala He Asn His 
165 170 175 



Phe Phe Cys Asp He Ala Pro Trp He Ala Leu Ala Cys Thr Asn Thr 
180 185 190 



Gin Ala Val Glu Leu Val Ala Phe Val He Ala Val Val Val He Leu 
195 200 205 



Ser Ser Cys Leu He Thr Phe Val Ser Tyr Val Tyr He He Ser Thr 
210 215 220 



He Leu Arg He Pro Ser Ala Ser Gly Arg Ser Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Ser Ser His Leu Thr Val Val Leu He Trp Tyr Gly Ser Thr Val 
245 250 255 

Phe Leu His Val Arg Thr Ser He Lys Asp Ala Leu Asp Leu He Lys 
260 265 270 

Ala Val His Val Leu Asn Thr Val Val Thr Pro Val Leu Asn Pro Phe 
275 280 285 

He Tyr Thr Leu Arg Asn Lys Glu Val Arg Glu Thr Leu Leu Lys Lys 
290 295 300 



Trp Lys Gly Lys 
305 



<210> 331 

<211> 957 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(954) 

<223> 



<400> 331 

atg gaa gag tac aac aca tec tct aca gac ttc act ttc atg ggg ctg 48 
Met Glu Glu Tyr Asn Thr Ser Ser Thr Asp Phe Thr Phe Met Gly Leu 
15 10 15 

ttc aac aga aag gaa acc tea ggt ctt att ttt gee ate ate tct ate 96 

Phe Asn Arg Lys Glu Thr Ser Gly Leu He Phe Ala He He Ser He 
20 25 30 
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ate ttc ttc acc gca ctg atg gcc aat ggg gtt atg ate ttc ctg ate 144 
He Phe Phe Thr Ala Leu Met Ala Asn Gly Val Met He Phe Leu He 
35 40 45 

caa aca gat ttg cgc ctt cat aca ccc atg tac tte cte ete age cae 192 
Gin Thr Asp Leu Arg Leu His Thr Pro Met Tyr Phe Leu Leu Ser His 
50 55 60 

ctt tec tta att gac atg atg tat att tec act att gtg cct aag atg 240 
Leu Ser Leu He Asp Met Met Tyr He Ser Thr He Val Pro Lys Met 
65 70 75 80 

ctg gtt aat tac ctg ctg gat caa agg acc att tec ttt gtg ggg tgc 288 
Leu Val Asn Tyr Leu Leu Asp Gin Arg Thr He Ser Phe Val Gly Cys 
85 90 95 

aca get caa cac ttc etc tac ctt acc ctt gtg gga get gaa ttc ttc 336 
Thr Ala Gin His Phe Leu Tyr Leu Thr Leu Val Gly Ala Glu Phe Phe 
100 105 110 

ctg ctg gge cte atg gcc tat gac cgc tat gtg gee att tgc aac cct 384 
Leu Leu Gly Leu Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn Pro 
115 120 125 

ctg aga tac cct gtc etc atg age cgc egg gte tgt tgg atg att ata 432 
Leu Arg Tyr Pro Val Leu Met Ser Arg Arg Val Cys Trp Met He He 
130 135 140 

gca ggt tec tgg ttt ggg gge tct ttg gat ggc ttc etc eta ace ccc 480 
Ala Gly Ser Trp Phe Gly Gly Ser Leu Asp Gly Phe Leu Leu Thr Pro 
145 150 155 160 

ate acc atg age ttt ccc tte tgc aat tec egg gag att aac cac tte 528 
He Thr Met Ser Phe Pro Phe Cys Asn Ser Arg Glu He Asn His Phe 
165 170 175 

ttc tgt gag gca cca gca gtc ctg aag ttg gca tgt gca gac aca gcc 576 
Phe Cys Glu Ala Pro Ala Val Leu Lys Leu Ala Cys Ala Asp Thr Ala 
180 185 190 

etc tac gag aca gtg atg tat gtg tgc tgt gtt ttg atg ctg ctg att 624 
Leu Tyr Glu Thr Val Met Tyr Val Cys Cys Val Leu Met Leu Leu He 
195 200 205 

cct tte tct gta gtc ctt get tec tat gcc cga ate ctg act aca gtt 672 
Pro Phe Ser Val Val Leu Ala Ser Tyr Ala Arg He Leu Thr Thr Val 
210 215 220 

eag tgc atg age tea gtg gag ggc agg aag aag gca ttt gcc act tgc 720 
Gin Cys Met Ser Ser Val Glu Gly Arg Lys Lys Ala Phe Ala Thr Cys 
225 230 235 240 

tea tec cac atg act gtg gtg tec ttg ttc tac ggg get gee atg tac 768 
Ser Ser His Met Thr Val Val Ser Leu Phe Tyr Gly Ala Ala Met Tyr 
245 250 255 



ace tac atg ctg cca eat tct tac cac aag cca gee eag gac aaa gte 
Thr Tyr Met Leu Pro His Ser Tyr His Lys Pro Ala Gin Asp Lys Val 
260 265 270 



816 



494 



NSOOCIO: <WQ Q224726A2 I > 



wo 02/24726 



PCT/BEOl/00162 



etc tct gtg ttt tac acc att etc aca ccc atg ctg aac cce etc ate 864 
Leu Ser Val Phe Tyr Thr lie Leu Thr Pro Met Leu Asn Pro Leu lie 
275 280 285 

tac age ctt aga aac aag gat gtg act gga get ctg aag agg gee ttg 912 
Tyr Ser Leu Arg Asn Lys Asp Val Thr Gly Ala Leu Lys Arg Ala Leu 
290 295 300 

ggg agg ttc aag ggt ect caa agg gtg tea gga ggt gtc ttt tga 957 
Gly Arg Phe Lys Gly Pro Gin Arg Val Ser Gly Gly Val Phe 

310 315 



305 




<210> 


332 


<211> 


318 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


332 



Met Glu Glu Tyr Asn Thr Ser Ser Thr Asp Phe Thr Phe Met Gly Leu 
1 5 10 15 



Phe Asn Arg Lys Glu Thr Ser Gly Leu He Phe Ala He He Ser He 
20 25 30 



He Phe Phe Thr Ala Leu Met Ala Asn Gly Val Met He Phe Leu He 
35 40 45 



Gin Thr Asp Leu Arg Leu His Thr. Pro Met Tyr Phe Leu Leu Ser His 
50 55 60 



Leu Ser Leu He Asp Met Met Tyr He Ser Thr He Val Pro Lys Met 
65 70 75 80 



Leu Val Asn Tyr Leu Leu Asp Gin Arg Thr He Ser Phe Val Gly Cys 
85 90 95 



Thr Ala Gin His Phe Leu Tyr Leu Thr Leu Val Gly Ala Glu Phe Phe 
100 105 110 



Leu Leu Gly Leu Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn Pro 
115 120 125 



Leu Arg Tyr Pro Val Leu Met Ser Arg Arg Val Cys Trp Met He He 
130 135 140 



Ala Gly Ser Trp Phe Gly Gly Ser Leu Asp Gly Phe Leu Leu Thr Pro 
145 150 155 160 



He Thr Met Ser Phe Pro Phe Cys Asn Ser Arg Glu He Asn His Phe 
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165 170 175 



Phe Cys Glu Ala Pro Ala Val Leu Lys Leu Ala Cys Ala Asp Thr Ala 
180 185 190 



Leu Tyr Glu Thr Val Met Tyr Val Cys Cys Val Leu Met Leu Leu lie 
195 200 205 



Pro Phe Ser Val Val Leu Ala Ser Tyr Ala Arg He Leu Thr Thr Val 
210 215 220 

Gin Cys Met Ser Ser Val Glu Giy Arg Lys Lys Ala Phe Ala Thr Cys 
225 230 235 240 

Ser Ser His Met Thr Val Val Ser Leu Phe Tyr Gly Ala Ala Met Tyr 
245 250 255 



Thr Tyr Met Leu Pro His Ser Tyr His Lys Pro Ala Gin Asp Lys Val 
260 265 270 



Leu Ser Val Phe Tyr Thr lie Leu Thr Pro Met Leu Asn Pro Leu He 
275 280 285 

Tyr Ser Leu Arg Asn Lys Asp Val Thr Gly Ala Leu Lys Arg Ala Leu 
290 295 300 

Gly Arg Phe Lys Gly Pro Gin Arg Val Ser Gly Gly Val Phe 
305 310 315 



<210> 333 

<211> 975 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> CDS 

<222> (1) . . (972) 

<223> 



<400> 333 

atg ggc atg gag ggt ctt etc cag aac tec act aac ttc gtc etc aca 
Met Gly Met Glu Gly Leu Leu Gin Asn Ser Thr Asn Phe Val Leu Thr 
15 10 15 



48 



ggc etc ate acc cat cct gcc ttc ccc ggg ctt etc ttt gea ata gtc 96 
Gly Leu He Thr His Pro Ala Phe Pro Gly Leu Leu Phe Ala He Val 
20 25 30 

ttc tec ate ttt gtg gtg get ata aca gcc aac ttg gtc atg att ctg 144 
Phe ser He Phe Val Val Ala He Thr Ala Asn Leu Val Met He Leu 
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35 40 45 

etc ate cae atg gac tec cgc etc cac aca cec atg tac ttc ttg etc 192 
Leu lie His Met Asp Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu 
50 55 60 

age cag etc tec ate atg gat acc ate tac ate tgt ate act gtc cec 240 
Ser Gin Leu Ser He Met Asp Thr He Tyr He Cye He Thr Val Pro 
65 70 75 80 

aag atg etc cag gac etc ctg tec aag gac aag acc att tec ttc ctg 288 
Lys Met Leu Gin Asp Leu Leu Ser Lys Asp Lys Thr He Ser Phe Leu 
85 90 95 

ggc tgt gca gtt cag ate ttc etc tac ctg acc ctg att gga ggg gaa 336 
Gly Cys Ala Val Gin He Phe Leu Tyr Leu Thr Leu He Gly Gly Glu 
100 105 110 

ttc ttc ctg ctg ggt etc atg gcc tat gac cgc tat gtg get gtg tgc 384 
Phe Phe Leu Leu Gly Leu Met Ala Tyr Asp Arg Tyr Val Ala Val Cys 
115 120 125 

aac ect eta egg tac cct etc etc atg aac cgc agg gtt tgc tta ttc 432 
Asn Pro Leu Arg Tyr Pro Leu Leu Met Asn Arg Arg Val Cys Leu Phe 
130 135 140 

atg gtg gtc ggc tec tgg gtt ggt ggt tec ttg gat ggg ttc atg ctg 480 
Met Val Val Gly Ser Trp Val Gly Gly Ser Leu Asp Gly Phe Met Leu 
145 150 155 160 

act cct gtc act atg agt ttc cec ttc tgt aga tec ega gag ate aat 528 
Thr Pro Val Thr Met Ser Phe Pro Phe Cys Arg Ser Arg Glu He Asn 
165 170 175 

cac ttt ttc tgt gag ate cca gcc gtg ctg aag ttg tct tgc aca gac 576 
His Phe Phe Cys Glu He Pro Ala Val Leu Lys Leu Ser Cys Thr Asp 
180 185 190 

aeg tea etc tat gag acc ctg atg tat gcc tgc tgc gtg ctg atg ctg 624 
Thr Ser Leu Tyr Glu Thr Leu Met Tyr Ala Cys Cys Val Leu Met Leu 
195 200 205 

ett ate cct eta tct gtc ate tct gtc tec tac acg cac ate etc ctg 672 
Leu He Pro Leu Ser Val He Ser Val Ser Tyr Thr His He Leu Leu 
210 215 220 

act gtc cae agg atg aac tct get gag ggc egg cgc aaa gee ttt get 720 
Thr Val His Arg Met Asn Ser Ala Glu Gly Arg Arg Lys Ala Phe Ala 
225 230 235 240 

acg tgt tec tec cac att atg gtg gtg age gtt ttc tac ggg gca gcc 768 
Thr Cys Ser Ser His He Met Val Val Ser Val Phe Tyr Gly Ala Ala 
245 250 255 

ttc tac acc aac gtg ctg. cec cac tec tac cac act cca gag aaa gat 816 
Phe Tyr Thr Asn Val Leu Pro His Ser Tyr His Thr Pro Glu Lys Asp 
260 265 270 

aaa gtg gtg tct gcc ttc tac ace ate etc ace cec atg etc aac cca 864 
Lys Val Val Ser Ala Phe Tyr Thr He Leu Thr Pro Met Leu Asn Pro 
275 280 285 
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etc ate tac age ttg agg aat aaa gat gtg get gca get ctg agg aaa 912 
Leu lie Tyr Ser Leu Arg Asn Lys Asp Val Ala Ala Ala Leu Arg Lys 
290 295 300 

gta eta ggg aga tgt ggt tee tec cag age ate agg gtg gcg act gtg 960 
Val Leu Gly Arg Cys Gly Ser Ser Gin Ser lie Arg Val Ala Thr Val 
305 310 315 320 

ate agg aag ggc tag 975 
lie Arg Lys Gly 



<210> 334 

<211> 324 

<212> PRT 

<213> Homo Sapiens 

<400> 334 

Met Gly Met Glu Gly Leu Leu Gin Asn Ser Thr Asn Phe Val Leu Thr 
1 S 10 15 



Gly Leu lie Thr His Pro Ala Phe Pro Gly Leu Leu Phe Ala lie Val 
20 25 30 



Phe Ser lie Phe Val Val Ala He Thr Ala Asn Leu Val Met He Leu 
35 40 45 



Leu He His Met Asp Ser Arg Leu His Thr Pro Met Tyr Phe Leu Leu 
50 55 60 



Ser Gin Leu Ser He Met Asp Thr He Tyr He Cys He Thr Val Pro 
65 70 75 80 



Lys Met Leu Gin Asp Leu Leu Ser Lys Asp Lys Thr He Ser Phe Leu 
85 90 95 



Gly Cys Ala Val Gin He Phe Leu Tyr Leu Thr Leu He Gly Gly Glu 
100 105 110 



Phe Phe Leu Leu Gly Leu Met Ala Tyr Asp Arg Tyr Val Ala Val Cys 
115 120 125 



Asn Pro Leu Arg Tyr Pro Leu Leu Met Asn Arg Arg Val Cys Leu Phe 
130 135 140 



Met Val Val Gly Ser Trp Val Gly Gly Ser Leu Asp Gly Phe Met Leu 
145 150 155 160 
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Thr Pro Val Thr Met Ser Phe Pro Phe Cys Arg Ser Arg Glu lie Asn 
165 170 175 



His Phe Phe Cys Glu lie Pro Ala Val Leu Lys Leu Ser Cys Thr Asp 
180 iss 190 



Thr Ser Leu Tyr Glu Thr Leu Met Tyr Ala Cys Cys Val Leu Met Leu 
195 200 205 



Leu He Pro Leu Ser Val He Ser Val Ser Tyr Thr His He Leu Leu 
210 215 220 



Thr Val His Arg Met Asn Ser Ala Glu Gly Arg Arg Lys Ala Phe Ala 
225 230 235 240 



Thr Cys Ser Ser His lie Met Val Val Ser Val Phe Tyr Gly Ala Ala 
245 250 255 



Phe Tyr Thr Asn Val Leu Pro His Ser Tyr His Thr Pro Glu Lys Asp 
260 265 270 



Lys Val Val Ser Ala Phe Tyr Thr He Leu Thr Pro Met Leu Asn Pro 
275 280 285 



Leu He Tyr Ser Leu Arg Asn Lys Asp Val Ala Ala Ala Leu Arg Lys 
290 295 300 



Val Leu Gly Arg Cys Gly Ser Ser Gin Ser He Arg Val 7U.a Thr Val 
305 310 315 320 



He Arg Lys Gly 



<210> 


335 


<211> 


948 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


CDS 


<222> 


(1) - 


<223> 




<400> 


335 



atg gcc aac ate acc agg atg gcc aac cac act gga aag ttg gat ttc 48 

Met Ala Asn He Thr Arg Met Ala Asn His Thr Gly Lys Leu Asp Phe 
15 10 15 

ate etc atg gga etc ttc aga cga tec aaa cat cca get eta ctt agt 96 
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lie Leu Met Gly Leu Phe Arg Arg Ser Lys His Pro Ala Leu Leu Ser 
20 25 30 

gtg gtc ate ttt gtg gtt ttc ctg aag gcg ttg tct gga aat get gtc 144 
Val Val lie Phe Val Val Phe Leu Lys Ala Leu Ser Gly Asn Ala Val 
35 40 45 

ctg ate ctt ctg ata cac tgt gac gcc cac etc cac age ccc atg tae 192 
Leu He Leu Leu He His Cys Asp Ala His Leu His Ser Pro Met Tyr 
50 55 60 

ttt ttc ate agt caa ttg tct etc atg gac atg gcg tac att tct gtc 240 
Phe Phe He Ser Gin Leu Ser Leu Met Asp Met Ala Tyr He Ser Val 
65 70 75 80 

act gtg ccc aag atg etc ctg gac cag gtc atg ggt gtg aat aag gtc 288 
Thr Val Pro Lys Met Leu Leu Asp Gin Val Met Gly Val Asn Lys Val 
85 90 95 

tea gee cct gag tgt ggg atg cag atg ttc etc tat ctg aca eta gca 33 6 

Ser Ala Pro Glu Cys Gly Met Gin Met Phe Leu Tyr Leu Thr Leu Ala » 
100 105 110 

ggt teg gaa ttt ttc ctt eta gee acc atg gcc tat gac cgc tac gtg 384 
Gly Ser Glu Phe Phe Leu Leu Ala Thr Met Ala Tyr Asp Arg Tyr Val 
115 120 125 

gcc ate tgc cat cct etc cgt tae cct gtc etc atg aac cat agg gtc 432 
Ala He Cys His Pro Leu Arg Tyr Pro Val Leu Met Asn His Arg Val 
130 135 140 

tgt ctt ttc ctg gca teg ggc tgc tgg. ttc ctg ggc tea gtg gat ggc 480 
Cys Leu Phe Leu Ala Ser Gly Cys Trp Phe Leu Gly Ser Val Asp Gly 
145 150 155 160 

ttc atg etc act ccc ate acc atg age ttc ccc ttc tgc aga tec tgg 528 
Phe Met Leu Thr Pro He Thr Met Ser Phe Pro Phe Cys Arg Ser Trp 
165 170 175 

gag att eat eat ttc ttc tgt gaa gtc cct get gta aeg ate ctg tec 576 
Glu He His His Phe Phe Cys Glu Val Pro Ala Val Thr He Leu Ser 
180 185 190 

tgc tea gac acc tea etc tat gag acc etc atg tac eta tgc tgt gtc 624 
Cys Ser Asp Thr Ser Leu Tyr Glu Thr Leu Met Ty^^ Leu Cys Cys Val 
195 200 205 

etc atg etc etc ate cct gtg acg ate att tea age tee tat tta etc 672 
Leu Met Leu Leu He Pro Val Thr He He Ser Ser Ser Tyr Leu Leu 
210 215 220 

ate etc etc ace gtc cac agg atg aac tea gca gag ggc egg aaa aag 720 
He Leu Leu Thr Val His Arg Met Asn Ser Ala Glu Gly Arg Lys Lys 
225 230 235 240 

gcc ttt gcc acc tgc tec tec cac ctg act gtg gtc ate etc ttc tat 768 
Ala Phe Ala Thr Cys Ser Ser His Leu Thr Val Val He Leu Phe Tyr 
245 250 255 



ggg get gcc gtc tac acc tac atg etc ccc age tec tac cac ace cct 
Gly Ala Ala Val Tyr Thr Tyr Met Leu Pro Ser Ser Tyr His Thr Pro 



816 



500 

NSDOCID: <WO 0224726A2_I_> 



wo 02/24726 



PCT/BEOl/00162 



260 265 270 

gag aag gac atg atg gta tct gtc ttc tat acc ate etc act ccg gtg 864 
Glu Lys Asp Met Met Val Ser Val Phe Tyr Thr lie Leu Thr Pro Val 
275 280 285 

ctg aac cat tta ate tat agt ctt agg aat aag gat gtc atg ggg get 912 
Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Met Gly Ala 
290 295 300 

ctg aag aaa atg tta act gtg aga ttc gtc ctt tag 948 
Leu Lys Lys Met Leu Thr Val Arg Phe Val Leu 
305 310 315 



<210> 336 

<211> 315 

<212> PRT 

<213> Homo Sapiens 

<400> 336 

Met Ala Asn He Thr Arg Met Ala Asn His Thr Gly Lys Leu Asp Phe 
1 5 10 15 



He Leu Met Gly Leu Phe Arg Arg Ser Lys His Pro Ala Leu Leu Ser 
20 25 30 . 



Val Val He Phe Val Val Phe Leu Lys Ala Leu Ser Gly Asn Ala Val 
35 40 45 



Leu He Leu Leu He His Cys Asp Ala His Leu His Ser Pro Met Tyr 
50 55 60 



Phe Phe He Ser Gin Leu Ser Leu Met Asp Met Ala Tyr He Ser Val 
65 70 75 80 



Thr Val Pro Lys Met Leu Leu Asp Gin Val Met Gly Val Asn Lys Val 
85 90 95 



Ser Ala Pro Glu Cys Gly Met Gin Met Phe Leu Tyr Leu Thr Leu Ala 
100 105 110 



Gly Ser Glu Phe Phe Leu Leu Ala Thr Met Ala Tyr Asp Arg Tyr Val 
115 120 125 



Ala He Cys His Pro Leu Arg Tyr Pro Val Leu Met Asn His Arg Val 
130 135 140 



Cys Leu Phe Leu Ala Ser Gly Cys Trp Phe Leu Gly Ser Val Asp Gly 
145 150 155 160 
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Phe Met Leu Thr Pro lie Thr Met Ser Phe Pro Phe Cys Arg Ser Trp 
165 170 175 



Glu lie His His Phe Phe Cys Glu Val Pro Ala Val Thr lie Leu Ser 
180 185 190 



Cys Ser Asp Thr Ser Leu Tyr Glu Thr Leu Met Tyr Leu Cys Cys Val 
195 200 205 



Leu Met Leu Leu lie Pro Val Thr He He Ser Ser Ser Tyr Leu Leu 
210 215 220 



He Leu Leu Thr Val His Arg Met Asn Ser Ala Glu Gly Arg Lys Lys 
225 230 235 240 



Ala Phe Ala Thr Cys Ser Ser His Leu Thr Val Val He Leu Phe Tyr 
245 250 255 



Gly Ala Ala Val Tyr Thr Tyr Met Leu Pro Ser Ser Tyr His Thr Pro 
260 265 270 



Glu Lys Asp Met Met Val Ser Val Phe Tyr Thr He Leu Thr Pro Val 
275 280 285 

Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Met Gly Ala 
290 295 300 

Leu Lys Lys Met Leu Thr Val Arg Phe Val Leu 



305 




<210> 


337 


<211> 


993 


<212> 


DNA 


<213> 


Homo Sapiens 


<220> 




<221> 


CDS 


<222> 


(1) . . (990) 


<223> 





<400> 337 

^tg 99^ etc ttc aga caa tec aaa cat cca atg gcc aat ate acc tgg 48 
Met Gly Leu Phe Arg Gin Ser Lys His Pro Met Ala Asn He Thr Trp 
15 10 15 

atg gcc aac cac act gga tgg teg gat ttc ate ctg ttg gga etc ttc 96 
Met Ala Asn His Thr Gly Trp Ser Asp Phe He Leu Leu Gly Leu Phe 
20 25 30 
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aga caa tec aaa cat cca gca eta ctt tgt gtg gtc att ttt gtg gtt 144 
Arg Gin Ser Lys His Pro Ala Leu Leu Cys Val Val lie Phe Val Val 
35 40 45 

ttc ctg atg gcg ttg tct gga aat get gtc ctg ate ctt etg ata cac 192 
Phe Leu Met Ala Leu Ser Gly Asn Ala Val Leu lie Leu Leu lie His 
50 55 60 

tgt gae gee cac etc cac ace cec atg tac ttt ttc ate agt caa ttg 240 
C?ys Asp Ala His Leu His Thr Pro Met Tyr Phe Phe lie Ser Gin Leu 
65 70 75 80 

tct etc atg gac atg gcg tac att tct gtc act gtg ccc aag atg etc 288 
Ser Leu Met Asp Met Ala Tyr lie Ser Val Thr Val Pro Lys Met Leu 
85 90 95 

ctg gac cag gtc atg ggt gtg aat aag ate tea gee cet gag tgt ggg 336 
Leu Asp Gin Val Met Gly Val Asn Lys lie Ser Ala Pro Glu Cys Gly 
100 105 110 

atg cag atg ttc ttc tac gtg aca eta gca ggt tea gaa ttt ttc ctt 384 
Met Gin Met Phe Phe Tyr Val Thr Leu Ala Gly Ser Glu Phe Phe Leu 
115 120 125 

eta gee ace atg gee tat gac cge tac gtg gee ate tge cat cct etc 432 
Leu Ala Thr Met Ala Tyr Asp Arg Tyr Val Ala lie Cys His Pro Leu 
130 135 140 

cgt tac cct gtc etc atg aac eat agg gtg tgt etc ttc etg tea tea 480. 
Arg Tyr Pro Val Leu Met Asn His Arg Val Cys Leu Phe Leu Ser Ser 
145 150 155 160 

gge tge tgg ttc ctg ggc tea gtg gat ggc ttc aca ttc act cec ate 528. 
Gly Cys Trp Phe Leu Gly Ser Val Asp Gly Phe Thr Phe Thr Pro lie 
165 170 . 175 

ace atg ace ttc cec ttc cgt gga tec egg gag att cat cat ttc. ttc 576 
Thr Met Thr Phe Pro Phe Arg Gly Ser Arg Glu lie His His Phe Phe 
180 185 190 

tgt gaa gtt cet get gta ttg aat etc tec tge tea gac ace tea etc 624 
Cys Glu Val Pro Ala Val Leu Asn Leu Ser Cys Ser Asp Thr Ser Leu 
195 200 205 

tat gag att ttc atg tac ttg tge tgt gtc etc atg etc etc ate cct 672 
Tyr Glu lie Phe Met Tyr Leu Cys Cys Val Leu Met Leu Leu lie Pro 
210 215 220 

gtg gtg ate att tea age tec tat tta etc ate etc etc acc ate cac 720 
Val Val lie He Ser Ser Ser Tyr Leu Leu He Leu Leu Thr He His 
225 230 235 240 

ggg atg aac tea gca gag ggc egg aaa aag gee ttt gee acc tge tec 768 
Gly Met Asn Ser Ala Glu Gly Arg Lys Lys Ala Phe Ala Thr Cys Ser 
245 250 255 

tee cac ctg act gtg gtc ate etc ttc tat ggg get gee ate tac acc 816 
Ser His Leu Thr Val Val He Leu Phe Tyr Gly Ala Ala He Tyr Thr 
260 265 270 

tac atg etc ccc age tec tac cac acc cct gag aag gac atg atg gta 864 
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Tyr Met Leu Pro Ser Ser Tyr His Thr Pro Glu Lys Asp Met Met Val 
275 280 285 

tct gtc ttc tat acc ate etc act cca gtg gtg aac cct tta ate tat 912 
Ser Val Phe Tyr Thr lie Leu Thr Pro Val Val Asn Pro Leu lie Tyr 
290 295 300 

agt ctt agg aat aag gat gtc atg ggg get ctg aag aaa atg tta aea 960 
Ser Leu Arg Asn Lys Asp Val Met Gly Ala Leu Lys Lys Met Leu Thr 
305 310 315 . 320 



gtg gaa cct gcc ttt caa aaa get atg gag tag 
Val Glu Pro Ala Phe Gin Lys Ala Met Glu 
325 330 



<210> 338 

<211> 330 

<212> PRT 

<213> Homo Sapiens 

<400> 338 

Met Gly Leu Phe Arg Gin Ser* Lys His Pro Met Ala Asn lie Thr Trp 
1 5 10 15 



Met Ala Asn His Thr Gly Trp Ser Asp Phe He Leu Leu Gly Leu Phe 
20 25 30 



Arg Gin Ser Lys His Pro Ala Leu Leu Cys Val Val He Phe Val Val 
35 40 45 



Phe Leu Met Ala Leu Ser Gly Asn Ala Val Leu He Leu Leu He His 
50 55 60 



Cys Asp Ala His Leu His Thr Pro Met Tyr Phe Phe He Ser Gin Leu 
65 7 0 75 80 



Ser Leu Met Asp Met Ala Tyr He Ser Val Thr Val Pro Lys Met Leu 
85 90 95 



Leu Asp Gin Val Met Gly Val Asn Lys He Ser Ala Pro Glu Cys Gly 
100 105 110 



Met Gin Met Phe Phe Tyr Val Thr Leu Ala Gly Ser Glu Phe Phe Leu 
115 120 125 



Leu Ala Thr Met Ala Tyr Asp Arg Tyr Val Ala He Cys His Pro Leu 
130 135 140 



Arg Tyr Pro Val Leu Met Asn His Arg Val Cys Leu Phe Leu Ser Ser 
145 150 155 160 
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Gly Cys Trp Phe Leu Gly Ser Val Asp Gly Phe Thr Phe Thr Pro He 
165 170 175 

Thr Met Thr Phe Pro Phe Arg Gly Ser Arg Glu He His His Phe Phe 
180 185 190 

Cys Glu Val Pro Ala Val Leu Asn Leu Ser Cys Ser Asp Thr Ser Leu 
155 200 205 

Tyr Glu He Phe Met Tyr Leu Cys Cys Val Leu Met Leu Leu He Pro 
210 215 220 

Val Val He He Ser Ser Ser Tyr Leu Leu He Leu Leu Thr He His 
225 230 235 240 

Gly Met Asn Ser Ala Glu Gly Arg Lys Lys Ala Phe Ala Thr Cys Ser 
245 250 255 

Ser His Leu Thr Val Val He Leu Phe Tyr Gly Ala Ala He Tyr Thr 
260 265 270 

Tyr Met Leu Pro Ser Ser Tyr His Thr Pro Glu Lys Asp Met Met Val 
275 280 285 

Ser val Phe Tyr Thr He Leu Thr Pro Val Val Asn Pro Leu He Tyr 
290 295 300 

Ser Leu Arg Asn Lys Asp Val Met Gly Ala Leu Lys Lys Met Leu Thr 
305 310 315 320 

Val Glu Pro Ala Phe Gin Lys Ala Met Glu 
325 330 



<210> 339 

<211> 940 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(939) 

<223> 



<400> 339 

atg tgc tea ggg aat cag act tct cag aat caa aca gca age act gat 
Met Cys Ser Gly Asn Gin Thr Ser Gin Asn Gin Thr Ala Ser Thr Asp 
15 10 15 
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ttc acc etc acg gga etc ttt get gag age aag cat get gee etc etc 
Phe Thr Leu Thr Gly Leu Phe Ala Glu Ser Lys His Ala Ala Leu Leu 
20 25 30 



96 



tac acc gtg acc ttc ctt ett ttc ttg atg gcc etc act ggg aat gee 144 
Tyr Thr Val Thr Phe Leu Leu Phe Leu Met Ala Leu Thr Gly Asn Ala 
35 40 45 

etc etc ate etc etc ate cac tea gag eee cgc etc eac acc cec atg 192 
Leu Leu lie Leu Leu lie His Ser Glu Pro Arg Leu His Thr Pro Met 

55 60 



50 



tac ttc ttc ate age cag etc gcg etc atg gat etc atg tac eta tgc 
Tyr Phe Phe lie Ser Gin Leu Ala Leu Met Asp Leu Met Tyr Leu Cys 

70 75 80 



65 



aag gcc ttg gee acc tgc tec tec cac atg ate ata gtg etg ctg etc 
Lys Ala Leu Ala Thr Cys Ser Ser His Met lie lie Val Leu Leu Leu 
245 250 255 



240 



288 



gtg act gtg ccc aag atg ctt gtg ggc cag gtc act gga gat gat acc 
Val Thr Val Pro Lys Met Leu Val Gly Gin Val Thr Gly Asp Asp Thr 
85 90 95 

att tec ecg tea ggc tgt ggg ate cag atg ttc ttc tac ctg ace etg 336 
lie Ser Pro Ser Gly Cys Gly He Gin Met Phe Phe Tyr Leu Thr Leu 
100 105 110 

get gga get gag gtt ttc etc ctg get gee atg gcc tat gac cga tat 384 
Ala Gly Ala Glu Val Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr 
115 120 125 



432 



480 



get get gtt tgc aga cct etc cat tac cca ctg ctg atg aac cag agg 
Ala Ala Val Cys Arg Pro Leu His Tyr Pro Leu Leu Met Asn Gin Arg 
130 135 140 

gtg tgc cag etc ctg gtg tea gee tgc tgg gtt ttg gga atg gtt gat 
Val Cys Gin Leu Leu Val Ser Ala Cys Trp Val Leu Gly Met Val Asp 
145 150 155 160 

ggt ttg ttg etc acc ccc att ace atg age ttc cec ttt tgc cag tct 528 
Gly Leu Leu Leu Thr Pro He Thr Met Ser Phe Pro Phe Cys Gin Ser 
165 170 175 

agg aaa ate ctg agt ttt ttc tgt gag act cct gcc ctg ctg aag etc 576 
Arg Lys He Leu Ser Phe Phe Cys Glu Thr Pro Ala Leu Leu Lys Leu 
180 185 190 

tec tgc tct gac gtc tec etc tat aag acg etc atg tac etg tgc tgc 624 
Ser Cys Ser Asp Val Ser Leu Tyr Lys Thr Leu Met Tyr Leu Cys Cys 
195 200 205 

ate etc atg ctt etc gcc ccc ate atg gtc ate tec age tea tac acc 672 
He Leu Met Leu Leu Ala Pro He Met Val He Ser Ser Ser Tyr Thr 
210 215 220 

etc ate ctg cat etc ate cac agg atg aat tct gcc gcc ggc cac agg 720 
Leu He Leu His Leu He His Arg Met Asn Ser Ala Ala Gly His Arg 
225 230 235 240 



768 



506 



NSDOCID: <WO_0224726A2J_> 



wo 02/24726 



PCT/BEOl/00162 



I 



ttc ggt get tec ttc tac acc tac atg etc ccg agt tec tac cac aca 
Phe Gly Ala Ser Phe Tyr Thr Tyr Met Leu Pro Ser Ser Tyr His Thr 
260 265 270 

get gag cag gac atg atg gtg tot gcc ttt tac acc ate ttc act cct 
Ala Glu Gin Asp Met Met Val Ser Ala Phe Tyr Thr lie Phe Thr Pro 
275 280 285 



get atg agg age atg atg eag tea aga a 
Ala Met Arg Ser Met Met Gin Ser Arg 
305 310 



<210> 340 

<211> 313 

<212> PRT 

<213> Homo Sapiens 

<400> 340 

Met Cys Ser Gly Asn Gin Thr Ser Gin Asn Gin Thr Ala Ser Thr Asp 
1 5 10 15 

Phe Thr Leu Thr Gly Leu Phe Ala Glu Ser Lys His Ala Ala Leu Leu 
20 25 30 

Tyr Thr Val Thr Phe Leu Leu Phe Leu Met Ala Leu Thr Gly Asn Ala 
35 40 45 

Leu Leu lie Leu Leu He His Ser Glu Pro Arg Leu His Thr Pro Met 
50 55 60 

Tyr Phe Phe He Ser Gin Leu Ala Leu Met Asp Leu Met Tyr Leu Cys 
^5 70 75 80 

Val Thr Val Pro Lys Met Leu Val Gly Gin Val Thr Gly Asp Asp Thr 
85 90 95 

He Ser Pro Ser Gly Cys Gly He Gin Met Phe Phe Tyr Leu Thr Leu 
100 105 110 

Ala Gly Ala Glu Val Phe Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr 
115 120 125 

Ala Ala Val Cys Arg Pro Leu His Tyr Pro Leu Leu Met Asn Gin Arg 
130 135 140 

Val Cys Gin Leu Leu Val Ser Ala Cys Trp Val Leu Gly Met Val Asp 



507 

MStXX^D: <WO__0224726A2J_> 



816 



664 



gtg ctg aac ecc etc att tac agt etc cgc aac aaa gat gtc acc agg 912 
Val Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Thr Arg 
290 295 300 
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145 150 



i55 160 



Gly Leu Leu Leu Thr Pro lie Thr Met Ser Phe Pro Phe Cys Gin Ser 
165 170 175 

Arg Lys He Leu Ser Phe Phe Cys Glu Thr Pro Ala Leu Leu Lys Leu 
180 185 190 

Ser Cys Ser Asp Val Ser Leu Tyr Lys Thr Leu Met Tyr Leu Cys Cys 
195 200 205 

He Leu Met Leu Leu Ala Pro He Met Val He Ser Ser Ser Tyr Thr 
210 215 220 

Leu He Leu His Leu He His Arg Met Asn Ser Ala Ala Gly His Arg 
225 230 235 240 

Lys Ala Leu Ala Thr Cys Ser Ser His Met He He Val Leu Leu Leu 
245 250 255 

Phe Gly Ala Ser Phe Tyr Thr Tyr Met Leu Pro Ser Ser Tyr His Thr 
260 265 270 

Ala Glu Gin Asp Met Met Val Ser Ala Phe Tyr Thr He Phe Thr Pro 
275 280 285 

val Leu Asn Pro Leu He Tyr Ser Leu Arg Asn Lys Asp Val Thr Arg 
290 295 300 



Ala Met Arg Ser Met Met Gin Ser Arg 
305 310 



<210> 341 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (936) 

<223> 



<400> 341 

atg ccc aat tea acc acc gtg atg gaa ttt etc etc atg agg ttt tct 

Met pro Asn Ser Thr Thr Val Met Glu Phe Leu Leu Met Aig Phe Ser 

1 5 10 15 

gat gtg tgg aca eta cag att tta cat tct gca tec ttc ttt atg ttg 
Asp Val Trp Thr Leu Gin He Leu His Ser Ala Ser Phe Phe Met Leu 



48 
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20 25 30 

tat ttg gta act eta atg gga aac ate etc att gtg ace gtc ace ace 144 
Tyr Leu Val Thr Leu Met Gly Asn He Leu He Val Thr Val Thr Thr 
35 40 45 

tgt gac age age ctt cac atg ccc atg tac tte ttc etc agg aat ctg 192 
Cys Asp Ser Ser Leu His Met Pro Met Tyr Phe Phe Leu Arg Asn Leu 
50 55 60 

tct ate ttg gat gee tgc tac att tct gtt aca gtc cct ace tea tgt 240 
Ser He Leu Asp Ala Cys Tyr He Ser Val Thr Val Pro Thr Ser Cys 
65 70 75 80 

gtc aat tec eta ctg gae age acc ace att tct aag gcg gga tgt gta 288 
Val Asn Ser Leu Leu Asp Ser Thr Thr He Ser Lys Ala Gly Cys Val 
85 90 95 

get cag gtc ttc etc gtg gtt ttt ttt gta tat gtg gag ctt ctg ttt 336 
Ala Gin Val Phe Leu Val Val Phe Phe Val Tyr Val Glu Leu Leu Phe 
100 105 110 

etc ace att atg get cat gac cgc tat gtg get gtc tgc cag cea ctt 384 
Leu Thr He Met Ala His Asp Arg Tyr Val Ala Val Cys Gin Pro Leu 
115. 120 125 

cae tac cct gtg ate gtg aac tct ega ate tgc at^c cag atg aca ctg 432. 
His Tyr Pro Val He Val Asn Ser Arg He Cys He Gin Met Thr Leu 
130 135 140 

gee tee eta etc agt ggt ctt gtc tat gea gge atg cac act ggc age 480 
Ala Ser Leu Leu Ser Gly Leu Val Tyr Ala Gly Met His Thr Gly Ser 
145 150 155 160 

aca ttc cag ctg ccc ttc tgt egg tec aac gtt att cat caa ttc tte 528 
Thr Phe Gin Leu Pro Phe Cys Arg Ser Asn Val He His Gin Phe Phe 
165 170 175 

tgt gac ate ccc tct ctg ctg aag etc tct tgc tct gac acc ttc age 576 
Cys Asp He Pro Ser Leu Leu Lys Leu Ser Cys Ser Asp Thr Phe Ser 
180 185 190 

aat gag gtc atg att gtt gtc tct get ctg ggg gta ggt ggc ggc tgt 624 
Asn Glu Val Met He Val Val Ser Ala Leu Gly Val Gly Gly Gly Cys 
195 200 205 

ttc ate ttt ate ate agg tct tac att cac ate ttt teg ace gtg etc 672 
Phe He Phe He He Arg Ser Tyr He His He Phe Ser Thr Val Leu 
210 215 220 

ggg ttt cea aga gga gea gac aga aca aag gee ttt tec acc tgc ate 720 
Gly Phe Pro Arg Gly Ala Asp Arg Thr Lys Ala Phe Ser Thr Cys He 
225 230 235 240 

cct cac ate ctg gtg gtg tea gtc ttc etc agt tea tgc tct tct gtg 768 
Pro His He Leu Val Val Ser Val Phe Leu Ser Ser Cys Ser Ser Val 
245 250 255 

tac etc agg cea cct gcg ata cct gea gee acc cag gat ctg ate ctt 816 
Tyr Leu Arg Pro Pro Ala He Pro. Ala Ala Thr Gin Asp Leu He Leu 
260 265 270 



509 



NSOOaO: <WO_0224726A2J_> 



wo 02/24726 



PCT/BEOl/00162 



tct ggt ttt tat tec ata atg cct ccc etc ttt aac cct att att tac 864 
Ser Gly Phe Tyr Ser lie Met Pro Pro Leu Phe Asn Pro He He Tyr 
275 280 285 

agt ctt aga aat aag caa ata aag gtg gcc ate aag aaa ate atg aag 912 
Ser Leu Arg Asn Lys Gin He Lys Val Ala He Lys Lys He Met Lys 
290 295 300 

aga att ttt tat tea gaa aat gtg taa 939 
Arg He Phe Tyr Ser Glu Asn Val 
305 310 



<210> 342 

<211> 312 

<212> PRT 

<213> Homo Sapiens 

<400> 342 

Met Pro Asn Ser Thr Thr Val Met Glu Phe Leu Leu Met Arg Phe Ser 
1 5 10 15 



Asp Val Trp Thr Leu Gin He Leu His Ser Ala Ser Phe Phe Met Leu 
20 25 30 



Tyr Leu Val Thr Leu Met Gly Asn He Leu He Val Thr Val Thr Thr 
35 40 45 



Cys Asp Ser Ser Leu His Met Pro Met Tyr Phe Phe Leu Arg Asn Leu 
50 55 60 



Ser He Leu Asp Ala Cys Tyr He Ser Val Thr Val Pro Thr Ser Cys 
65 70 75 80 



Val Asn Ser Leu Leu Asp Ser Thr Thr He Ser Lys Ala Gly Cys Val 
85 90 95 



Ala Gin Val Phe Leu Val Val Phe Phe Val Tyr Val Glu Leu Leu Phe 
100 105 110 



Leu Thr He Met Ala His Asp Arg Tyr Val Ala Val Cys Gin Pro Leu 
115 120 125 



His Tyr Pro Val He Val Asn Ser Arg He Cys He Gin Met Thr Leu 
130 135 140 

Ala Ser Leu Leu Ser Gly Leu Val Tyr Ala Gly Met His Thr Gly Ser 
145 150 155 160 
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Thr Phe Gin Leu Pro Phe Cys Arg Ser Asn Val He His Gin Phe Phe 
165 170 175 



Cys Asp He Pro Ser Leu Leu Lys Leu Ser Cys Ser Asp Thr Phe Ser 
180 185 190 



Asn Glu Val Met He Val Val Ser Ala Leu Gly Val Gly Gly Gly Cys 
195 200 205 



Phe He Phe He He Arg Ser Tyr He His He Phe Ser Thr Val Leu 
210 215 220 



Gly Phe Pro Arg Gly Ala Asp Arg Thr Lys Ala Phe Ser Thr Cys He 
225 230 235 240 



Pro His He Leu Val Val Ser Val Phe Leu Ser Ser Cys Ser Ser Val 
245 250 255 



Tyr Leu Arg Pro Pro Ala He Pro Ala Ala Thr Gin Asp Leu He Leu 
260 265 270 



Ser Gly Phe Tyr Ser He Met Pro Pro Leu Phe Asn Pro He He Tyr 
275 280 285 



Ser Leu Arg Asn Lys Gin He Lys Val Ala He Lys Lys He Met Lys 
290 295 300 



Arg He Phe Tyr Ser Glu Asn Val 

310 



305 




<210> 


343 


<211> 


942 


<212> 


DNA 


<213> 


Homo Sapiens 


<220> 




<:221> 


CDS 


<222> 


(1) (939) 


<223> 




<400> 


343 



^tg ggg cag acc aac gta acc tec tgg agg gat ttt gtc ttc ctg ggc 48 
Met Gly Gin Thr Asn Val Thr Ser Trp Arg Asp Phe Val Phe Leu Gly 
15 10 15 

ttc tec agt tct ggg gag ttg cag etc ctt etc ttt gcc ttg ttc etc 96 
Phe Ser Ser Ser Gly Glu Leu Gin Leu Leu Leu Phe Ala Leu Phe Leu 
20 25 30 

tct ctg tat eta gtc act ctg acc age aat gtc ttc att ate ata gcc 144 



511 



MSOOCID: <WO_0224726A2J_> 



wo 02/24726 



PCT/BEOl/00162 



Ser Leu Tyr Leu Val Thr Leu Thr Ser Asn Val Phe He He He Ala 
35 40 45 

ate agg ctg gat age cat ctg cac acc ccc atg tac etc ttc ctt tec 192 
He Arg Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser 
50 55 60 

ttc eta tec ttc tct gag acc tgc tac act ttg ggc ate ate cet aga 240 
Phe Leu Ser Phe Ser Glu Thr Cys Tyr Thr Leu Gly He He Pro Arg 
65 70 75 80 

atg etc tct ggc ctg get ggg ggg gac cag get ate tec tat gtg ggc 288 
Met Leu Ser Gly Leu Ala Gly Gly Asp Gin Ala He Ser Tyr Val Gly 
85 90 95 

tgt get gee cag atg ttc ttt tct gee tea tgg gee tgt act aae tgc 336 
Cys Ala Ala Gin Met Phe Phe Ser Ala Ser Trp Ala Cys Thr Asn Cys 
100 105 110 

ttc ctt ctg get gee atg ggc ttt gac aga tat gtg gee ate tgt get 384 
Phe Leu Leu Ala Ala Met Gly Phe Asp Arg Tyr Val Ala He Cys Ala 
115 120 125 

cea etc cac tat gee age cac atg aat cet ace etc tgt gcc cag ctg 432 
Pro Leu His Tyr Ala Ser His Met Asn Pro Thr Leu Cys Ala Gin Leu 
130 135 140 

gtc att act tec ttc ctg act gga tac etc ttt gga ctg gga atg aca 480 
Val He Thr Ser Phe Leu Thr Gly Tyr Leu Phe Gly Leu Gly Met Thr 
145 150 155 160 



eta gtt att ttc cac etc tea ttc tgc age tec cat gaa ate cag cac 
Leu Val He Phe His Leu Ser Phe Cys Ser Ser His Glu He Gin His 
165 170 175 



ggc ecg agt gag ctg agg ate ttt ate etc agt ctt ttg gtc etc ttg 
Gly Pro Ser Glu Leu Arg He Phe He Leu Ser Leu Leu Val Leu Leu 
195 200 205 



528 



ttt ttt tgt gac aeg eca cet gtg ctg age eta gee tgt gga gat aca 576 
Phe Phe Cys Asp Thr Pro Pro Val Leu Ser Leu Ala Cys Gly Asp Thr 
180 185 190 



624 



gtc tee ttc ttc ttc ate ace ate tec tac gcc tac ate ttg gea gea 672 
Val Ser Phe Phe Phe He Thr He Ser Tyr Ala Tyr He Leu Ala Ala 
210 215 220 

ata ctg agg ate ccc tct get gag ggg cag aag aag gcc ttc tec act 720 
He Leu Arg He Pro Ser Ala Glu Gly Gin Lys Lys Ala Phe Ser Thr 
225 230 235 240 

tgt gcc teg cac ctt aca gtg gtc att att cat tat ggc tgt get tec 768 
Cys Ala Ser His Leu Thr Val Val He He His Tyr Gly Cys Ala Ser 
245 250 255 

ttc gtg tac ctg agg ccc aaa gcc age tac tct ctt gag aga gat cag 816 
Phe Val Tyr Leu Arg Pro Lys Ala Ser Tyr Ser Leu Glu Arg Asp Gin 
260 265 270 

Ctt att gee atg acc tat act gta gtg ace ccc etc ctt aat ccc att 864 
Leu He Ala Met Thr Tyr Thr Val Val Thr Pro Leu Leu Asn Pro He 
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275 280 285 

gtt tat agt eta agg act agg get ata cag aca get ctg agg aat get 912 
Val Tyr Ser Leu Arg Thr Arg Ala He Gin Thr Ala Leu Arg Asn Ala 
290 295 300 

ttc aga ggg aga ttg etg ggt aaa gga tga 942 
Phe Arg Gly Arg Leu Leu Gly Lys Gly 

310 



305 




<210> 


344 


<211> 


313 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


344 



Met Gly Gin Thr Asn Val Thr Ser Trp Arg Asp Phe Val Phe Leu Gly 
15 10 15 

I. 

Phe Ser Ser Ser Gly Glu Leu Gin Leu Leu Leu Phe Ala Leu Phe Leu 
20 25 30 



Ser Leu Tyr Leu Val Thr Leu Thr Ser Asn Val Phe He He He Ala 
35 40 45 



He Arg Leu Asp Ser His Leu His Thr Pro Met Tyr Leu Phe Leu Ser 
50 55 60 



Phe Leu Ser Phe Ser Glu Thr- Cys Tyr Thr Leu Gly He He Pro Arg 
65 70 75 80 



Met Leu Ser Gly Leu Ala Gly Gly Asp Gin Ala He Ser Tyr Val Gly 
85 90 95 



Cys Ala Ala Gin Met Phe Phe Ser Ala Ser Tip Ala Cys Thr Asn Cys 
100 105 110 



Phe Leu Leu Ala Ala Met Gly Phe Asp Arg Tyr Val Ala He Cys Ala 
115 120 125 



Pro Leu His Tyr Ala Ser His Met Asn Pro Thr Leu Cys Ala Gin Leu 
130 135 140 



Val He Thr Ser Phe Leu Thr Gly Tyr Leu Phe Gly Leu Gly Met Thr 
145 150 155 160 



Leu Val He Phe His Leu Ser Phe Cys Ser Ser His Glu He Gin His 
165 170 175 



513 

NSDOCID: <WO_0224726A2^L> 



wo 02/24726 



PCT/BEOl/00162 



Phe Phe Cys Asp Thr Pro Pro Val Leu Ser Leu Ala Cys Gly Asp Thr 
180 185 190 



Gly Pro Ser Glu Leu Arg He Phe He Leu Ser Leu Leu Val Leu Leu 
195 200 ' 205 



Val Ser Phe Phe Phe He Thr He Ser Tyr Ala Tyr He Leu Ala Ala 

210 215 220 

He Leu Arg He Pro Ser Ala Glu Gly Gin Lys Lys Ala Phe Ser Thr 

225 230 235 240 



Cys Ala Ser His Leu Thr Val Val He He His Tyr Gly Cys Ala Ser 
245 250 255 



Phe Val Tyr Leu Arg Pro Lys Ala Ser Tyr Ser Leu Glu Arg Asp Gin 
260 * 265 270 



Leu He Ala Met Thr Tyr Thr Val Val Thr Pro Leu Leu Asn Pro He 
275 280 . 285 



Val Tyr Ser Leu Arg Thr Arg Ala He Gin Thr Ala Leu Arg Asn Ala 
290 295 300 



Phe Arg Gly Arg Leu Leu Gly Lys Gly 
305 310 



<210> 345 

<211> 975 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (972) 

<223> 



<400> 345 

atg gag age ccc aat cga acc acc att cag gag ttt ate ttc tec get 

Met Glu Ser Pro Asn Arg Thr Thr He Gin Glu Phe He Phe Ser Ala 
15 10 15 

ttc cct tat tec tgg gtt aag tct gtt gtc tgc ttt gtt cca etg etc 
Phe Pro Tyr Ser Trp Val Lys Ser Val Val Cys Phe Val Pro Leu Leu 
20 25 30 



48 



96 



ttc ate tat get ttc att gtt gtt gga aac etg gtc ate ate aea gtg 144 
Phe He Tyr Ala Phe He Val Val Gly Asn Leu Val He He Thr Val 
35 40 45 
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gtc cag ttg aat act cac etc cac act ccc atg tat act ttt ate agt 192 
Val Gin Leu Asn Thr His Leu His Thr Pro Met Tyr Thr Phe lie Ser 
50 55 60 

get ctt tct ttc ctg gag att tgg tat acc aca gee aca ate cca aag 24 0 

Ala Leu Ser Phe Leu Glu lie Trp Tyr Thr Thr Ala Thr lie Pro Lys 
65 70 75 80 

atg ctg tct age ctg ctt agt gag agg age att tec ttc aat ggt tgt 288 
Met Leu Ser Ser Leu Leu Ser Glu Arg Ser lie Ser Phe Asn Gly Cys 
85 90 95 

etc ctg cag atg tat ttc ttc cat tec acc ggc ate tgt gag gtg tgt 336 
Leu Leu Gin Met Tyr Phe Phe His Ser Thr Gly lie Cys Glu Val Cys 
100 105 110 

etc ttg aca gtt atg gee ttt gac cac tac ctg gee ata tgc age cct 384 
Leu Leu Thr Val Met Ala Phe Asp His Tyr Leu Ala lie Cys Ser Pro 
115 120 125 

ctt cat tat ccc tct ate atg acc ccc aag eta tgt acc caa ctg act 432 
Leu His Tyr Pro Ser lie Met Thr Pro Lys Leu Cys Thr Gin Leu Thr 
130 135 * 140 

tta agt tgc tgt gtt tgt ggc ttt ate aca ccc ctt cct gag att gcc 480 
Leu Ser Cys Cys Val Cys Gly Phe He Thr Pro Leu Pro Glu He Ala 
145 150 155 160 

tgg ate tct aca ctg cca ttt tgt ggt teg aat cac ctt gaa cat ate 52 8 

Trp He Ser Thr Leu Pro Phe Cys Gly Ser Asn His Leu Glu His He 
165 170 175 

ttc tgt gac ttc etc cca gtg ctg cgt ctg gcc tgc aca gac aca ega 576 
Phe Cys Asp Phe Leu Pro Val Leu Arg Leu Ala Cys Thr Asp Thr Arg 
180 185 190 

gee ate gtc atg att cag gta gtg gat gtc att cat gca gtg gag att 624 
Ala He Val Met He Gin Val Val Asp Val He His Ala Val Glu He 
195 200 205 

att aca get gtg atg etc ate ttc atg tec tac gat ggt att gtg get 672 
He Thr Ala Val Met Leu He Phe Met Ser Tyr Asp Gly He Val Ala 
210 215 220 

gta att eta cgt att cat tea get gga ggc cgc cgc aca gca ttt tec 720 
Val He Leu Arg He His Ser Ala Gly Gly Arg Arg Thr Ala Phe Ser 
225 230 235 240 

acg tgt gtc tct cac ttc att gtc ttt teg etc ttc ttt ggc agt gtg 768 
Thr Cys Val Ser His Phe He Val Phe Ser Leu Phe Phe Gly Ser Val 
245 250 255 

act etc atg tac eta cgc ttc tct gcc acc tac tct ttg ttc tgg gat 816 
Thr Leu Met Tyr Leu Arg Phe Ser Ala Thr Tyr Ser Leu Phe Trp Asp 
260 265 270 

ata gcc att get ctg gcc ttt gca gtt ttg tct ccc ttc ttc aac ccc 864 
He Ala He Ala Leu Ala Phe Ala Val Leu Ser Pro Phe Phe Asn Pro 
275 280 285 



att ate tat age ctg agg aat aaa gaa ata aaa gaa get ata aaa aag 



912 
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lie He Tyr Ser Leu Arg Asn Lys Glu He Lys Glu Ala He Lys Lys 
290 295 300 

cac ata ggt caa get aag ata ttt ttt tec gta aga cca ggg acc tea 960 

His He Gly Gin Ala Lys He Phe Phe Ser Val Arg Pro Gly Thr Ser 
305 310 315 320 



agt aag ata ttt tag 
Ser Lys He Phe 



<210> 346 

<211> 324 

<212> PRT 

<213> Homo Sapiens 

<400> 346 



Met Glu Ser Pro Asn Arg Thr Thr He Gin Glu Phe He Phe Ser Ala 
15 10 15 



Phe Pro Tyr Ser Trp Val Lys Ser Val Val Cys Phe Val Pro Leu Leu 
20 25 30 



Phe He Tyr Ala Phe He Val Val Gly Asn Leu Val He He Thr Val 
35 40 45 



Val Gin Leu Asn Thr His Leu His Thr Pro Met Tyr Thr Phe He Ser 
50 55 60 



Ala Leu Ser Phe Leu Glu He Trp Tyr Thr Thr Ala Thr He Pro Lys 
65 70 75 80 



Met Leu Ser Ser Leu Leu Ser Glu Arg Ser He Ser Phe Asn Gly Cys 
85 90 95 



Leu Leu Gin Met Tyr Phe Phe His Ser Thr Gly He Cys Glu Val Cys 
100 105 110 



Leu Leu Thr Val Met Ala Phe Asp His Tyr Leu Ala He Cys Ser Pro 
115 120 125 



Leu His Tyr Pro Ser He Met Thr Pro Lys Leu Cys Thr Gin Leu Thr 
130 135 140 

Leu Ser Cys Cys Val Cys Gly Phe He Thr Pro Leu Pro Glu He Ala 
145 150 155 160 

Trp He Ser Thr Leu Pro Phe Cys Gly Ser Asn His Leu Glu His He 
165 170 175 
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Phe Cys Asp Phe Leu Pro Val Leu Arg Leu Ala Cys Thr Asp Thr Arg 
180 185 190 



Ala lie Val Met lie Gin Val Val Asp Val lie His Ala Val Glu lie 
195 200 205 



He Thr Ala Val Met Leu He Phe Met Ser Tyr Asp Gly He Val Ala 
210 215 220 



Val He Leu Arg He His Ser Ala Gly Gly Arg Arg Thr Ala Phe Ser 
225 230 235 240 



Thr Cys Val Ser His Phe He Val Phe Ser Leu Phe Phe Gly Ser Val 
245 250 255 



Thr Leu Met Tyr Leu Arg Phe Ser Ala Thr Tyr Ser Leu Phe Trp Asp 
260 265 270 



He Ala He Ala Leu Ala Phe Ala Val Leu Ser Pro Phe Phe Asn Pro 
275 280 285 



He He Tyr Ser Leu Arg Asn Lys Glu He Lys Glu Ala He Lys Lys 
290 295 300 



His He Gly Gin Ala Lys He Phe Phe Ser Val Arg Pro Gly Thr Ser 
305 310 315 320 



Ser Lys He Phe 



<210> 347 

<211> 954 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (951) 

<223> 



<400> 347 

atg gat caa tac aac cat tea age etg get gaa ttt gtg tte ett ggc 48 
Met Asp Gin Tyr Asn His Ser Ser Leu Ala Glu Phe Val Phe Leu Gly 
15 10 15 

ttt gcc agt gtg ggc tat gtc agg ggc tgg ctt ttt gtc ctg ctg eta 96 
Phe Ala Ser Val Gly Tyr Val Arg Gly Trp Leu Phe Val Leu Leu Leu 
20 25 30 
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ttg gca tac ctg ttc acc ate tgt ggt aac atg etc ate ttc tea gtc 144 
Leu Ala Tyr Leu Phe Thr He Cys Gly Asn Met Leu He Phe Ser Val 
35 40 45 

ate cga etg gat gea get ctg cac aca cct atg tac cae ttt gtc agt 192- 
He Arg Leu Asp Ala Ala Leu His Thr Pro Met Tyr His Phe Val Ser 
50 55 60 

gtt ctt tec ttc ttg gag ttg tgg tat aca get acc act ate cct aag 240 
Val Leu Ser Phe Leu Glu Leu Trp Tyr Thr Ala Thr Thr He Pro Lys 
65 70 75 80 



atg ttg tet aat att etc agt gag aag aaa ace att tct ttt gca gga 
Met Leu Ser Asn He Leu Ser Glu Lys Lys Thr He Ser Phe Ala Gly 
85 90 95 



tct get aac att ctg gtg gae ttt gee att aat get ttc ata att ctt 
Ser Ala Asn He Leu Val Asp Phe Ala He Asn Ala Phe He He Leu 
195 200 205 



tgt gcc tea cat ctt get gtg gtc etc ate ttc ttt ggg age ate ate 
Cys Ala Ser His Leu Ala Val Val Leu He Phe Phe Gly Ser He He 
245 250 255 

ttc atg tat gtg egg eta aag aag age tat tee ctg acc ctt gac cga 
Phe Met Tyr Val Arg Leu Lys Lys Ser Tyr Ser Leu Thr Leu Asp Arg 
260 265 270 



288 



tge etc ctt cag acc tac ttc ttc cac tec ttg gga gcg tet gaa tgc 336 
Cys Leu Leu Gin Thr Tyr Phe Phe His Ser Leu Gly Ala Ser Glu Cys 
100 105 110 

tac ctt ctt aca gcc atg gee tat gat aga tac ctg gee att tgt egg 384 
Tyr Leu Leu Thr Ala Met Ala Tyr Asp Arg Tyr Leu Ala He Cys Arg 
115 120 125 

cec etc cac tac cct ata att atg ace acc aca etc tgt gee aag atg 432 
Pro Leu His Tyr Pro He He Met Thr Thr Thr Leu Cys Ala Lys Met 
130 135 140 

get get get tgt tgg act tgt gge ttc ctg tgt cec att tct gag gtc 480 
Ala Ala Ala Cys Trp Thr Cys Gly Phe Leu Cys Pro He Ser Glu Val 
145 150 155 160 

ate ctt gcc tec cag etc cca ttt tgt get tac aat gaa ate eaa cac 528 
He Leu Ala Ser Gin Leu Pro Phe Cys Ala Tyr Asn Glu He Gin His 
165 170 175 

att ttc tgt gac ttt cca cct ttg etg age ttg gee tge aag gac aca 576 
He Phe Cys Asp Phe Pro Pro Leu Leu Ser Leu Ala Cys Lys Asp Thr 
180 185 190 



624 



ate act ttc ttc ttt ate atg att tct tat gca agg ate att ggg get 672 
He Thr Phe Phe Phe He Met He Ser Tyr Ala Arg He He Gly Ala 
210 215 220 

gtg ctg aag ata aaa aca gca tea gga aga aag aag gee ttt tct ace 720 
Val Leu Lys He Lys Thr Ala Ser Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 235 240 



768 



816 
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aca ctt get ata gtt tac tec gta eta aea cca atg gtc aat cca att 864 
Thr Leu Ala lie Val Tyr Ser Val Leu Thr Pro Met Val Asn Pro lie 
275 280 285 

ate tac agt ctt cgt aac aag gaa ate att aaa get ate aag agg acc 912 
lie Tyx Ser Leu Arg Asn Lys Glu lie He Lys Ala He Lys Arg Thr 



954 



290 


295 








300 




ate tte 


cag aag gga gat aaa get 


agt 


ctt 


get 


cat 


ctt 


He Phe 


Gin Lys Gly Asp Lys Ala 


Ser 


Leu 


Ala 


His 


Leu 


305 


310 






315 






<210> 


348 












<211> 


317 












<212> 


PRT 












<213> 


Homo Sapiens 












<400> 


348 












Met Asp 


Gin Tyr Asn His Ser Ser 


Leu 


Ala 


Glu 


Phe 


Val 


1 


• '5 




10 









15 

Phe Ala Ser Val Gly Tyr Val Arg Gly Trp Leu Phe Val Leu Leu Leu 
20 25 30 

Leu Ala Tyr Leu Phe Thr He Cys Gly Asn Met Leu He Phe Ser Val 
35 40 45 

He Arg Leu Asp Ala Ala Leu His Thr Pro Met Tyr His Phe Val Ser 
50 55 60 

Val Leu Ser Phe Leu Glu Leu Trp Tyr Thr Ala Thr Thr He Pro Lys 
65 70 75 80 

Met Leu Ser Asn He Leu Ser Glu Lys Lys Thr He Ser Phe Ala Gly 
85 90 95 

Cys Leu Leu Gin Thr Tyr Phe Phe His Ser Leu Gly Ala Ser Glu Cys 
100 105 110 

Tyr Leu Leu Thr Ala Met Ala Tyr Asp Arg Tyr Leu Ala He Cys Arg 
115 120 125 

Pro Leu His Tyr Pro He He Met Thr Thr Thr Leu Cys Ala Lys Met 
130 135 140 

Ala Ala Ala Cys Trp Thr Cys Gly Phe Leu Cys Pro He Ser Glu Val 
145 150 155 160 

He Leu Ala Ser Gin Leu Pro Phe Cys Ala Tyr Asn Glu He Gin His 
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165 170 175 



lie Phe Cys Asp Phe Pro Pro Leu Leu Ser Leu Ala Cys Lys Asp Thr 

180 185 190 

Ser Ala Asn lie Leu Val Asp Phe Ala He Asn Ala Phe He He Leu 
195 200 205 



He Thr Phe Phe Phe He Met He Ser Tyr Ala Arg He He Gly Ala 
210 215 220 

Val Leu Lys He Lys Thr Ala Ser Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Ala Ser His Leu Ala Val Val Leu He Phe Phe Gly Ser He He 
245 250 255 

I 

Phe Met Tyr Val Arg Leu Lys Lys Ser Tyr Ser Leu Thr Leu Asp Arg 
260 265 270 



Thr Leu Ala He Val Tyr Ser Val Leu Thr Pro Met Val Asn Pro He 
275 280 285 



He Tyr Ser Leu Arg Asn Lys Glu He He Lys Ala He Lys Arg Thr 
290 295 300 

He Phe Gin Lys Gly Asp Lys Ala Ser Leu Ala His Leu 
305 310 315 



<210> 349 

<211> 960 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> {1)..(957) 

<223> 



<400> 349 

atg aca cag ttg acg gcc agt ggg aat cag aca atg gtg act gag ttc 48 
Met Thr Gin Leu Thr Ala Ser Gly Asn Gin Thr Met Val Thr Glu Phe 

10 15 



1 5 



96 



etc ttc tct atg ttc ccg cat gcg cac aga ggt ggc etc tta ttc ttt 
Leu Phe Ser Met Phe Pro His Ala His Arg Gly Gly Leu Leu Phe Phe 
20 25 30 

att ccc ttg ctt etc ate tac gga ttt ate eta act gga aac eta ata 144 
He Pro Leu Leu Leu He Tyr Gly Phe He Leu Thr Gly Asn Leu He 
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35 40 45 

atg ttc att gtc ate cag gtg ggc atg gcc ctg cac acc cct ttg tat 192 
Met Phe lie Val lie Gin Val Gly Met Ala Leu His Thr Pro Leu Tyr 
50 55 60 

ttc ttt ate agt gtc etc tee ttc ctg gag ate tge tat ace aca acc 240 
Phe Phe lie Ser Val Leu Ser Phe Leu Glu lie Cys Tyr Thr Thr Thr 
65 70 75 80 

acc ate cec aag atg ctg tec tge eta ate agt gag cag aag age att 288 
Thr lie Pro Lys Met Leu Ser Cys Leu lie Ser Glu Gin Lys Ser lie 
85 90 95 

tec gtg get ggc tge etc ctg cag atg tac ttt ttc cac tea ett ggt 336 
Ser Val Ala Gly Cys Leu Leu Gin Met Tyr Phe Phe His Ser Leu Gly 
100 105 110 

ate aca gaa age tgt gtc ctg aca gea atg gee att gae agg tac ata 3 84 

lie Thr Glu Ser Cys Val Leu Thr Ala Met Ala He Asp Arg Tyr He 
115 120 125 

get ate tge aat cca etc cgt tac cca ace ate atg att cec aaa ett 432 
Ala He Cys Asn Pro Leu Arg Tyr Pro Thr He Met He Pro Lys Leu 
130 135 140 

tgt ate cag ctg aca gtt gga tec tge ttt tgt ggc ttc etc ett gtg 480 
Cys He Gin Leu Thr Val Gly Ser Cys Phe Cys Gly Phe Leu Leu Val 
145 150 155 160 

ett cct gag att gea tgg att tec ace ttg cct ttc tgt ggc tec aac 528 
Leu Pro Glu He Ala Trp He Ser Thr Leu Pro Phe Cys Gly Ser Asn 
165 170 175 

cag ate cac cag ata ttc tgt gat ttc aca cct gtg ctg age ttg gcc 576 
Gin He His Gin He Phe Cys Asp Phe Thr Pro Val Leu Ser . Leu Ala 
180 185 190 

tge aca gat aca ttc eta gtg gtc att gtg gat gee ate cat gea gcg 624 
Cys Thr Asp Thr Phe Leu Val Val He Val Asp Ala He His Ala Ala 
195 200 205 

gaa att gta gcc tec ttc ctg gtc att get eta tec tac ate egg att 672 
Glu He Val TVla Ser Phe Leu Val He Ala Leu Ser Tyr He Arg He 
210 215 220 

att ata gtg att ctg gga atg cac tea get gaa ggt cat cac aag gcc 720 
He He Val He Leu Gly Met His Ser Ala Glu Gly His His Lys Ala 
225 230 235 240 

ttt tec acc tgt get get cac ett get gtg ttc ttg eta ttt ttt ggc 768 
Phe Ser Thr Cys Ala Ala His Leu Ala Val Phe Leu Leu Phe Phe Gly 
245 250 255 

agt gtg get gtc atg tat ttg aga ttc tea gcc acc tac tea gtg ttt 816 
Ser Val Ala Val Met Tyr Leu Arg Phe Ser Ala Tlir Tyr Ser Val Phe 
260 265 270 

tgg gae aca gea att get gtc act ttt gtt ate ett get cec ttt ttc 864 
Trp Asp Thr Ala He Ala Val Thr Phe Val He Leu Ala Pro Phe Phe 
275 280 285 
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aac ccc ate ate tat age ctg aaa aac aag gac atg aaa gag get att 912 
Asn Pro lie lie Tyr Ser Leu Lys Asn Lys Asp Met Lys Glu Ala lie 
290 295 300 

gga agg ett tte cae tat cag aag agg get ggt tgg get ggg aaa tag 960 
Gly Arg Leu Phe His Tyr Gin Lys Arg Ala Gly Trp Ala Gly Lys 
305 310 315 



<210> 350 

<211> 319 

<212> PRT 

<213> Homo Sapiens 

<400> 350 

Met Thr Gin Leu Thr Ala Ser Gly Asn Gin Thr Met Val Thr Glu Phe 
1 5 10 15 



Leu Phe Ser Met Phe Pro His Ala His Arg Gly Gly Leu Leu Phe Phe 
20 25 30 



He Pro Leu Leu Leu He Tyr Gly Phe He Leu Thr Gly Asn Leu He 
35 40 45 



Met Phe He Val He Gin Val Gly Met Ala Leu His Thr Pro Leu Tyr 
50 55 60 . ' 



Phe Phe He Ser Val Leu Ser Phe Leu Glu He Cys Tyr Thr Thr Thr 
65 70 75 80 



Thr He Pro Lys Met Leu Ser Cys Leu He Ser Glu Gin Lys Ser He 
85 90 95 



Ser Val Ala Gly Cys Leu Leu Gin Met Tyr Phe Phe His Ser Leu Gly 
100 105 110 



He Thr Glu Ser Cys Val Leu Thr Ala Met Ala He Asp Arg Tyr He 
115 120 125 



Ala He Cys Asn Pro Leu Arg Tyr Pro Thr He Met He Pro Lys Leu 
130 135 140 



Cys He Gin Leu Thr Val Gly Ser Cys Phe Cys Gly Phe Leu Leu Val 
145 150 155 160 



Leu Pro Glu He Ala Trp He Ser Thr Leu Pro Phe Cys Gly Ser Asn 
165 170 175 
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Gin He His Gin He Phe Cys Asp Phe Thr Pro Val Leu Ser Leu Ala 
180 185 190 



Cys Thr Asp Thr Phe Leu Val Val lie Val Asp Ala He His Ala Ala 
195 200 205 



Glu He Val Ala Ser Phe Leu Val He Ala Leu Ser Tyr He Arg He 
210 215 220 



He He Val He Leu Gly Met His Ser Ala Glu Gly His His Lys Ala 
225 230 235 240 



Phe Ser Thr Cys Ala Ala His Leu Ala Val Phe Leu Leu Phe Phe Gly 
245 250 • 255 



Ser Val Ala Val Met Tyr Leu Arg Phe Ser Ala Thr Tyr Ser Val Phe 
260 ' 265 270 



Trp Asp Thr Ala He Ala Val Thr Phe Val He Leu Ala Pro Phe Phe 
275 280 285 



Asn Pro He He Tyr Ser Leu Lys Asn Lys Asp Met Lys Glu Ala He 
290 295 300 



Gly Arg Leu Phe His Tyr Gin Lys Arg Ala Gly Trp Ala Gly Lys 
305 310 315 
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atg aat gag aca aat cat tct egg gtg aca gaa ttt gtg ttg ctg gga 48 
Met Asn Glu Thr Asn His Ser Arg Val Thr Glu Phe Val Leu Leu Gly 
15 10 15 

Ctg tct agt tea agg gag etc caa cet ttc ttg ttt ctt aca ttt tea 96 
Leu Ser Ser Ser Arg Glu Leu Gin Pro Phe Leu Phe Leu Thr Phe Ser 
20 25 30 

eta ctt tat eta gea att ctg ttg gge aac ttt etc ate ate etc act 144 
Leu Leu Tyr Leu Ala He Leu Leu Gly Asn Phe Leu He He Leu Thr 
35 40 45 

gtg acc tea gat tec egc ctt eac ace ccc atg tac ttt ctg ctt gea 192 
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Val Thr Ser Asp Ser Arg Leu His Thr Pro Met Tyr Phe I»eu Leu Ala 

50 55 60 

aac ctg tea ttt ata gac gta tgt gtt gcc tct ttt get acc cct aaa 240 

Asn Leu Ser Phe He Asp Val Cys Val Ala Ser Phe Ala Thr Pro Lys 

65 70 75 80 

atg att gca gac ttt ctg gtt gag cgc aag act att tct ttt gat gcc 288 

Met He Ala Asp Phe Leu Val Glu Arg Lys Thr He Ser Phe Asp Ala 
85 90 95 

tgc ctg gcc cag att ttc ttt gtt cat etc ttc act ggc agt gaa atg 336 

Cys Leu Ala Gin He Phe Phe Val His Leu Phe Thr Gly Ser Glu Met 
100 105 110 



gtg etc eta gtt tec atg gee tat gac egt tat gtt get ata tgc aaa 
Val Leu Leu Val Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys 
115 120 125 



tat gtt gtc age tta eta ata gtt gca gat agt ggc ttt ctt tct ctg 
Tyr Val Val Ser Leu Leu He Val Ala Asp Ser Gly Phe Leu Ser Leu 
195 200 205 



384 



cct etc cac tac atg aea gtc atg age egt egt gta tgt gtt gtg etc 432 
Pro Leu His Tyr Met Thr Val Met Ser Arg Arg Val Cys Val Val Leu 
130 135 140 

gtc etc att tea tgg ttt gtg ggc ttc ate cat act acc age cag ttg 480 
Val Leu He Ser Trp Phe Val Gly Phe He His Thr Thr Ser Gin Leu 
145 150 155 160 

gca ttc act gtt aat ctg eca ttt tgt ggt cct aat aag gta gac agt 528 
Ala Phe Thr Val Asn Leu Pro Phe Cys Gly Pro Asn Lys Val Asp Ser 
165 170 175 

ttt ttc tgt gac ctt cct eta gtg ace aag tta gee tgc ata gac act 576 
Phe Phe Cys Asp Leu Pro Leu Val Thr Lys Leu Ala Cys He Asp Thr 
180 185 190 



624 



agt tec ttt etc etc ttg gtt gtc tec tac act gta ata ctt gtt aca 672 
Ser Ser Phe Leu Leu Leu Val Val Ser Tyr Thr Val He Leu Val Thr 
2X0 215 220 

gtt agg aat cgc tec tct gca age atg gcg aag gee cgc tee aea ttg 720 
Val Arg Asn Arg Ser Ser Ala Ser Met Ala Lys Ala Arg Ser Thr Leu 
225 230 235 240 

act get cac ate act gtg gtc act tta ttc ttt gga eca tgc att ttc 768 
Thr Ala His He Thr Val Val Thr Leu Phe Phe Gly Pro Cys He Phe 
245 250 255 

ate tat gtg tgg cce ttc age agt tac tea gtt gac aaa gtc ctt get 816 
He Tyr Val Trp Pro Phe Ser Ser Tyr Ser Val Asp Lys Val Leu Ala 
260 265 270 

gta ttc tac acc ate ttc acg ctt att tta aac cct gta ate tac acg 864 
Val Phe Tyr Thr He Phe Thr Leu He Leu Asn Pro Val He Tyr Thr 
275 280 285 

eta aga aac aaa gaa gtg aag gca get atg tea aaa ctg aag agt egg 912 
Leu Arg Asn Lys Glu Val Lys Ala Ala Met Ser Lys Leu Lys Ser Arg 
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290 295 300 

tat ctg aag cct agt cag gtt tct gta gtc ata aga aat gtt ctt ttc 960 
Tyr Leu Lys Pro Ser Gin Val Ser Val Val lie Arg Asn Val Leu Phe 
305 310 315 320 

eta gaa aca aag taa 975 
Leu Glu Thr Lys 



<210> 352 

<211> 324 

<212> PRT 

<213> Homo Sapiens 

<400> 352 

Met Asn Glu Thr Asn His Ser Arg Val Thr Glu Phe Val Leu Leu Gly 
15 10 15 



Leu Ser Ser Ser Arg Glu Leu Gin Pro Phe Leu Phe Leii Thr Phe Ser 
20 25 30 



Leu Leu Tyr Leu Ala lie Leu Leu Gly Asn Phe Leu lie lie Leu Thr 
35 40 45 



Val Thr Ser Asp Ser T^g Leu His Thr Pro Met Tyr Phe Leu Leu Ala 
50 55 60 



Asn Leu Ser Phe lie Asp Val Cys Val Ala Ser Phe Ala Thr Pro Lys 
65 70 75 80 



Met He Ala Asp Phe Leu Val Glu Arg Lys Thr He Ser Phe Asp Ala 
85 90 95 



Cys Leu Ala Gin He Phe Phe Val His Leu Phe Thr Gly Ser Glu Met 
100 105 110 



Val Leu Leu Val Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys 
115 120 125 



Pro Leu His Tyr Met Thr Val Met Ser Arg Arg Val Cys Val Val Leu 
130 135 140 



Val Leu He Ser Trp Phe Val Gly Phe He His Thr Thr Ser Gin Leu 
145 150 155 160 



Ala Phe Thr Val Asn Leu Pro Phe Cys Gly Pro Asn Lys Val Asp Ser 
165 170 175 
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Phe Phe Cys Asp Leu Pro Leu Val Thr Lys Leu Ala Cys lie Asp Thr 
180 185 190 



Tyr Val Val Ser Leu Leu lie Val Ala Asp Ser Gly Phe Leu Ser Leu 
195 200 • 205 



Ser Ser Phe Leu Leu Leu Val Val Ser Tyr Thr Val lie Leu Val Thr 
210 215 220 



Val Arg Asn Arg Ser Ser Ala Ser Met Ala Lys Ala Arg Ser Thr Leu 
225 230 235 240 



Thr Ala His lie Thr Val Val Thr Leu Phe Phe Gly Pro Cys lie Phe 
245 250 . 255 



lie Tyr Val Trp Pro Phe Ser Ser Tyr Ser Val Asp Lys Val Leu Ala 
260 265 270 



Val Phe Tyr Thr lie Phe Thr Leu lie Leu Asn Pro Val He Tyr Thr 
275 280 285 



Leu Arg Asn Lys Glu Val Lys Ala Ala Met Ser Lys Leu Lys Ser Arg 
290 295 300 



Tyr Leu Lys Pro Ser Gin Val Ser Val Val He Arg Asn Val Leu Phe 
305 310 315 320 



Leu Glu Thr Lys 
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353 



atg get cac aca aat gaa teg atg gtg tct gag ttt gta ctt ttg gga 48 
Met Ala His Thr Asn Glu Ser Met Val Ser Glu Phe Val Leu Leu Gly 
15 10 15 

etc tct aat tec tgg gga ett caa ctt ttc ttt ttt gee ate ttc tct 96 
Leu Ser Asn Ser Trp Gly Leu Gin Leu Phe Phe Phe Ala He Phe Ser 
20 25 30 
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ata gtc tat gtg aca tea gtg eta ggc aat gtc tta att att gte att 144 
lie Val Tyr Val Thr Ser Val Leu Gly Asn Val lieu lie He Val He 
35 40 45 

att tct ttt gac tec cat ttg aac tet cct atg tac ttc ttg etc agt 192 
He Ser Phe Asp Ser His Leu Asn Ser Pro Met Tyr Phe Leu Leu Ser 
50 55 60 

aat ctt tct ttc att gat ate tgt cag tet aac ttt gcc aec cec aag 240 
Asn Leu Ser Phe He Asp He Cys Gin Ser Asn Phe Ala Thr Pro Lys 
65 70 75 80 

atg ctt gta gac ttt ttt att gag cgc aag act ate tec ttt gag ggt 288 
Met Leu Val Asp Phe Phe He Glu Arg Lys Thr He Ser Phe Glu Gly 
85 90 95 

tgc atg gcc cag ata ttc gtt ctt cac agt ttt gtt ggg agt gag atg 336 
Cys Met Ala Gin He Phe Val Leu His Ser Phe Val Gly Ser Glu Met 
100 105 110 

atg ttg ctt gta get atg gea tat gac aga ttt ata gcc ata tgt aag 3 84 

Met Leu Leu Val Ala Met Ala Tyr Asp Arg Phe He Ala He Cys Lys 
115 120 125 

cct ctg cac tac agt aca att atg aac egg agg etc tgt gta att ttt 432 
Pro Leu His Tyr Ser Thr He Met Asn Arg Arg Leu Cys Val He Phe 
130 135 140 

gtg tct att tec tgg geg gtg ggc gtt ctt cat tct gtg age cac ttg 480 
Val Ser He Ser Trp Ala Val Gly Val Leu His Ser Val Ser His Leu 
145 150 155 160 

get ttt aca gtg gac ctg eca ttc tgt ggt cec aat gag gtg gat age 52 8 

Ala Phe Thr Val Asp Leu Pro Phe Cys Gly Pro Asn Glu Val Asp Ser 
165 170 175 

ttc ttt tgt gac ctt cec ttg gtg ata gag ctg get tgc atg gat aca 576 
Phe Phe Cys Asp Leu Pro Leu Val He Glu Leu Ala Cys Met Asp Thr 
180 185 190 

tat gaa atg gaa att atg ace eta acg aac agt ggc ctg ata tea ttg 624 
Tyr Glu Met Glu He Met Thr Leu Thr Asn Ser Gly Leu He Ser Leu 
195 200 205 

age tgt ttc ctg get tta att att tec tac aec ate att ttg ate ggt 672 
Ser Cys Phe Leu Ala Leu He He Ser Tyr Thr He He Leu He Gly 
210 215 220 

gtc cga tgc agg tec tec agt ggg tea tet aag get ctt tct aca tta 720 
Val Arg Cys Arg Ser Ser Ser Gly Ser Ser Lys Ala Leu Ser Thr Leu 
225 230 235 240 

act gcc cac ate aca gtg gte att ctt ttc ttc ggg cct tgc att tat 768 
Thr Ala His He Thr Val Val He Leu Phe Phe Gly Pro Cys He Tyr 
245 250 255 

ttc tat ata tgg cct ttt age aga ctt cct gtg gac aaa ttt ctt tet 816 
Phe Tyr He Trp Pro Phe Ser Arg Leu Pro Val Asp Lys Phe Leu Ser 
260 265 270 

gtg ttc tac act gtt tgt act cec ttg ttg aac cec ate ate tac tct 864 
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Val Phe Tyr Thr Val Cys Thr Pro Leu Leu Asn Pro He He Tyr Ser 
275 280 285 

ctg agg aat gaa gat gtt aaa gca gcc atg tgg aag ctg aga aac cgt 912 
Leu Arg Asn Glu Asp Val Lys Ala Ala Met Trp Lys Leu Arg Asn Arg 
290 295 300 

cat gtg aac tec tgg aaa aac tag 936 
His Val Asn Ser Trp Lys Asn 
305 310 



<210> 354 

<211> 311 

<212> PRT 

<213> Homo Sapiens 

<400> 354 

Met Ala His Thr Asn Glu Ser Met Val Ser Glu Phe Val Leu Leu Gly 
15 10 15 



Leu Ser Asn Ser Trp Gly Leu Gin Leu Phe Phe Phe Ala He Phe Ser 
20 25 30 



He Val Tyr Val Thr Ser Val Leu Gly Asn Val Leu He He Val He 
35 40 45 



He Ser Phe Asp Ser His Leu Asn Ser Pro Met Tyr Phe Leu Leu Ser 
50 55 60 



Asn Leu Ser Phe He Asp He Cys Gin Ser Asn Phe Ala Thr Pro Lys 
65 70 75 80 



Met Leu Val Asp Phe Phe He Glu Arg Lys Thr He Ser Phe Glu Gly 
85 90 95 



Cys Met Ala Gin He Phe Val Leu His Ser Phe Val Gly Ser Glu Met 
100 105 110 



Met Leu Leu Val Ala Met Ala Tyr Asp Arg Phe He Ala He Cys Lys 
115 120 125 



Pro Leu His Tyr Ser Thr He Met Asn Arg Arg Leu Cys Val He Phe 
130 135 140 



Val Ser He Ser Trp Ala Val Gly Val Leu His Ser Val Ser His Leu 
145 150 155 160 



Ala Phe Thr Val Asp Leu Pro Phe Cys Gly Pro Asn Glu Val Asp Ser 
165 170 175 
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Phe Phe Cys Asp Leu Pro Leu Val He Glu Leu Ala Cys Met Asp Thr 
180 185 190 



Tyr Glu Met Glu lie Met Thr Leu Thr Asn Ser Gly Leu He Ser Leu 
195 200 205 



Ser Cys Phe Leu Ala Leu He He Ser Tyr Thr He He Leu He Gly 
210 215 220 



Val Arg Cys Arg Ser Ser Ser Gly Ser Ser Lys Ala Leu Ser Thr Leu 
225 230 235 240 



Thr Ala His He Thr Val Val He Leu Phe Phe Gly Pro Cys He Tyr 
245 250 255 



Phe Tyr He Trp Pro Phe Ser Arg Leu Pro Val Asp Lys Phe Leu Ser 
260 265 270 



Val Phe Tyr Thr Val Cys Thr Pro Leu Leu Asn Pro He He Tyr Ser 
275 280 285 



Leu Arg Asn Glu Asp Val Lys Ala Ala Met Trp Lys Leu Arg Asn Arg 
290 295 300 



His Val Asn Ser Trp Lys Asn 

310 



305 
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atg gac cca cag aac tat tec ttg gtg tea gaa ttt gtg ttg cat gga 48 
Met Asp Pro Gin Asn Tyr Ser Leu Val Ser Glu Phe Val Leu His Gly 
15 10 15 

etc tgc act tea cga cat ctt caa aat ttt ttc ttt ata ttt ttc ttt 96 
Leu Cys Thr Ser Arg His Leu Gin Asn Phe Phe Phe He Phe Phe Phe 
20 25 30 

999 9tc tat gtg gcc att atg ctg ggt aac ctt etc att ttg gtc act 144 
Gly Val Tyr Val Ala He Met Leu Gly Asn Leu Leu He Leu Val Thr 
35 40 45 
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gta att tct gat ccc tgc ctg cac tec tec cct atg tac ttc ctg ctg 192 
Val lie Ser Asp Pro Cys Leu His Ser Ser Pro Met Tyr Phe Leu Leu 
50 55 60 

ggg aac eta get ttc ctg gae atg tgg ctg gee tea ttt gcc act ccc 240- 
Gly Asn Leu Ala Phe Leu Asp Met Trp Leu Ala Ser Phe Ala Thr Pro 
65 70 75 80 

aag atg ate agg gat ttc ctt agt gat caa aaa etc ate tec ttt gga 288 
Lys Met lie Arg Asp Phe Leu Ser Asp Gin Lys Leu He Ser Phe Gly 
85 90 95 

gga tgt atg get eaa ate ttc ttc ttg eac ttt act ggt ggg get gag 33 6 

Gly Cys Met Ala Gin lie Phe Phe Leu His Phe Thr Gly Gly Ala Glu 
100 105 110 

atg gtg etc ctg gtt tec atg gee tat gae aga tat gtg gee ata tgc 384 
Met Val Leu Leu Val Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys 
115 120 125 

aaa ccc ttg eat tac atg act ttg atg agt tgg cag act tgc ate agg 432 
Lys Pro Leu His Tyr Met Thr Leu Met Ser Trp Gin Thr Cys He Arg 
130 135 140 

ctg gtg ctg get tea tgg gtc gtt gga ttt gtg cac tee ate agt caa 480 
Leu Val Leu Ala Ser Trp Val Val Gly Phe Val His Ser He Ser Gin 
145 150 155 160 

gtg get ttc act gta aat ttg cct tac tgt ggc ccc aat gag gta gae 528 
Val Ala Phe Thr Val Asn Leu Pro Tyr Cys Gly Pro Asn Glu Val Asp 
165 170 175 

age ttc ttc tgt gae etc cct ctg gtg ate aaa ctt gee tgc atg gae 576 
Ser Phe Phe Cys Asp Leu Pro Leu Val He Lys Leu Ala Cys Met Asp 
180 185 190 

acc tat gtc ttg ggt ata att atg ate tea gae agt ggg ttg ctt tee 624 
Thr Tyr Val Leu Gly He He Met He Ser Asp Ser Gly Leu Leu Ser 
195 200 205 

ttg age tgt ttt ctg etc etc ctg ate tee tac ace gtg ate etc etc 672 
Leu Ser Cys Phe Leu Leu Leu Leu He Ser Tyr Thr Val He Leu Leu 
210 215 220 

get ate aga cag egt get gee ggt age aca tec aaa gca etc tec act 720 
Ala He Arg Gin Arg Ala Ala Gly Ser Thr Ser Lys Ala Leu Ser Thr 
225 230 235 240 

tgc tct gca cat ate atg gta gtg acg ctg ttc ttt ggc cct tgc att 768 
Cys Ser Ala His He Met Val Val Thr Leu Phe Phe Gly Pro Cys He 
245 250 255 

ttt gtt tat gtg egg cct ttc agt agg ttc tct gtg gae aag ctg ctg 816 
Phe Val Tyr Val Arg Pro Phe Ser Arg Phe Ser Val Asp Lys Leu Leu 
260 265 270 

tct gtg ttt tat ace att ttt act eca etc ctg aac ccc att ate tac 864 
Ser Val Phe Tyr Thr He Phe Thr Pro Leu Leu Asn Pro He He Tyr 
275 280 285 



530 



•NSDOCiD: <WO__0224726A2_L> 



wo 02/24726 PCT/BEO 1/00 162 

aca ttg aga aat gag gag atg aaa gca get atg aag aaa ctg caa aac 912 

Thr Leu Arg Asn Glu Glu Met Lys Ala Ala Met Lys Lys Leu Gin Asn 
290 295 300 

cga egg gtg act ttt caa tga 933 

Arg Arg Val Thr Phe Gin 

310 



305 
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356 



Met Asp Pro Gin Asn Tyr Ser Leu Val Ser Glu Phe Val Leu His Gly 
1 5 10 15 



Leu Cys Thr Ser Arg His Leu Gin Asn Phe Phe Phe lie Phe Phe Phe 
20 25 30 



Gly Val Tyr Val Ala lie Met Leu Gly Asn Leu Leu lie Leu Val Thr 
35 40 45 



Val lie Ser Asp Pro Cys Leu His Ser Ser Pro Met Tyr Phe Leu Leu 
50 55 60 



Gly Asn Leu Ala Phe Leu Asp Met Trp Leu Ala Ser Phe Ala Thr Pro 
65 70 75 80 



Lys Met lie Arg Asp Phe Leu Ser Asp Gin Lys Leu lie Ser Phe Gly 
85 90 95 



Gly Cys Met Ala Gin lie Phe Phe Leu His Phe Thr Gly Gly Ala Glu 
100 105 110 



Met Val Leu Leu Val Ser Met Ala Tyr Asp Arg Tyr Val Ala lie Cys 
115 120 125 



Lys Pro Leu His Tyr Met Thr Leu Met Ser Trp Gin Thr Cys lie Arg 
130 135 140 



Leu Val Leu Ala Ser Trp Val Val Gly Phe Val His Ser lie Ser Gin 
145 150 155 160 



Val Ala Phe Thr Val Asn Leu Pro Tyr Cys Gly Pro Asn Glu Val Asp 
165 170 175 



Ser Phe Phe Cys Asp Leu Pro Leu Val lie Lys Leu Ala Cys Met Asp 
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180 185 190 



Thr Tyr Val Leu Gly lie lie Met lie Ser Asp Ser Gly Leu Leu Ser 
195 200 205 



Leu Ser Cys Phe Leu Leu Leu Leu lie Ser Tyr Thr Val lie Leu Leu 
210 215 220 



Ala lie Arg Gin Arg Ala Ala Gly Ser Thr Ser Lys Ala Leu Ser Thr 
225 230 235 240 



Cys Ser Ala His lie Met Val Val Thr Leu Phe Phe Gly Pro Cys lie 
245 250 255 



Phe Val Tyr Val Arg Pro Phe Ser Arg Phe Ser Val Asp Lys Leu Leu 
260 265 270 



Ser Val Phe Tyr Thr lie Phei Thr Pro Leu Leu Asn Pro He He Tyr 
275 280 • 285 



Thr Leu Arg Asn Glu Glu Met Lys Ala Ala Met Lys Lys Leu Gin Asn 
290 295 300 



Arg Arg Val Thr Phe Gin 

310 



305 
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atg gat ctt aaa aat gga tct eta gtg acc gag ttt att tta eta gga 48 
Met Asp Leu Lys Asn Gly Ser Leu Val Thr Glu Phe He Leu Leu Gly 
1 5 * 10 15 

ttt ttt gga cga tgg gaa ctt caa att ttc ttc ttt gtg aca ttt tec 96 
Phe Phe Gly Arg Trp Glu Leu Gin He Phe Phe Phe Val Thr Phe Ser 
20 25 30 



ctg ate tae ggt get act gtg atg gga aac att etc att atg gte aca 
Leu He Tyr Gly Ala Thr Val Met Gly Asn He Leu He Met Val Thr 
35 40 45 



144 



gtg aca tgt agg tea acc ctt cat tct cce ttg tae ttt etc ctt gga 192 
Val Thr Cys Arg Ser Thr Leu His Ser Pro Leu Tyr Phe Leu Leu Gly 
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50 55 60 

aat etc tct ttt ttg gac atg tgt etc tec act gee aca aca ccc aag 240 
Asn Leu Ser Phe Leu Asp Met Cys Leu Ser Thr Ala Thr Thr Pro Lys 
" 70 75 80 

atg ate ata gat ttg etc act gac cac aag acc ate tct gtg tgg gge 288 
Met He He Asp Leu Leu Thr Asp His Lys Thr He Ser Val Trp Gly 
85 90 95 

tgc gtg acc cag atg ttc tte atg cac ttc ttt ggg ggt get gag atg 336 
Cys Val Thr Gin Met Phe Phe Met His Phe Phe Gly Gly Ala Glu Met 
100 105 110 



act ett ctg ata ate atg gee ttt gac agg tat gta gee ata tgt aaa 
Thr Leu Leu He He Met Ala Phe Asp Arg Tyr Val Ala He Cys Lys 
115 120 125 



acc tgt ttc ate etc ttg ctt gtt tct tac att gtc ate ctg gtc agt 
Thr Cys Phe He Leu Leu Leu Val Ser Tyr He Val He Leu Val Ser 
210 215 220 

gta cea aaa aaa tea tea cat ggg etc tec aag gcg ctg tee aca ttg 
Val Pro Lys Lys Ser Ser His Gly Leu Ser Lys Ala Leu Ser Thr Leu 
225 230 235 240 

tct gcc cac ate att gtg gtc act ctg ttc ttt gga cct tgt att ttt 
Ser Ala His He He Val Val Thr Leu Phe Phe Gly Pro Cys He Phe 
0 245 250 255 

ate tat gtt tgg eca ttc agt agt ttg gca age aat aaa act ctt gcc 
He Tyr Val -Trp Pro Phe Ser Ser Leu Ala Ser Asn Lys Thr Leu Ala 
260 265 270 

gta ttt tat aca gtt ate aca ccc tta ctg aat ccg agt att tat acc 
Val Phe Tyr Thr Val He Thr Pro Leu Leu Asn Pro Ser He Tyr Thr 
275 280 285 

ctg aga aat aag aaa atg caa gag gcc ata aga aaa tta egg tte caa 
Leu Arg Asn Lys Lys Met Gin Glu Ala He Arg Lys Leu Arg Phe Gin 
290 295 300 



384 



ccc ctg cac tat agg aca ate atg age cac aag ctg eta aag ggg ttt 432 
Pro Leu His Tyr Arg Thr He Met Ser His Lys Leu Leu Lys Gly Phe 
130 135 



480 



gcg ata ctt tea tgg ata att ggt ttt tta cac tec ata age cag ata 
Ala He Leu Ser Trp He He Gly Phe Leu His Ser He Ser Gin He 

150 155 • 160 

gtt tta aca atg aac ttg cct ttc tgt gge cac aat gtc ata aac aac 528 
Val Leu Thr Met Asn Leu Pro Phe Cys Gly His Asn Val He Asn Asn 
165 170 175 

ata ttt tgt gat ett ccc ctt gtg ate aag ctt get tgc att gaa aca 576 
He Phe Cys Asp Leu Pro Leu Val He Lys Leu Ala Cys He Glu Thr 
180 185 190 

tac acc ctg gaa* tta ttt gtc att get gac age ggg ctg etc tct ttc 624 
Tyr Thr Leu Glu Leu Phe Val He Ala Asp Ser Gly Leu Leu Ser Phe 
195 200 205 



672 



720 



768 



816 



864 



912 
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tat gtt agt tct gca cag aat ttc tag 
Tyr Val Ser Ser Ala Gin Asn Phe 
305 310 



939 
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<400> 


358 



Met Asp Leu Lys Asn Gly Ser Leu Val Thr Glu Phe He Leu Leu Gly 
-15 10 15 



Phe Phe Gly Arg Trp Glu Leu Gin He Phe Phe Phe Val Thr Phe Ser 
20 25 30 

Leu He Tyr Gly Ala Thr Val Met Gly Asn He Leu He Met Val Thr 
35 40 45 

Val Thr Cys Arg Ser Thr Leu His Ser Pro Leu Tyr Phe Leu Leu Gly 
50 55 60 

Asn Leu Ser Phe Leu Asp Met Cys Leu Ser Thr Ala Thr Thr Pro Lys 
65 70 . 75 80 

Met He He Asp Leu Leu Thr Asp His Lys Thr He Ser Val Trp Gly 
85 90 95 

Cys Val Thr Gin Met Phe Phe Met His Phe Phe Gly Gly Ala Glu Met 
100 105 HO 

Thr Leu Leu He He Met Ala Phe Asp Arg Tyr Val Ala He Cys Lys 
115 120 125 

Pro Leu His Tyr Arg Thr He Met Ser His Lys Leu Leu Lys Gly Phe 
130 135 140 

Ala He Leu Ser Trp He He Gly Phe Leu His Ser He Ser Gin He 
145 150 155 160 

Val Leu Thr Met Asn Leu Pro Phe Cys Gly His Asn Val He Asn Asn 
165 170 175 

He Phe Cys Asp Leu Pro Leu Val He Lys Leu Ala Cys He Glu Thr 
180 185 190 
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Tyr Thr Leu Glu Leu Phe Val lie Ala Asp Ser Gly Leu Leu Ser Phe 
195 200 205 



Thr Cys Phe lie Leu Leu Leu Val Ser Tyr lie Val lie Leu Val Ser 
210 215 220 



Val Pro Lys Lys Ser Ser His Gly Leu Ser Lys Ala Leu Ser Thr Leu 
225 230 235 240 



Ser Ala His lie lie Val Val Thr Leu Phe Phe Gly Pro Cys lie Phe 
245 . 250 255 



lie Tyr Val Trp Pro Phe Ser Ser Leu Ala Ser Asn Lys Thr Leu Ala 
260 265 270 



Val Phe Tyr Thr Val He Thr Pro Leu Leu Asn Pro Ser He Tyr Thr 
275 280 285 



Leu Arg Asn Lys Lys Met Gin Glu Ala He Arg Lys Leu Arg Phe Gin 
290 295 300 



Tyr Val Ser Ser Ala Gin Asn Phe 

310 



305 
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359 
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<400> 


359 



atg gcc atg gac aat gtc aca gca gtg ttt cag ttt etc ctt att ggc 48 
Met Ala Met Asp Asn Val Thr Ala Val Phe Gin Phe Leu Leu He Gly 
15 10 15 

att tct aac tat cct caa tgg aga gac acg ttt ttc aca tta gtg ctg 96 
He Ser Asn Tyr Pro Gin Trp Arg Asp Thr Phe Phe Thr Leu Val Leu 
20 25 30 

ata att tac etc age aca ttg ttg ggg aat gga ttt atg ate ttt ctt 144 
He He Tyr Leu Ser Thr Leu Leu Gly Asn Gly Phe Met He Phe Leu 
35 40 45 

att cac ttt gac ccc aac etc cac act cca ate tac ttc ttc ctt agt 192 
He His Phe Asp Pro Asn Leu His Thr Pro He Tyr Phe Phe Leu Ser 
50 55 60 

aac ctg tct ttc tta gac ctt tgt tat gga aca get tec atg ccc cag 240 
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Asn Leu Ser Phe Leu Asp Leu Cys Tyr Gly Thr Ala Ser Met Pro Gin 
65 70 75 80 

get ttg gtg cat tgt ttc tct acc cat ccc tac etc tct tat ccc cga 288 
Ala Leu Val His Cys Phe Ser Thr His Pro Tyr Leu Ser Tyr Pro Arg 
85 90 95 

tgt ttg get caa acg agt gtc tec ttg get ttg gee aea gca gag tgc 336 
Cys Leu Ala Gin Thr Ser Val Ser Leu Ala Leu Ala Thr Ala Glu Cys 
100 105 110 

etc eta etg get gee atg gee tat gac cgt gtg gtt get ate age aat 384 
Leu Leu Leu Ala Ala Met Ala Tyr Asp Arg Val Val Ala lie Ser Asn 
115 120 125 

ccc etg cgt tat tea gtg gtt atg aat gge cea gtg tgt gtc tgc ttg 432 
Pro Leu Arg Tyr Ser Val Val Met Asn Gly Pro Val Cys Val Cys Leu 
130 135 140 

gtt get acc tea tgg ggg aca tea ctt gtg etc act gee atg etc ate 480 
Val Ala Thr Ser Trp Gly Thr Ser Leu Val Leu Thr Ala Met Leu lie 
145 150 155 160 

eta tec etg agg ctt eac ttc tgt ggg get aat gtc ate aac cat ttt 528 
Leu Ser Leu Arg Leu His Phe Cys Gly Ala Asn Val- lie Asn His Phe 
165 170 ' 175 

gee tgt gag att etc tec etc att aag etg ace tgt tct gat acc age 576 
Ala Cys Glu lie Leu Ser Leu lie Lys Leu Thr Cys Ser Asp Thr Ser 
180 185 190 

etc aat gaa ttt atg ate etc ate ace agt ate ttc acc etg etg eta 624 
Leu Asn Glu Phe Met lie Leu lie Thr Ser lie Phe Thr Leu Leu Leu 
195 200 205 

cea ttt ggg ttt gtt etc etc tee tac ata cga att get atg get ate 672 
Pro Phe Gly Phe Val Leu Leu Ser Tyr lie Arg He Ala Met Ala He 
210 215 220 

ata agg att egc tea etc eag gge agg etc aag gee ttt acc aca tgt 720 
He Arg He Arg Ser Leu Gin Gly Arg Leu Lys Ala Phe Thr Thr Cys 
225 230 235 240 

gge tct cac etg acc gtg gtg aea ate ttc tat ggg tea gee ate tec 768 
Gly Ser His Leu Thr Val Val Thr He Phe Tyr Gly Ser Ala He Ser 
245 250 255 

atg tat atg aaa act eag tec aag tee tec cet gac eag gac aag ttt 816 
Met Tyr Met Lys Thr Gin Ser Lys Ser Ser Pro Asp Gin Asp Lys Phe 
260 265 270 



ate tea gtg ttt tat gga get ttg aea eee atg ttg aac cee etg ata 
He Ser Val Phe Tyr Gly Ala Leu Thr Pro Met Leu Asn Pro Leu He 
275 280 285 



864 



tat age etg aga aaa aaa gat gtt aaa egg gca ata agg aaa gtt atg 912 
Tyr Ser Leu Arg Lys Lys Asp Val Lys Arg Ala He Arg Lys Val Met 
290 295 300 

ttg aaa agg aea tga 927 
Leu Lys Arg Thr 
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<210> 


360 


<211> 


308 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


360 



Met Ala Met Asp Asn Val Thr Ala Val Phe Gin Phe Leu Leu lie Gly 
15 10 15 



lie Ser Asn Tyr Pro Gin Trp Arg Asp Thr Phe Phe Thr Leu Val Leu 
20 25 30 



lie lie Tyr Leu Ser Thr Leu Leu Gly Asn Gly Phe Met He Phe Leu 
35 40 45 



He His Phe Asp Pro Asn Leu His Thr Pro He Tyr Phe Phe Leu Ser 
50 55 60 



Asn Leu Ser Phe Leu Asp Leu Cys Tyr Gly Thr Ala Ser Met Pro Gin 
65 70 75 80 



Ala Leu Val His Cys Phe Ser. Thr His Pro Tyr Leu Ser Tyr Pro Arg 
85 90 95 



Cys Leu Ala Gin Thr Ser Val Ser Leu Ala Leu Ala Thr Ala Glu Cys 
100 105 110 



Leu Leu Leu Ala Ala Met Ala Tyr Asp Arg Val Val Ala He Ser Asn 
115 120 125 



Pro Leu Arg Tyr Ser Val Val Met Asn Gly Pro Val Cys Val Cys Leu 
130 135 140 



Val Ala Thr Ser Trp Gly Thr Ser Leu Val Leu Thr Ala Met Leu He 
145 150 155 160 



Leu Ser Leu Arg Leu His Phe Cys Gly Ala Asn Val He Asn His Phe 
165 170 175 



Ala Cys Glu He Leu Ser Leu He Lys Leu Thr Cys Ser Asp Thr Ser 
180 185 190 



Leu Asn Glu Phe Met He Leu He Thr Ser He Phe Thr Leu Leu Leu 
195 200 205 
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Pro Phe Gly Phe Val Leu Leu Ser Tyr He Arg He Ala Met Ala He 
210 215 220 



He Arg He Arg Ser Leu Gin Gly Arg Leu Lys Ala Phe Thr Thr Cys 
225 230 235 240 



Gly Ser His Leu Thr Val Val Thr He Phe Tyr Gly Ser Ala He Ser 
245 250 255 



Met Tyr Met Lys Thr Gin Ser Lys Ser Ser Pro Asp Gin Asp Lys Phe 
260 265 270 



He Ser Val Phe Tyr Gly Ala Leu Thr Pro Met Leu Asn Pro Leu He 
275 280 285 



Tyr Ser Leu Arg Lys Lys Asp Val Lys Arg Ala He Arg Lys Val Met 
290 295 300 



Leu Lys Arg Thr 
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<400> 


361 



atg gag cca agg aaa aat gtg act gac ttt gtc etc ttg ggc ttc aca 48 
Met Glu Pro Arg Lys Asn Val Thr Asp Phe Val Leu Leu Gly Phe Thr 
15 10 15 

cag aat cca aag gag cag aaa gta ctt ttt gtt atg ttc ttg etc ttc 96 
Gin Asn Pro Lys Glu Gin Lys Val Leu Phe Val Met Phe Leu Leu Phe 
20 25 30 

tac att ttg acc atg gtg ggc aac ctg etc att gta gtg ace gta act 144 
Tyr He Leu Thr Met Val Gly Asn Leu Leu He Val Val Thr Val Thr 
35 40 45 

gtc agt gag acc ctg ggc tea cca atg tec ttc ttt ctt get ggc tta 192 
Val Ser Glu Thr Leu Gly Ser Pro Met Ser Phe Phe Leu Ala Gly Leu 
50 55 60 

aca ttt ata gat ate att tat tct tea tec att tec ccc aga ttg att 240 
Thr Phe He Asp He He Tyr Ser Ser Ser He Ser Pro Arg Leu He 
65 70 75 80 
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tea gac ttg ttc ttt ggg aat aat tec ata tec ttc eaa tet ttc atg 288 
Ser Asp Leu Phe Phe Gly Asn Asn Ser lie Ser Phe Gin Ser Phe Met 
85 90 95 

gcc cag etc ttt ate gag cac ctt ttt ggt ggg tea gag gtc ttt etc 336 
Ala Gin Leu Phe lie Glu His Leu Phe Gly Gly Ser Glu Val Phe Leu 
100 105 110 

ctg ttg gtg atg gee tat gac cgc tat gtg gcc ate tgt aag ccc ttg 384 
Leu Leu Val Met Ala Tyr Asp Arg Tyr Val Ala lie Cys Lys Pro Leu 
115 120 125 

cat tat ttg gtt ate atg aga eaa tgg gtg tgt gtt ttg ctg ctg gta 432 
His Tyr Leu Val lie Met Arg Gin Tirp Val Cys Val Leu Leu Leu Val 
130 135 140 

gtg tec tgg gtt gga gga ttt ctg eaa tea gta ttt eaa ctt age att 480 
Val Ser Trp Val Gly Gly Phe Leu Gin Ser Val Phe Gin Leu Ser lie 
145 150 155 160 

att tat ggg etc cea ttc tgt ggc ccc aat gtc att gat cat ttt ttc 528 
lie Tyr Gly Leu Pro Phe Cys Gly Pro Asn Val lie Asp His Phe Phe 
165 170 175 

tgt gac atg tat ccc tta ttg aaa ctg gcc tgc act gac ace eat gtt 576 
Cys Asp Met Tyr Pro Leu Leu Lys Leu Ala Cys Thr Asp Thr His Val 
180 185 190 

att ggc etc tta gtg gtg gee aat gga gga ctg tet tgc act att gcg 624 
lie Gly Leu Leu Val Val Ala Asn Gly Gly Leu Ser Cys Thr lie Ala 
195 200 205 

ttt ctg etc tta etc ate tet tat ggt gtc ate ctg cac tet eta aag 672 
Phe Leu Leu Leu Leu lie Ser Tyr Gly Val lie Leu His Ser Leu Lys 
210 215 220 

aaa ctt agt cag aaa ggg agg eaa aaa gcc cac tea ace tgc agt tec 720 
Lys Leu Ser Gin Lys Gly Arg Gin Lys Ala His Ser Thr Cys Ser Ser 
225 230 235 240 

cac ate act gtg gtt gtc ttc ttc ttt gtt ect tgt att ttt atg tgt 768 
His He Thr Val Val Val Phe Phe Phe Val Pro Cys He Phe Met Cys 
245 250 255 

get aga ect get aggaec-tte tec att gac aaa tea gtg agt gtg ttt 816 
Ala Arg Pro Ala Arg Thr Phe Ser He Asp Lys Ser Val Ser Val Phe 
260 265 270 

tat aca gtc ata acc cca atg ctg aac ccc tta ate tac act ctg aga 864 
Tyr Thr Val He Thr Pro Met Leu Asn Pro Leu He Tyr Thr Leu TUrg 
275 280 285 

aat tet gag atg aca agt get atg aag aag ctt tag 900 
Asn Ser Glu Met Thr Ser Ala Met Lys Lys Leu 
290 295 



<210> 362 

<211> 299 

<212> PRT 

<213> Homo Sapiens 
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<400> 362 



Met Glu Pro Arg Lys Asn Val Thr Asp Phe Val Leu Leu Gly Phe Thr 
15 10 15 



Gin Asn Pro Lys Glu Gin Lys Val Leu Phe Val Met Phe Leu Leu Phe 
20 25 30 



Tyr lie Leu Thr Met Val Gly Asn Leu Leu lie Val Val Thr Val Thr 
35 40 45 



Val Ser Glu Thr Leu Gly Ser Pro Met Ser Phe Phe Leu Ala Gly Leu 
50 55 60 

Thr Phe lie Asp lie lie Tyr Ser Ser Ser lie Ser Pro Arg Leu He 
65 70 75 80 

Ser Asp Leu Phe Phe Gly Asn Asn Ser He Ser Phe Gin Ser Phe Met 
85 90 95 



Ala Gin Leu Phe He Glu His Leu Phe Gly Gly Ser Glu Val Phe Leu 
100 105 110 



Leu Leu Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys Lys Pro Leu 
115 120 125 



His Tyr Leu Val He Met Arg Gin Trp Val Cys Val Leu Leu Leu Val 
130 135 140 

Val Ser Trp Val Gly Gly Phe Leu Gin Ser Val Phe Gin Leu Ser He 
145 150 155 160 

He Tyr Gly Leu Pro Phe Cys Gly Pro Asn Val He Asp His Phe Phe 
165 170 175 

Cys Asp Met Tyr Pro Leu Leu Lys Leu Ala Cys Thr Asp Thr His Val 
180 185 190 

He Gly Leu Leu Val Val Ala Asn Gly Gly Leu Ser Cys Thr He Ala 
195 200 205 



Phe Leu Leu Leu Leu He Ser Tyr Gly Val He Leu His Ser Leu Lys 
210 215 220 

Lys Leu Ser Gin Lys Gly Arg Gin Lys Ala His Ser Thr Cys Ser Ser 
225 230 235 240 



540 



NSOOCID: <WO_0224726A2_L> 



wo 02/24726 



PCT/BEOl/00162 



I 



His He Thr Val Val Val Phe Phe Plie Val Pro Cys He Phe Met Cys 
245 250 255 

Ala Arg Pro Ala Arg Thr Phe Ser He Asp Lys Ser Val Ser Val Phe 
260 265 270 

Tyr Thr Val He Thr Pro Met Leu Asn Pro Leu He Tyr Thr Leu Arg 
275 280 285 

Asn Ser Glu Met Thr Ser Ala Met Lys Lys Leu 
290 295 



<210> 363 

<211> 948 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> {1)..(945) 

<223> 



<400> 363 

atg aga cag aat aac aat att aca gaa ttt gtc etc ctg ggc ttt tct 
Met Arg Gin Asn Asn Asn He Thr Glu Phe Val Leu Leu Gly Phe Ser 
1 5 10 



15 



cag gat cct ggt gtg caa aaa gca tta ttt gtc atg ttt tta etc aca 
Gin Asp Pro Gly Val Gin Lys Ala Leu Phe Val Met Phe Leu Leu Thr 
20 25 30 

tac ttg gtg aca gtg gtg ggg aac ctg etc att gtg gtg gat att att 
Tyr Leu Val Thr Val Val Gly Asn Leu Leu He Val Val Asp He He 
35 40 45 



48 



96 



144 



gcc age cct tec ttg ggt tec cca atg tat ttc ttc ett gcc tgc ctg 192 
Ala Ser Pro Ser Leu Gly Ser Pro Met Tyr Phe Phe Leu Ala Cys Leu 
50 55 60 

tea ttt ata gat get gca tat tee act ace att tct cec aag tta att 240 
Ser Phe He Asp Ala Ala Tyr Ser Thr Thr He Ser Pro Lys Leu He 
^5 70 75 80 

gta ggc tta ttc tgt gat aaa aag act att tec ttc caa ggt tgc atg 288 
Val Gly Leu Phe Cys Asp Lys Lys Thr He Ser Phe Gin Gly Cys Met 
85 90 95 

ggc cag eta ttt ata gae cat ttc ttt ggt ggg get gag gtc ttc ctt 336 
Gly Gin Leu Phe He Asp His Phe Phe Gly Gly Ala Glu Val Phe Leu 
100 105 110 

ctg gtg gtg atg gcc tgt gat cgc tat gtg gcc ate tgt aag cca ctg 384 
Leu Val Val Met Ala Cys Asp Arg Tyr Val Ala He Cys Lys Pro Leu 
115 120 125 
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cac tat ttg acc ate atg aat cga cag gtt tgc ttc ctt ctg ttg gtg 432 
His Tyr Leu Thr lie Met Asn Arg Gin Val Cys Phe Leu Leu Leu Val 
130 135 140 

qtg gcc atg att gga ggt ttt gta cat tct gcg ttt caa att gtt gtg 
Val Ala Met lie Gly Gly Phe Val His Ser Ala Phe Gin He Val Val 
145 150 155 160 

tac agt etc cct ate tgt ggt ccc aat gtc att gtt cat ttc agt tgt 
Tyr Ser Leu Pro He Cys Gly Pro Asn Val He Val His Phe Ser Cys 
165 170 175 

gac atg cac cca tta ctg gaa ctg gca tgc act gac acc tac ttt ata 
Lp Met His Pro Leu Leu Glu Leu Ala Cys Thr Asp Thr Tyr Phe He 



180 



185 190 



ggc etc act gtt gtt gtc aat agt gga gca ate tgt atg gtc att ttc 
Gly Leu Thr Val Val Val Asn Ser Gly Ala He Cys Met VaL He Phe 
^ 200 205 



195 



aac ctt ctg tta ate tec tat gga gtc ate eta age tee ctt aaa act 
Asn Leu Leu Leu He Ser Tyr Gly Val He Leu Ser Ser Leu Lys Thr 

215 220 



210 



480 



528 



576 



624 



672 



720 



tac agt cag gaa aag agg ggt aaa gcc ttg tct acc tgc age tec ggc 
Tyr Ser Gin Glu Lys Arg Gly Lys Ala Leu Ser Thr Cys Ser Ser Gly 
225 230 235 240 

agt acc gtt gtt gtc etc ttt ttt gta ccc tgt att ttc ata tat gtt 
Ser Thr Val Val Val Leu Phe Phe Val Pro Cys He Phe He' Tyr Val 
245 250 255 

aga cct gtt tea aac ttt cct act gat aag ttc atg act gtg ttt tat 
J^q Pro val Ser Asn Phe Pro Thr Asp Lys Phe Met Thr Val Phe Tyr 
260 265 270 

acc att ate aca cac atg ctg agt cct tta ata tat acg ttg aga aat 
Thr He He Thr His Met Leu Ser Pro Leu He Tyr Thr Leu Arg Asn 
275 280 285 

tea gag atg aga aat get ata gaa aaa etc ttg ggt aaa aag tta act 
Ser Glu Met Arg Asn Ala He Glu Lys Leu Leu Gly Lys Lys Leu Thr 
290 295 300 

ata ttt att ata gga gga gtg tec gtc etc atg tag 948 
lie Phe He He Gly Gly Val Ser Val Leu Met 
305 310 315 



768 



816 



864 



912 



<210> 364 

<211> 315 

<212> PRT 

<213> Homo Sapiens 

<400> 364 

Met Arg Gin Asn Asn Asn He Thr Glu Phe Val Leu Leu Gly Phe Ser 
1 5 10 15 
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Gin Asp Pro Gly Val Gin Lys Ala Leu Phe Val Met Phe Leu Leu Thr 
20 25 30 



Tyr Leu Val Thr Val Val Gly Asn Leu Leu lie Val Val Asp He He 
35 40 45 



Ala Ser Pro Ser Leu Gly Ser Pro Met Tyr Phe Phe Leu Ala Cys Leu 
50 55 60 



Ser Phe He Asp Ala Ala Tyr Ser Thr Thr lie Ser Pro Lys Leu He 
65 .70 75 80 



Val Gly Leu Phe Cys Asp Lys Lys Thr He Ser Phe Gin Gly Cys Met 
85 90 ' 95 



Gly Gin Leu Phe He Asip His Phe Phe Gly Gly Ala Glu Val Phe Leu 
100 105 110 



Leu Val Val Met Ala Cys Asp Arg Tyr Val Ala He Cys Lys Pro Leu 
115 120 125 



His Tyr Leu Thr He Met Asn Arg Gin Val Cys Phe Leu Leu Leu Val 
130 135 140 



Val Ala Met He Gly Gly Phe Val His Ser Ala Phe Gin He Val Val 
145 150 155 160 



Tyr Ser Leu Pro He Cys Gly Pro Asn Val He Val His Phe Ser Cys 
165 170 175 



Asp Met His Pro Leu Leu Glu Leu Ala Cys Thr Asp Thr Tyr Phe He 
180 185 190 



Gly Leu Thr Val Val Val Asn Ser Gly Ala He Cys Met Val He Phe 
195 200 205 



Asn Leu Leu Leu He Ser Tyr Gly Val He Leu Ser Ser Leu Lys Thr 
210 215 220 



Tyr Ser Gin Glu Lys Arg Gly Lys Ala Leu Ser Thr Cys Ser Ser Gly 
225 230 235 240 



Ser Thr Val Val Val Leu Phe Phe Val Pro Cys He Phe He Tyr Val 
245 250 255 



Arg Pro Val Ser Asn Phe Pro Thr Asp Lys Phe Met Thr Val Phe Tyr 
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270 



Thr He He Thr His Met Leu Ser Pro Leu He Tyr Thr Leu Arg Asn 
275 280 285 



Ser Glu Met Arg Asn Ala He Glu Lys Leu Leu Gly Lys Lys Leu Thr 
290 295 300 



He Phe He He Gly Gly Val Ser Val Leu Met 

310 315 



305 




<210> 


365 


<211> 


1044 


<212> 


DNA 


<213> 


Homo Sapiens 


<220> 




<221> 


CDS 


<222> 


(1) . . (1041) 


<223> 




<400> 


365 



atg ggt aac tgg act gca gcg gtg act gag ttt gtt ctg ctg ggg ttt 48 
Met Gly Asn Trp Thr Ala Ala Val Thr Glu Phe Val Leu Leu Gly Phe 
1 5 10 15 

tec ctg age agg gag gtg gag ctg ctg etc ctg gtg etc ctg ctg cec 96 
Ser Leu Ser Arg Glu Val Glu Leu Leu Leu Leu Val Leu Leu Leu Pro 
20 25 30 

acg ttc ctg ctg act ctt ctg ggg aac ctg etc ate ate tec act gtg 144 
Thr Phe Leu Leu Thr Leu Leu Gly Asn Leu Leu He He Ser Thr Val 
35 40 45 

ctg tee tge tee egc etc cac ace cec atg tac ttc ttc ttg tgc aac 192 
Leu Ser Cys Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Cys Asn 
50 55 60 

etc tct ate ctg gac ate etc ttc ace tea gtc ate tet cca aaa gtg 240 
Leu Ser He Leu Asp He Leu Phe Thr Ser Val He Ser Pro Lys Val 
65 70 75 80 

ttg gee aac tta gga tet agg gat aaa ace ate tec ttt gee gga tgt 288 
Leu Ala Asn Leu Gly Ser Arg Asp Lys Thr He Ser Phe Ala Gly Cys 
85 90 95 

ate ace eag tge tat ttc tac ttt ttc ttg ggc aca gtt gag ttc etc 336 
He Thr Gin Cys Tyr Phe Tyr Phe Phe Leu Gly Thr Val Glu Phe Leu 
100 105 110 

ctg ctg acg gtc atg tec tat gac egt tat gee acc ate tgc tgc cec 384 
Leu Leu Thr Val Met Ser Tyr Asp Arg Tyr Ala Thr He Cys Cys Pro 
115 120 125 

ctg egg tac acc ace ate atg aga ect tct gtc tgc att ggg ace gtt 432 
Leu Arg Tyr Thr Thr He Met Arg Pro Ser Val Cys He Gly Thr Val 
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130 135 140 

gta ttc tct tgg gtg gga ggc ttc ctg tct gtg etc ttt cca acc ate 480 
Val Phe Ser Trp Val Gly Gly Phe Leu Ser Val lieu Phe Pro Thr lie 
145 150 155 160 

etc ate tec eag ctg ccc ttc tgt ggc tec aat ate att aac cac ttc 528 
Leu lie Ser Gin Leu Pro Phe Cys Gly Ser Asn He He Asn His Phe 
165 170 175 

ttc tgt gac agt gga ccc ttg ctg gee ctg gee tgt gea gae acc act 576 
Phe Cys Asp Ser Gly Pro Leu Leu Ala Leu Ala Cys Ala Asp Thr Thr 
180 185 190 

gcc ate gag ctg atg gat ttt atg ctt tct tec atg gtc ate etc tge 624 
Ma He Glu Leu Met Asp Phe Met Leu Ser Ser Met Val He Leu Cys 
195 200 205 

tge ata gtc etc gtg gcc tat tec tat aeg tac ate ate ttg acc ata 672 
Cys He Val Leu Val Ala Tyr Ser Tyr Thr Tyr He He Leu Thr He 
210 215 220 

gtg cgc att cct tct gea agt gga agg aag aag gcc ttt aat acc tgt 720 - 

Val Arg lle Pro Ser Ala Ser Gly Arg Lys Lys Ala Phe Asn Thr Cys 
225 230 235 240 

get tec cac ctg acc ata gtc ate att cct agt ggc ate act gtg ttt 768 . 

Ala Ser His Leu Thr He Val He He Pro Ser Gly He Thr Val Phe 
245 250 255 

ate tat gtg act ccc tec eag aaa gaa tat ctg gag ate aac aag ate 816 - 

He Tyr Val Thr Pro Ser Gin Lys Glu Tyr Leu Glu He Asn Lys He 
260 265 270 

cct ttg gtt ctg age agt gtg gtg act cca ttc etc aac ccc ttt ata 864 
Pro Leu Val Leu Ser Ser Val Val Thr Pro Phe Leu Asn Pro Phe He 
275 280 285 

tat act ctg agg aat gae aca gtg eag gga gtc etc agg gat gtg tgg 912 
Tyr Thr Leu Arg Asn Asp Thr Val Gin Gly Val Leu Arg Asp Val Tip 
290 295 300 

gtc agg gtt ega gga gtt ttt gaa aag agg atg agg gea gtg ctg aga 960 
Val Arg Val Arg Gly Val Phe Glu Lys Arg Met Arg Ala Val Leu Arg 
305 310 315 320 

age aga tta tec tec aac aaa gac cac caa gga agg get tge tct tct 1008 
Ser Arg Leu Ser Ser Asn Lys Asp His Gin Gly Arg Ala Cys Ser Ser 
325 330 335 

cca cca tgt gtc tat tct gta aag etc eag tgt tag 1044 
Pro Pro Cys Val Tyr Ser Val Lys Leu Gin Cys 
340 345 



<210> 366 

<211> 347 

<212> PRT 

<213> Homo Sapiens 

<400> 366 
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Met Gly Asn Trp Thr Ala Ala Val Thr Glu Phe Val Leu Leu Gly Phe 
15 10 15 



Ser Leu Ser Arg Glu Val Glu Leu Leu Leu Leu Val Leu Leu Leu Pro 
20 25 30 



Thr Phe Leu Leu Thr Leu Leu Gly Asn Leu Leu lie lie Ser Thr Val 
35 40 45 



Leu Ser Cys Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Cys Asn 
50 55 60 

Leu Ser lie Leu Asp He Leu Phe Thr Ser Val He Ser Pro Lys Val 
65 70 . 75 80 

Leu Ala Asn Leu Gly Ser Arg Asp Lys Thr He Ser Phe Ala Gly Cys 
85 90 95 



He Thr Gin Cys Tyr Phe Tyr Phe Phe Leu Gly Thr Val Glu Phe Leu 
100 105 110 



Leu Leu Thr Val Met Ser Tyr Asp Arg Tyr Ala Thr He Cys Cys Pro 
115 120 125 

Leu Arg Tyr Thr Thr He Met Arg Pro Ser Val Cys He Gly Thr Val 
130 135 140 

Val Phe Ser Trp Val Gly Gly Phe Leu Ser Val Leu Phe Pro Thr He 
145 150 155 160 

Leu He Ser Gin Leu Pro Phe Cys Gly Ser Asn He He Asn His Phe 
165 170 175 

Phe Cys Asp Ser Gly Pro Leu Leu Ala Leu Ala Cys Ala Asp Thr Thr 
180 185 190 



Ala He Glu Leu Met Asp Phe Met Leu Ser Ser Met Val He Leu Cys 
195 200 205 



Cys He Val Leu Val Ala Tyr Ser Tyr Thr Tyr He He Leu Thr He 
210 215 220 

Val Arg He Pro Ser Ala Ser Gly Arg Lys Lys Ala Phe Asn Thr Cys 
225 230 235 240 
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Ala Ser His Leu Thr He Val He He Pro Ser Gly He Thr Val Phe 
245 250 255 



He Tyr Val Thr Pro Ser Gin Lys Glu Tyr Leu Glu He Asn Lys He 
260 265 270 



Pro Leu Val Leu Ser Ser Val Val Thr Pro Phe Leu Asn Pro Phe He 
275 280 285 



Tyr Thr Leu Arg Asn Asp Thr Val Gin Gly Val Leu Arg Asp Val Trp 
290 295 300 



Val Arg Val Arg Gly Val Phe Glu Lys Arg Met Arg Ala Val Leu Arg 
305 310 315 320 



Ser Arg Leu Ser Ser Asn Lys Asp His Gin Gly Arg Ala Cys Ser Ser 
325 330 335 



Pro Pro Cys Val Tyr Ser Val Lys Leu Gin Cys 
340 345 



<210> 


367 


<211> 


942 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


CDS 


<222> 


(1) . 


<223> 




<400> 


367 



atg get ggg gaa aac cat act aca ctg cct gaa ttc etc ctt ctg gga 48 
Met Ala Gly Glu Asn His Thr Thr Leu Pro Glu Phe Leu Leu Leu Gly 
15 10 15 

ttc tet gac etc aag gcc ctg cag ggc ccc ctg ttc tgg gtg gtg ctt 96 
Phe Ser Asp Leu Lys Ala Leu Gin Gly Pro Leu Phe Trp Val Val Leu 
20 25 30 

ctg gtc tac ctg gtc acc ttg ctg ggt aac tec ctg ate ate etc etc 144 
Leu Val Tyr Leu Val Thr Leu Leu Gly Asn Ser Leu He He Leu Leu 
35 40 45 

aca cag gtc age cct gcc ctg cac tec ccc atg tac ttc ttc ctg cgc 192 
Thr Gin Val Ser Pro Ala Leu His Ser Pro Met Tyr Phe Phe Leu Arg 
50 55 60 

caa etc tea gtg gtg gag etc ttc tac acc act gac ate gtg ccc agg 240 
Gin Leu Ser Val Val Glu Leu Phe Tyr Thr Thr Asp He Val Pro Arg 
65 70 75 80 

acc ctg gcc aat ctg ggc tec ccg cat ccc cag gcc ate tct ttc cag 288 
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Thr Leu Ala Asn Leu Gly Ser Pro His Pro Gin Ala lie Ser Phe Gin 
85 90 95 

ggc tgt gca gcc cag atg tac gtc ttc att gtc ctg ggc ate teg gag 336 
Gly Cys Ala Ala Gin Met Tyr Val Phe lie Val Leu Gly He Ser Glu 
100 105 110 



tgc tgc ctg etc acg gcc atg gcc tat gac cga tat gtt gcc ate tgc 
Cys Cys Leu Leu Thr Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys 
115 120 125 



gcc ate eta gca atg gcc tec ace cag age cgc cgc aag gtc ttc tec 
Ala He Leu Ala Met Ala Ser Thr Gin Ser Arg Arg Lys Val Phe Ser 
225 230 235 240 



384 



cag cec eta cgc tat tec ace etc ttg age cca egg gee tgc ttg gee 432 
Gin Pro Leu Arg Tyr Ser Thr Leu Leu Ser Pro Arg Ala Cys Leu Ala 
130 135 140 

atg gtg ggg tee tee tgg etc aca ggc ate ate acg gee ace ace eat 480 
Met Val Gly Ser Ser Trp Leu Thr Gly He He Thr Ala Thr Thr His 
145 150 155 160 

gee tee etc ate ttc tct eta cct ttt cgc age eae eeg ate ate eeg 52 8 

Ala Ser Leu He Phe Ser Leu Pro Phe Arg Ser His Pro He He Pro 
165 170 175 

eae ttt etc tgt gac ate ctg cca gta ctg agg ctg gca agt get ggg 576 
His Phe Leu Cys Asp He Leu Pro Val Leu Arg Leu Ala Ser Ala Gly 
180 185 190 

aag eae agg age gag ate tee gtg atg aca gee ace ata gtc ttc att 624 
Lys His Arg Ser Glu He Ser Val Met Thr Ala Thr He Val Phe He 
195 200 205 

atg ate cee ttc tct ctg att gtc ace tct tac ate cgc ate ctg ggt 672 
Met He Pro Phe Ser Leu He Val Thr Ser Tyr He Arg He Leu Gly 
210 215 220 



720 



ace tgc tee tec cat ctg etc gtg gtc tct etc ttc ttt gga aca gee 768 
Thr Cys Ser Ser His Leu Leu Val Val Ser Leu Phe Phe Gly Thr Ala 
245 250 255 

age ate ace tac ate egg ccg cag gca ggc tec tct gtt ace aca gac 816 
Ser He Thr Tyr He Arg Pro Gin Ala Gly Ser Ser Val Thr Thr Asp 
260 265 270 

cgc gtc etc agt etc ttc tac aca gtc ate aca cec atg etc aac ccc 864 
Arg Val Leu Ser Leu Phe Tyr Thr Val He Thr Pro Met Leu Asn Pro 
275 280 285 

ate ate tac ace ett egg aac aag gac gtg agg agg gcc ctg cga eae 912 
He He Tyr Thr Leu Arg Asn Lys Asp Val Arg Arg Ala Leu Arg His 
290 295 300 

ttg gtg aag agg cag cgc ccc tea cec tga 942 
Leu Val Lys Arg Gin Arg Pro Ser Pro 
305 310 



<210> 368 
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<211> 313 
<212> PRT 
<213> Homo Sapiens 

<400> 368 

Met Ala Gly Glu Asn His Thr Thr Leu Pro Glu Phe Leu Leu Leu Gly 
15 10 15 



Phe Ser Asp Leu Lys Ala Leu Gin Gly Pro Leu Phe Trp Val Val Leu 
20 25 30 



Leu Val Tyr Leu Val Thr Leu Leu Gly Asn Ser Leu lie lie Leu Leu 
35 40 45 



Thr Gin Val Ser Pro Ala Leu His Ser Pro Met Tyr Phe Phe Leu Arg 
50 55 60 



Gin Leu Ser Val Val Glu Leu Phe Tyr Thr Thr Asp He Val Pro Arg 
65 70 • 75 80 



Thr Leu Ala Asn Leu Gly Ser Pro His Pro Gin Ala He Ser Phe Gin 
85 90 95 



Gly Cys Ala Ala Gin Met Tyr Val Phe Xle Val Leu Gly He Ser Glu 
100 105 110 



Cys Cys Leu Leu Thr Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys 
115 120 125 



Gin Pro Leu Arg Tyr Ser Thr Leu Leu Ser Pro Arg Ala Cys Leu Ala 
130 135 140 



Met Val Gly Ser Ser Trp Leu Thr Gly He He Thr Ala Thr Thr His 
145 150 155 160 



Ala Ser Leu He Phe Ser Leu Pro Phe Arg Ser His Pro He He Pro 
165 170 175 

His Phe Leu Cys Asp He Leu Pro Val Leu Arg Leu Ala Ser Ala Gly 
180 185 190 



Lys His Arg Ser Glu He Ser Val Met Thr Ala Thr He Val Phe He 
195 200 205 



Met He Pro Phe Ser Leu He Val Thr Ser Tyr He Arg He Leu Gly 
210 215 220 
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Ala He Leu Ala Met Ala Ser Thr Gin Ser Arg Arg Lys Val Phe Ser 
225 230 235 240 

Thr Cys Ser Ser His - Leu Leu Val Val Ser Leu Phe Phe Gly Thr Ala 

245 250 255 



Ser He Thr Tyr He Arg Pro Gin Ala Gly Ser Ser Val Thr Thr Asp 
260 265 270 



Arg Val Leu Ser Leu Phe Tyr Thr Val He Thr Pro Met Leu Asn Pro 
275 280 285 



He He Tyr Thr Leu Arg Asn Lys Asp Val Arg Arg Ala Leu Arg His 
290 295 300 



1 Leu Val Lys Arg Gin Arg Pro Ser Pro 
305 310 



<210> 369 

<211> 1098 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (1095) 

<223> 



<220> 

<221> niisc_f eature 

<222> (146) - . (146) 

<223> Any nucleotide 



<400> 369 

atg atg aca gtg att tta aaa act tta ttg gga cag ata cag ggc etc 
Met Met Thr Val He Leu Lys Thr Leu Leu Gly Gin He Gin Gly Leu 
15 10 15 

agt gga aac cca cac tct act acg tct aga atg tac ttt tta tgt ttc 
Ser Gly Asn Pro His Ser Thr Thr Ser Arg Met Tyr Phe Leu Cys Phe 
20 25 30 



tct gaa ttc etc etc ate tgc ttc ccc aac ttc cag age tgg cag cac 
ser Glu Phe Leu Leu He Cys Phe Pro Asn Phe Gin Ser Trp Gin His 



550 



48 



96 



tgt act tct eta eta ggt ttt aag gta cac tgg gtc tec aga ttg ate 144 
Cys Thr Ser Leu Leu Gly Phe Lys Val His Trp Val Ser Arg Leu He 
35 40 45 

ang aaa ctt tac atg gca tct ccc aac aat gac tec act gee cca gtc 
Xaa Lys Leu Tyr Met Ala Ser Pro Asn Asn Asp Ser Thr Ala Pro Val 
50 55 60 



192 



240 
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65 70 75 80 

tgg ttg tct ctg ccc etc age ctt etc ttc etc ctg gee atg gga get 288 
Trp Leu Ser Leu Pro Leu Ser Leu Leu Phe Leu Leu Ala Met Gly Ala 
85 90 95 

aac ace acc etc ctg ate ace ate cag ctg gag gee tct ctg cac cag 336 
Asn Thr Thr Leu Leu lie Thr lie Gin Leu Glu Ala Ser Leu His Gin 
100 105 110 

ccc ctg tac tac ctg etc age etc etc tec ctg ctg gae ate gtg etc 384 
Pro Leu Tyr Tyr Leu Leu Ser Leu Leu Ser Leu Leu Asp lie Val Leu 
115 120 125 

tgc etc acc gtc ate ccc aag gtc ctg gcc ate ttc tgg ttt gac etc 432 
Cys Leu Thr Val lie Pro Lys Val Leu Ala lie Phe Trp Phe Asp Leu 
130 135 140 

agg teg ate age ttc cea gee tgc ttc etc cag atg ttc ate atg aac .480 
Arg Ser He Ser Phe Pro Ala Cys Phe Leu Gin Met Phe He Met Asn 
145 150 155 160 

agt ttt ttg acc atg gag tec tgc acg ttc atg gtc atg gcc tat gac 528 
Ser Phe Leu Thr Met Glu Ser Cys Thr Phe Met Val Met Ala Tyr Asp 
165 170 175 

egt tat gtg gcc ate tgc cat cea ttg aga tac eeg tct ate ate act 576 
Arg Tyr Val Ala He Cys His Pro Leu Arg Tyr Pro Ser He He Thr 
180 185 190 

gac cag ttt gtg get agg gee gtg gtc ttt gtt ata gcc egg aat gcc 624 
Asp Gin Phe Val Ala Arg Ala Val Val Phe Val He Ala Arg Asn Ala 
195 200 205 

ttt gtt tct ctt cet gtt ccc atg ctt tct gcc agg etc aga tac tgt 672 
Phe Val Ser Leu Pro Val Pro Met Leu Ser Ala Arg Leu Arg Tyr Cys 
210 215 220 

gca gga aac ata ate aag aac tgc ate tgc agt aac ctg tct gtg tec 720 
Ala Gly Asn He He Lys Asn Cys He Cys Ser Asn Leu Ser Val Ser 
225 230 235 240 

aaa etc tct tgt gat gac ate act ttc aat cag etc tac cag ttt gtg 768 
Lys Leu Ser Cys Asp Asp He Thr Phe Asn Gin Leu Tyr Gin Phe Val 
245 250 255 

gca gge tgg act ctg ttg ggc tct gat ctt ate ctt att gtt ate tec 816 
Ala Gly Trp Thr Leu Leu Gly Ser Asp Leu He Leu He Val He Ser 
260 265 270 

tat tct ttt ata ttg aaa gtt gtg ctt agg ate aag gcc gag ggt get 864 
Tyr Ser Phe He Leu Lys Val Val Leu Arg He Lys Ala Glu Gly Ala 
275 280 285 

gtg gcc aag gcc ttg age acg tgt ggt tec cac ttc ate etc ate etc 912 
Val Ala Lys Ala Leu Ser Thr Cys Gly Ser His Phe He Leu He Leu 
290 295 300 

ttc ttc age aca gtc ctg ctg gtt ctg gtc ate act aac ctg gcc agg 960 
Phe Phe Ser Thr Val Leu Leu Val Leu Val He Thr Asn Leu Ala Arg 
305 310 315 320 
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aag aga att cct cca gat gtc ccc ate ctg etc aac ate ctg cac cac 1008 
Lys Arg He Pro Pro Asp Val Pro He I*eu Leu Asn He Leu His His 
325 330 335 

etc att ccc cca get ctg aac ccc att gtt tat ggt gtg aga ace aag 1056 
Leu He Pro Pro Ala Leu Asn Pro He Val Tyr Gly Val Arg Thr Lys 
340 345 350 



gag ate aag cag gga ate caa aac ctg ctg aag agg ttg taa 
Glu He Lys Gin Gly He Gin Asn Leu Leu Lys Arg Leu 
355 360 365 



<210> 


370 


<211> 


365 


<212> 


PRT 


<213> 


Homo Sapiens 


<220> 




<221> 


misc feature 


<222> 


(49) . . (49) 


<223> 


The 'Xaa» at location 


<220> 




<221> 


misc feature 


<222> 


(146) . . (146) 


<223> 


Any nucleotide 


<400> 


370 



Met Met Thr Val He Leu Lys Thr Leu Leu Gly Gin He Gin Gly Leu 
1 5 10 15 



Ser Gly Asn Pro His Ser Thr Thr Ser Arg Met Tyr Phe Leu Cys Phe 
20 25 30 



Cys Thr Ser Leu Leu Gly Phe Lys Val His Trp Val Ser Arg Leu He 
35 40 45 



Xaa Lys Leu Tyr Met Ala Ser Pro Asn Asn Asp Ser Thr Ala Pro Val 
50 55 60 



Ser Glu Phe Leu Leu He Cys Phe Pro Asn Phe Gin Ser Trp Gin His 
65 70 75 80 



Trp Leu Ser Leu Pro Leu Ser Leu Leu Phe Leu Leu Ala Met Gly Ala 
85 90 95 



Asn Thr Thr Leu Leu He Thr He Gin Leu Glu Ala Ser Leu His Gin 
100 105 110 

Pro Leu Tyr Tyr Leu Leu Ser Leu Leu Ser Leu Leu Asp He Val Leu 
115 120 125 
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Cys Leu Thr Val lie Pro Lys Val Leu Ala He Phe Trp Phe Asp Leu 
130 135 140 



Arg Ser He Ser Phe Pro Ala Cys Phe Leu Gin Met Phe He Met Asn 
145 ISO 155 160 



Ser Phe Leu Thr Met Glu Ser Cys Thr Phe Met Val Met Ala Tyr Asp 
165 170 175 



Arg Tyr Val Ala He Cys His Pro Leu Arg Tyr Pro Ser He He Thr 
180 185 190 



Asp Gin Phe Val Ala Arg Ala Val Val Phe Val He Ala Arg Asn Ala 
195 200 205 



Phe Val Ser Leu Pro Val Pro Met Leu Ser Ala Arg Leu Arg Tyr Cys 
210 215 220 



Ala Gly Asn He He Lys Asn Cys He Cys Ser Asn Leu Ser Val Ser 
225 230 235 240 



Lys Leu Ser Cys Asp Asp He Thr Phe Asn Gin Leu Tyr Gin Phe Val 
245 250 255 



Ala Gly Trp Thr Leu Leu Gly Ser Asp Leu He Leu He Val He Ser 
260 265 270 



Tyr Ser Phe He Leu Lys Val Val Leu Arg He Lys Ala Glu Gly Ala 
275 280 285 



Val Ala Lys Ala Leu Ser Thr Cys Gly Ser His Phe He Leu He Leu 
290 295 300 



Phe Phe Ser Thr Val Leu Leu Val Leu Val He Thr Asn Leu Ala Arg 
305 310 315 320 



Lys Arg He Pro Pro Asp Val Pro He Leu Leu Asn He Leu His His 
325 330 335 



Leu He Pro Pro Ala Leu Asn Pro He Val Tyr Gly Val Arg Thr Lys 
340 345 350 



Glu He Lys Gin Gly He Gin Asn Leu Leu Lys Arg Leu 
355 360 365 
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<210> 371 

<211> 957 

<212> DNA 

<213> Homo Sapiens 



<220> 
<221> 
<222> 
<223> 



CDS 

(1) . . (954) 



<400> 371 

atg att cag cct atg gcg tea ccc age aac age tec aet gtc cea gtc 

Met lie Gin Pro Met Ala Ser Pro Ser Asn Ser Ser Thr Val Pro Val 

1 5 10 15 

tet gaa tte etc etc ace tge tte eee aac ttc cag agt tgg cag cac 

Ser Glu Phe Leu Leu Thr Cys Phe Pro Asn Phe Gin Ser Trp Gin His 
20 25 30 



aac ace ace etc etg ate ace ate cag ctg gag gee tet etg cac cag 
Asn Thr Thr Leu Leu lie Thr lie Gin Leu Glu Ala Ser Leu His Gin 
50 55 60 

ccc ctg tae tac etg etc age etc etc tec ctg ctg gac ate gtg etc 
Pro Leu Tyr Tyr Leu Leu Ser Leu Leu Ser Leu Leu Asp lie Val Leu 
65 70 75 80 

tgc etc ace gtc ate ccc aag gtc ctg gcc ate ttc tgg tat gat ctt 
Cys Leu Thr Val lie Pro Lys Val Leu Ala lie Phe Trp Tyr Asp Leu 
85 90 95 

agg teg ate age ttc cct gcc tgc ttc etc cag atg ttc ate atg aac 
Arg Ser lie Ser Phe Pro Ala Cys Phe Leu Gin Met Phe lie Met Asn 
100 105 110 

agt tte etc ccc atg gag tec tge aeg ttt atg gtc atg gcc tat gac 
Ser Phe Leu Pro Met Glu Ser Cys Thr Phe Met Val Met Ala Tyr Asp 
115 120 125 



aat caa ttt gtg gcc aaa get agt gtc ttc att gtg gtg egg aat gcg 
Asn Gin Phe Val Ala Lys Ala Ser Val Phe lie Val Val Arg Asn Ala 
145 150 155 160 

ctt ctt aet gea ccc att cct ate etc aet tec ctg etc cat tae tgt 
Leu Leu Thr Ala Pro lie Pro lie Leu Thr Ser Leu Leu His Tyr Cys 
165 170 175 

999 gaa aat gtc att gag aac tgc ate tgt gcc aac ttg tet gtg tec 
Gly Glu Asn Val He Glu Asn Cys He Cys Ala Asn Leu Ser Val Ser 
180 185 190 



48 



96 



tgg etc tec ctg ccc etc age ctt etc ttc etc ctg gcc atg gga get 144 
Trp Leu Ser Leu Pro Leu Ser Leu Leu Phe Leu Leu Ala Met Gly Ala 
35 40 45 



192 



240 



288 



336 



384 



cgt tat gtg gee ate tge cac cea etg egg tae cca tec ate ate act 432 
Arg Tyr Val Ala He Cys His Pro Leu Arg Tyr Pro Ser He He Thr 
130 135 140 



480 



528 



576 
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i 



agg etc tec tgt gat aat ttc acc ctt aac aga ate tac caa ttt gtg 624 
Arg Leu Ser Cys Asp Asn Phe Thr Leu Asn Arg lie Tyr Gin Phe Val 
195 200 205 

get ggt tgg acc ttg ctg ggc tea gat tta ttc etc ate ttc etc tet 672 
TQa Gly Trp Thr Leu Leu Gly Ser Asp Leu Phe Leu lie Phe Leu Ser 
210 215 220 

tac ace ttc att eta aga get gtg ctt aga ttc aaa gea gag ggg gcg 720 
Tyr Thr Phe lie Leu Arg Ala Val Leu Arg Phe Lys Ala Glu Gly Ala 
225 230 235 240 

gca gtg aag gee ctg age aca tgt ggc tec cac ttc ate etc att ctt . 768 
Ala Val Lys Ala Leu Ser Thr Cys Gly Ser His Phe lie Leu He Leu 
245 250 255 

ttc ttc age ace ata ctg ctg gtt gtg gtg ttg aca aac gtg gee aga 816 
Phe Phe Ser Thr He Leu Leu Val Val Val Leu Thr Asn Val Ala Arg 
260 265 270 

aag aag gtc cec atg gac ate ctg ate ctg ctg aac gtc ctt cat cac 864 
Lys Lys Val Pro Met Asp He Leu He Leu Leu Asn Val Leu His His 
275 280 285 

ctt att act cct gcg ttg aac ect att gtg tat ggg gtt egg acc aaa 912 
Leu He Pro Pro Ala Leu Asn Pro He Val Tyr Gly Val Arg Thr Lys 
290 295 300 

gag ata aaa cag gga att eag aag tta ctg eag aga ggg agg tga 957 
Glu He Lys Gin Gly He Gin Lys Leu Leu Gin Arg Gly Arg 

310 315 



305 




<210> 


372 


<21I> 


318 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


372 



Met He Gin Pro Met Ala Ser Pro Ser Asn Ser Ser Thr Val Pro Val 
15 10 15 



Ser Glu Phe Leu Leu Thr Cys Phe Pro Asn Phe Gin Ser Trp Gin His 
20 25 30 



Trp Leu Ser Leu Pro Leu Ser Leu Leu Phe Leu Leu Ala Met Gly Ala 
35 40 45 



Asn Thr Thr Leu Leu He Thr He Gin Leu Glu Ala Ser Leu His Gin 
50 55 60 



Pro Leu Tyr Tyr Leu Leu Ser Leu Leu Ser Leu Leu Asp He Val Leu 
65 70 75 80 



Cys Leu Thr Val He Pro Lys Val Leu Ala He Phe Trp Tyr Asp Leu 
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85 90 95 



Arg Ser lie Ser Phe Pro Ala Cys Phe Leu Gin Met Phe He Met Asn 
100 105 110 



Ser Phe Leu Pro Met Glu Ser Cys Thr Phe Met Val Met Ala Tyr Asp 
115 120 125 



Arg Tyr Val Ala He Cys His Pro Leu Arg Tyr Pro Ser He He Thr 
130 135 140 

Asn Gin Phe Val Ala Lys Ala Ser Val Phe He Val Val Arg Asn Ala 
145 150 155 160 

Leu Leu Thr Ala Pro He Pro He Leu Thr Ser Leu Leu His Tyr Cys 
165 170 175 



Gly Glu Asn Val He Glu Asn Cys He Cys Ala Asn Leu Ser Val Ser 
180 185 190 



Arg Leu Ser Cys Asp Asn Phe Thr Leu Asn Arg He Tyr Gin Phe Val 
195 200 205 



Ala Gly Trp Thr Leu Leu Gly Ser Asp Leu Phe Leu He Phe Leu Ser 
210 215 220 

Tyr Thr Phe He Leu Arg Ala Val Leu Arg Phe Lys Ala Glu Gly Ala 

225 230 235 240 

Ala Val Lys Ala Leu Ser Thr Cys Gly Ser His Phe He Leu He Leu 

245 250 255 



Phe Phe Ser Thr He Leu Leu Val Val Val Leu Thr Asn Val Ala Arg 
260 265 270 



Lys Lys Val Pro Met Asp He Leu He Leu Leu Asn Val Leu His His 
275 280 285 



Leu He Pro Pro Ala Leu Asn Pro He Val Tyr Gly Val Arg Thr Lys 
290 295 300 



Glu He Lys Gin Gly He Gin Lys Leu Leu Gin Arg Gly Arg 
305 310 315 



<210> 373 
<211> 990 
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<212> DMA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (987) 

<223> 



<400> 373 

atg act ttg gtt tct ttt ttc tct ttc etc tee aag cca ttg ata atg 48 
Met Thr Leu Val Ser Phe Phe Ser Phe Leu Ser Lys Pro Leu He Met 
15 10 15 . 

etc ctt age aat tea age tgg agg eta tec cag cet tct ttt etc ctg 96 
Leu Leu Ser Asn Ser Ser Trp Arg Leu Ser Glh Pro Ser Phe Leu Leu 
20 25 30 

9ta ggg att cca ggt tta gag gaa age cag cac tgg att gca ctg ccc 144 
Val Gly He Pro Gly Leu Glu Glu Ser Gin His Trp He Ala Leu Pro 
35 40 45 

ctg gge ate ctt tac etc ctt get tta gtg gge aat gtt ace att etc 192 
Leu Gly He Leu Tyr Leu Leu -Ala Leu Val Gly Asn Val Thr He Leu 
50 55 60 

ttc ate ate tgg atg gac cca tee ttg cac caa tct atg tac etc ttc 240 
Phe He He Trp Met Asp Pro Ser Leu His Gin Ser Met Tyr Leu Phe 
65 70 75 80 

ctg tec atg eta get gee ate gac ctg gtt ctg gcc tec tee act gca 288 
Leu Ser Met Leu Ala Ala He Asp Leu Val Leu Ala Ser Ser Thr Ala 
85 90 95 

ccc aaa gee ctt gca gtg etc ctg gtt cat gee cac gag att ggg tac 336 
Pro Lys Ala Leu Ala Val Leu Leu Val His Ala His Glu He Gly Tyr 
100 105 110 

ate gtc tgc ctg ate cag atg ttc ttc ate eat gca ttc tee tec atg 384 
He Val Cys Leu He Gin Met Phe Phe He His Ala Phe Ser Ser Met 
115 120 125 

gag tea ggg gta ctt gtg gee atg get ctg gat cgc tat gta gee att 432 
Glu Ser Gly Val Leu Val Ala Met Ala Leu Asp Arg Tyr Val Ala He 
130 135 140 

tgt cac ccc ttg cac eat tee aca ate ctg eat cca ggg gtc ata ggg 480 
Cys His Pro Leu His His Ser Thr He Leu His Pro Gly Val He Gly 
145 150 155 160 

cgc ate gga atg gtg gtg ctg gtg agg gga tta eta etc ctt ate ccc 528 
Arg He Gly Met Val Val Leu Val Arg Gly Leu Leu Leu Leu He Pro 
165 170 175 

ttc ccc att ttg ttg gga aca ctt ate ttc tgc caa gcc ace ate ata 576 
Phe Pro He Leu Leu Gly Thr Leu He Phe Cys Gin Ala Thr He He 
180 185 190 

ggc eat gee tat tgt gaa eat atg get gtt gtg aaa ctt gee tgc tea 624 
Gly His Ala Tyr Cys Glu His Met Ala Val Val Lys Leu Ala Cys Ser 
195 200 205 
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gaa acc aca gtc aat cga get tat ggg ctg act atg gcc ttg ctt gtg 672 
Glu Thr Thr Val Asn Arg Ala Tyr Gly Leu Thr Met Ala Leu Leu Val 
210 215 220 



att ggg ctg gat gtt ctg gcc att ggt gtt tec tat gcc cac ate etc 
lie Gly Leu Asp Val Leu Ala lie Gly Val Ser Tyr Ala His lie Leu 
225 230 235 240 



age aca tgt ggc tct cat att tgt gtc ate ctg gtc ttc tat gtc ect 
Ser Thr Cys Gly Ser His lie Cys Val lie Leu Val Phe Tyr Val Pro 
260 265 270 



558 



720 



cag gca gtg ctg aag gta cca ggg agt gag gcc cga ctt aag gcg ttt 768 
Gin Ala Val Leu Lys Val Pro Gly Ser Glu Ala Arg Leu Lys Ala Phe 
245 250 255 



816 



gga att ttc tec ttc etc act cac cgc ttt ggt cat cat gta cec cat • 864 
Gly lie Phe Ser Phe Leu Thr His Arg Phe Gly His His Val ■ Pro His 
275 280 285 

eat gtc cat gtt ctt ctg gcc aca egg tat etc etc atg cca ect gcg 912 
His Val His Val Leu Leu Ala Thr Arg Tyr Leu Leu Met Pro Pro Ala 
290 295 300 

etc aat ect ctt gtc tat gga gtg aag act cag cag ate cgc cag cga 960. 
Leu Asn Pro Leu Val Tyr Gly Val Lys Thr Gin Gin lie Arg Gin Arg 
305 310 315 320 

gtg etc aga gtg ttt aca caa aag gat tga 990 
Val Leu Arg Val Phe Thr Gin Lys Asp 
325 



<210> 374 

<211> 329 

<212> PRT 

<213> Homo Sapiens 

<400> 374 

Met Thr Leu Val Ser Phe Ph^ Ser Phe Leu Ser Lys Pro Leu lie Met 
15 10 15 



Leu Leu Ser Asn Ser Ser Trp Arg Leu Ser Gin Pro Ser Phe Leu Leu 
20 25 30 

Val Gly He Pro Gly Leti Glu Glu Ser Gin His Trp He Ala Leu Pro 
35 40 45 



Leu Gly He Leu Tyr Leu Leu Ala Leu Val Gly Asn Val Thr He Leu 
50 55 60 

Phe He He Trp Met Asp Pro Ser Leu His Gin Ser Met Tyr Leu Phe 
65 70 75 80 
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Leu Ser Met Leu Ala Ala lie Asp Leu Val Leu Ala Ser Ser Thr Ala 
85 90 95 



Pro Lys Ala Leu Ala Val Leu Leu Val His Ala His Glu He Gly Tyr 
100 105 110 



He Val Cys Leu He Gin Met Phe Phe He His Ala Phe Ser Ser Met 
115 120 125 



Glu Ser Gly Val Leu Val Ala Met Ala Leu Asp Arg Tyr Val Ala He 
130 135 140 



Cys His Pro Leu His His Ser Thr He Leu His Pro Gly Val He Gly 
145 150 155 160 



Arg He Gly Met Val Val Leu Val Arg Gly Leu Leu Leu Leu He Pro 
165 170 175 



Phe Pro He Leu Leu Gly Thr Leu He Phe Cys Gin Ala Thr He He 
180 185 190 



Gly His Ala Tyr Cys Glu His Met Ala Val Val Lys Leu Ala Cys Ser 
195 200 205 ' 



Glu Thr Thr Val Asn Arg Ala Tyr Gly Leu Thr Met Ala Leu Leu Val 
210 215 220 



He Gly Leu Asp Val Leu Ala He Gly Val Ser Tyr Ala His He Leu 
225 230 235 240 



Gin Ala Val Leu Lys Val Pro Gly Ser Glu Ala Arg Leu Lys Ala Phe 
245 250 255 



Ser Thr Cys Gly Ser His He Cys Val He Leu Val Phe Tyr Val Pro 
260 265 270 



Gly He Phe Ser Phe Leu Thr His Arg Phe Gly His His Val Pro His 
275 280 285 



His Val His Val Leu Leu Ala Thr Arg Tyr Leu Leu Met Pro Pro Ala 
290 295 300 



Leu Asn Pro Leu Val Tyr Gly Val Lys Thr Gin Gin He Arg Gin Arg 
305 310 315 320 



Val Leu Arg Val Phe Thr Gin Lys Asp 
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325 



<210> 375 

<211> 960 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) (957) 

<223> 



<400> 375 

atg aat ttg gat tct ttt ttc tct ttc etc etc aag tea ttg ata atg 
Met Asn Leu Asp Ser Phe Phe Ser Phe Leu Leu Lys Ser Leu lie Met 
X 5 10 15 

gca ctt age aat tec age tgg agg eta ccc cag cet tct ttt ttc etg 
Ala Leu Ser Asn Ser Ser Trp Arg Leu Pro Gin Pro Ser Phe Phe Leu 
20 25 30 



etg tec atg eta get gee ate gae etg gtt gtg gee tec tec act gca 
Leu Ser Met Leu Ala Ala lie Asp Leu Val Val Ala Ser Ser Thr Ala 
85 90 95 



act gtc tgc etg ate cag atg ttc ttc ace cat gca ttc tec tec atg 
Thr Val Cys Leu lie Gin Met Phe Phe Thr His Ala Phe Ser Ser Met 
115 120 125 , 



48 



96 



gta gga att ccg ggt tta gag gaa age cag eac tgg ate gca etg ccc 144 
Val Gly He Pro Gly Leu Glu Glu Ser Gin His Trp He Ala Leu Pro 
35 40 45 

etg gge ate ctt tac etc ctt get eta gtg ggc aat gtt ace att etc 192 
Leu Gly He Leu Tyr Leu Leu Ala Leu Val Gly Asn Val Thr He Leu 
50 55 60 

ttc ate ate tgg atg gac eca tee ttg eac caa tct atg tac etc ttc 24 0 

Phe He He Trp Met Asp Pro Ser Leu His Gin Ser Met Tyr Leu Phe 
65 70 75 80 



288 



ccc aaa gee ctt gca gtg etc etg gtt cgt gcc caa gag att ggt tac 336 
Pro Lys Ala Leu Ala Val Leu Leu Val Arg Ala Gin Glu He Gly Tyr 
100 105 110 



384 



gag tea ggg gta ctt gtg gcc atg get etg gat cgc tat gta gcc att 432 
Glu Ser Gly Val Leu Val Ala Met Ala Leu Asp Arg Tyr Val Ala He 
130 135 140 

tgt cac ccc ttg cac cat tec aca ate etg cat cca ggg gtc ata ggg 
Cys His Pro Leu His His Ser Thr He Leu His Pro Gly Val He Gly 
145 150 155 160 



480 



cac ate gga atg gtg gtg etg gtg egg gga tta eta etc etc ate ccc 528 
His He Gly Met Val Val Leu Val Arg Gly Leu Leu Leu Leu He Pro 
165 170 175 

ttc etc att etg ttg ega aaa ctt ate ttc tgc caa gee ace ate ata 576 
Phe Leu He Leu Leu Arg Lys Leu He Phe Cys Gin Ala Thr He He 



560 
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180 185 190 

ggc cat gcc tat tgt gaa cat atg get gtt gtg aaa ctt gcc tgc tea 624 
Gly His Ala Tyr Cys Glu His Met Ala Val Val hys Leu Ala Cys Ser 
195 200 205 

gaa acc aca gtc aat cga get tat ggg ctg act gtg gcc ttg ctt gtg 672 
Glu Thr Thr Val Asn Arg Ala Tyr Gly Leu Thr Val Ala Leu Leu Val 
210 215 220 

gtt ggg ctg gat gtc ctg gcc att ggt gtt tec tat gcc cac att etc 720- 
Val Gly Leu Asp Val Leu Ala lie Gly Val Ser Tyr Ala His lie Leu 
225 230 235 240 

cag gca gtg ctg aag gta cca gga aat gag gcc cga ctt aag gcc ttt 768 
Gin Ala Val Leu Lys Val Pro Gly Asn Glu Ala Arg Leu Lys Ala Phe 
245 250 255 

age aca tgt ggc tet cat gtt tgt gtc ate ctg gtc ttc tat ate ccg 816- 
Ser Thr Cys Gly Ser His Val Cys Val lie Leu Val Phe Tyr lie Pro 
260 265 270 

gga atg ttc tec ttc etc act cac cge ttt ggt cat cat gta cec eat 864 
Gly Met Phe Ser Phe Leu Thr His Arg Phe Gly His His Val Pro His 
275 280 . 285 

cac gtc cat gtt ctt ctg gcc ata ctg tat cge ctt gtg cca cct gca 912 
His Val His Val Leu Leu Ala lie Leu Tyr Arg Leu Val Pro Pro Ala 
290 295 300 



etc aat cct ctt gtc tat agg gtg aag acc cag aag ate cac cag tga 
Leu Asn Pro Leu Val Tyr Arg Val Lys Thr Gin Lys lie His Gin 
305 310 315 



<210> 376 

<211> 319 

<212> PRT 

<213> Homo Sapiens 

<400> 376 

Met Asn Leu Asp Ser Phe Phe Ser Phe Leu Leu Lys Ser Leu lie Met 
1 5 10 15 

Ala Leu Ser Asn Ser Ser Trp Arg Leu Pro Gin Pro Ser Phe Phe Leu 
20 25 30 

Val Gly He Pro Gly Leu Glu Glu Ser Gin His Trp He Ala Leu Pro 
35 40 45 



Leu Gly He Leu Tyr Leu Leu Ala Leu Val Gly Asn Val Thr He Leu 
50 55 60 



Phe He He Trp Met Asp Pro Ser Leu His Gin Ser Met Tyr Leu Phe 
65 70 75 80 
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Leu Ser Met Leu Ala Ala lie Asp Leu Val Val Ala Ser Ser Thr Ala 
85 90 95 



Pro Lys Ala Leu Ala Val Leu Leu Val Arg Ala Gin Glu lie Gly Tyr 
100 105 110 



Thr Val Cys Leu lie Gin Met Phe Phe Thr His Ala Phe Ser Ser Met 
115 120 125 

Glu Ser Gly Val Leu Val Ala Met Ala Leu Asp Arg Tyr Val Ala He 
130 135 140 

Cys His Pro Leu His His Ser Thr He Leu His Pro Gly Val He Gly 
145 150 155 160 

His He Gly Met Val Val Leu Val Arg Gly Leu Leu Leu Leu He Pro 
165 170 175 



Phe Leu He Leu Leu Arg Lys Leu He Phe Cys Gin Ala Thr He He 
180 185 190 



Gly His Ala Tyr Cys Glu His Met Ala Val Val Lys Leu Ala Cys Ser 
195 200 205 

Glu Thr Thr Val Asn Arg Ala Tyr Gly Leu Thr Val Ala Leu Leu Val 
210 215 220 

Val Gly Leu Asp Val Leu Ala He Gly Val Ser Tyr Ala His He Leu 
225 230 235 240 

Gin Ala Val Leu Lys Val Pro Gly Asn Glu Ala Arg Leu Lys Ala Phe 
245 250 255 



Ser Thr Cys Gly Ser His Val Cys Val He Leu Val Phe Tyr He Pro 
260 265 270 



Gly Met Phe Ser Phe Leu Thr His Arg Phe Gly His His Val Pro His 
275 280 285 

His Val His Val Leu Leu Ala He Leu Tyr Arg Leu Val Pro Pro Ala 
290 295 300 

Leu Asn Pro Leu Val Tyr Arg Val Lys Thr Gin Lys He His Gin 
305 310 315 
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<210> 377 

<211> 945 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (942) 

<223> 



<400> 377 

atg tea gcc tec aat ate ace tta aca cat cca act gcc ttc ttg ttg 48 
Met Ser Ala Ser Asn He Thr Leu Thr His Pro Thr Ala Phe Leu Leu 
15 10 15 

9tg ggg att cca ggc etg gaa eae etg cac ate tgg ate tec ate ect 96 
Val Gly He Pro Gly Leu Glu His Leu His He Trp He Ser' He Pro 
20 25 30 

ttc tgc tta gca tat aca etg gee etg ctt gga aac tge act etc ctt 144 
Phe Cys Leu Ala Tyr Tlir Leu Ala Leu Leu Gly Asn Cys Thr Leu Leu 
35 40 45 

etc ate ate cag get gat gca gcc etc cat gaa cec atg tae etc ttt 192 
Leu He He Gin Ala Asp Ala Ala Leu His Glu Pro Met Tyr Leu Phe 
50 55 60 

ctg gcc atg ttg gca gcc ate gac etg gtc ctt tec tee tea gca ctg 240 
Leu Ala Met Leu Ala Ala He Asp Leu Val Leu Ser Ser Ser Ala Leu 
65 70 75 80 

cec aaa atg ctt gee ata ttc tgg ttc agg gat egg gag ata aac ttc 288 
Pro Lys Met Leu Ala He Phe Trp Phe Arg Asp Arg Glu He Asn Phe 
85 90 95 

ttt gee tgt ctg gcc cag atg ttc ttc ctt cae tec ttc tec ate atg 336 
Phe Ala Cys Leu Ala Gin Met Phe Phe Leu His Ser Phe Ser He Met 
100 105 110 

gag tea gca gtg etg etg gee atg gee ttt gac cgc tat gtg get ate 384 
Glu Ser Ala Val Leu Leu Ala Met TQa Phe Asp Arg Tyr Val Ala He 
115 120 125 

tge aag cca etg cac tac ace aag gtc ctg act ggg tee etc ate ace 432 
Cys Lys Pro Leu His Tyr Thr Lys Val Leu Thr Gly Ser Leu He Thr 
130 135 140 

aag att ggc atg get get gtg gee egg get gtg aca eta atg act cca 480 
Lys He Gly Met Ala Ala Val Ala Arg Ala Val Thr Leu Met Thr Pro 
145 150 155 160 

etc cec ttc ctg etg aga tgt ttc eae tae tge cga ggc cca gtg ate 528 
Leu Pro Phe Leu Leu Arg Cys Phe His Tyr Cys Arg Gly Pro Val He 
165 170 175 

get cac tgc tae tgt gaa cac atg get gtg gtg agg etg geg tgt ggg 576 
Ala His Cys Tyr Cys Glu His Met Ala Val Val Arg Leu Ala Cys Gly 
180 185 190 

gac act age ttc aac aat ate tat ggc ate get gtg gee atg ttt att 624 
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Asp Thr Ser Phe Asn Asn lie Tyr Gly lie Ala Val Ala Met Phe lie 
195 200 205 

gtg gtg ttg gac ctg etc ctt gtt ate ctg tct tat ate ttt att ctt 
Val Val Leu Asp Leu Leu Leu Val lie Leu Ser Tyr lie Phe lie Leu 
210 215 220 

cag gca gtt eta ctg ctt gcc tct cag gag gcc cac tac aag gca ttt 
Gin Ala Val Leu Leu Leu Ala Ser Gin Glu Ala His Tyr Lys Ala Phe 
225 230 235 240 

ggg aca tgt gtc tct cat ata ggt gcc ate tta gee tte tac aea act 
Gly Thr Cys Val Ser His He Gly Ala He Leu Ala Phe Tyr Thr Thr 
245 250 255 

gtg gtc ate tct tea gtc atg c^c cgt gta gee cgc cat get gcc cet 
Val Val He Ser Ser Val Met His Arg Val Ala Arg His Ala Ala Pro 
260 265 270 

eat gte cae ate etc ett gcc aat tte tat ctg etc tte eea eec atg 
His Val His He Leu Leu Ala Asn Phe Tyr Leu Leu Phe Pro Pro Met 
275 280 • 285 

gtc aat ccc ata ate tat ggt gtc aag acc aag caa ate cgt gag age 
Val Asn Pro lie He Tyr Gly Val Lys Thr Lys Gin He Arg Glu Ser 
290 295 300 



672 



720 



768 



816 



864 



912 



ate ttg gga gta tte cea aga aag gat atg tag 945 
He Leu Gly Val Phe Pro Arg Lys Asp Met 
305 310 



<210> 378 

<211> 314 

<212> PRT 

<213> Homo Sapiens 

<400> 378 

Met Ser Ala Ser Asn He Thr Leu Thr His Pro Thr Ala Phe Leu Leu 
15 10 15 

Val Gly He Pro Gly Leu Glu His Leu His He Trp He Ser He Pro 
20 25 30 



Phe Cys Leu Ala Tyr Thr Leu Ala Leu Leu Gly Asn Cys Thr Leu Leu 
35 40 45 



Leu He He Gin Ala Asp Ala Ala Leu His Glu Pro Met Tyr Leu Phe 
50 55 60 

Leu Ala Met Leu Ala Ala He Asp Leu Val Leu Ser Ser Ser Ala Leu 
65 70 75 80 

Pro Lys Met Leu Ala He Phe Trp Phe Arg Asp Arg Glu He Asn Phe 
85 90 95 
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Phe Ala Cys Leu Ala Gin Met Phe Phe Leu His Ser Phe Ser He Met 
100 105 110 



Glu Ser Ala Val Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala He 
115 120 125 



Cys Lys Pro Leu His Tyr Thr Lys Val Leu Thr Gly Ser Leu He Thr 
130 135 140 



Lys He Gly Met Ala Ala Val Ala Arg Ala Val Thr Leu Met Thr Pro 
145 150 155 160 



Leu Pro Phe Leu Leu Arg Cys Phe His Tyr Cys Arg Gly Pro Val He 
165 170 175 



Ala His Cys Tyr Cys Glu His Met Ala Val Val Arg Leu Ala Cys Gly 
180 185 190 



Asp Thr Ser Phe Asn Asn He Tyr Gly He Ala Val Ala Met Phe He 
195 200 205 



Val Val Leu Asp Leu Leu Leu Val He Leu Ser Tyr He Phe He Leu 
210 215 220 



Gin Ala Val Leu Leu Leu Ala Ser Gin Glu Ala His Tyr Lys Ala Phe 
225 230 235 240 



Gly Thr Cys Val Ser His He Gly Ala He Leu Ala Phe Tyr Thr Thr 
245 250 255 



Val Val He Ser Ser Val Met His Arg Val Ala Arg His Ala Ala Pro 
260 265 270 



His Val His He Leu Leu Ala Asn Phe Tyr Leu Leu Phe Pro Pro Met 
275 280 285 



Val Asn Pro He He Tyr Gly Val Lys Thr Lys Gin He Arg Glu Ser 
290 295 300 



He Leu Gly Val Phe Pro Arg Lys Asp Met 
305 310 



<210> 379 
<211> 945 
<212> DNA 
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<213> Homo Sapiens 
<220> 

<221> CDS 

<222> (1)..(942) 

<223> 



<400> 379 

atg ctt ccc tct aat ate acc tea aca cat cca get gtc ttt ttg ttg 

Met Leu Pro Ser Asn lie Thr Ser Thr His Pro Ala Val Phe Leu Leu 

15 10 15 

gta gga att cct ggt ttg gaa cac etg cat gee tgg ate tec ate ccc 

Val Gly lie Pro Gly Leu Glu His Leu His Ala Trp lie Ser lie Pro 

20 25 30 



ttc att ate egg get gat gca gee etc cat gaa ccc atg tac etc ttt 
Phe lie lie Arg Ala Asp Ala Ala Leu His Glu Pro Met Tyr Leu Phe 
50 55 SO 

etg gee atg ttg gea ace att gae ttg gtt ctt tct tct aca aeg ctg 
Leu Ala Met Leu Ala Thr lie Asp Leu Val Leu Ser Ser Thr Thr Leu 
65 70 75 80 

ccc aaa atg ctt gee ata ttc tgg ttc agg gat cag gag ate aac ttc 
Pro Lys Met Leu Ala He Phe Trp Phe Arg Asp Gin Glu He Asn Phe 
85 90 95 



gag tea gca gtg ctg ctg gee atg gee ttt gae cgc tat gtg gcc ate 
Glu Ser Ala Val Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala He 
115 120 125 

tge aag cca ttg cac tae acg aeg gtc ctg act ggg tec etc ate ace 
Cys Lys Pro Leu His Tyr Thr Thr Val Leu Thr Gly Ser Leu lie Thr 
130 135 140 

aag att ggc atg get get gtg gee tgg get gtg aca eta atg act cca 
Lys He Gly Met Ala Ala Val Ala Trp Ala Val Thr Leu Met Thr Pro 
145 150 155 160 



gae act age ttc aac aat ate tat ggc att get gtg gcc atg ttt att 
Asp Thr Ser Phe Asn Asn He Tyr Gly He Ala Val Ala Met Phe He 
195 200 205 



48 



96 



ttc tgc ttt get tat act ctg gcc ctg eta ggc aac tgt acc ctt etc 144 
Phe Cys Phe Ala Tyr Thr Leu Ala Leu Leu Gly Asn Cys Thr Leu Leu 
35 40 45 



192 



240 



288. 



ttt gee tgt ctg gtc cag atg ttc ttc ctt cac tec ttc tee ate atg 336 
Phe Ala Cys Leu Val Gin Met Phe Phe Leu His Ser Phe Ser He Met 
100 105 110 



384 



432 



480 



etc ccc ttc ctg etc aga cgc ttc cac tac tgc ega ggc cca gtg att 528 
Leu Pro Phe Leu Leu Arg Arg Phe His Tyr Cys Arg Gly Pro Val He 
165 170 175 

gcc eat tge tac tgt gaa cac atg get gtg gta agg ctg geg tgt ggg 576 
Ala His Cys Tyr Cys Glu His Met Ala Val Val Arg Leu Ala Cys Gly 
180 185 190 



624 



566 
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gtg gtg ttg gac ctg etc ttt gtt ate ctg tct tat gtc ttc ate ctt 672 
Val Val Leu Asp Leu Leu Phe Val He Leu Ser Tyr Val Phe He Leu 
210 215 220 

cag gca gtt etc cag ctt gee tct cag gag gcc cgc tac aag gca ttt 720 
Gin Ala Val Leu Gin Leu Ala Ser Gin Glu Ala Arg Tyr Lys Ala Phe 
225 230 235 240 

ggg aca tgt gtg tct eac ata ggt gcc ate ctg tec acc tac act cca 768 
Gly Thr Cys Val Ser His He Gly Ala He Leu Ser Thr Tyr Thr Pro 
245 250 255 

gta gtc ate tct tea gtc atg cac cgt gta gcc cgc cat get gcc cct 816 
Val Val He Ser Ser Val Met His Arg Val Ala Arg His Ala Ala Pro 
260 265 270 

cgt gtc cac ata etc ctt get att ttc tat etc ctt ttc cca cec atg 864 
Arg Val His He Leu Leu Ala He Phe Tyr Leu Leu Phe Pro Pro Met 
275 280 - 285 

gtc aat cct ate ata tat gga gtc aag acc aag cag att cgt gag tat 912- 
Val Asn Pro He He Tyr Gly Val Lys Thr Lys Gin He Arg Glu Tyr 
290 295 300 

gtg etc agt eta ttc cag aga aag aac atg tag 945 
Val Leu Ser Leu Phe Gin Arg Lys Asn Met 

310 



305 




<210> 


380 


<211> 


314 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


380 



Met Leu Pro Ser Asn He Thr Ser Thr His Pro Ala Val Phe Leu Leu 
15 10 15 

Val Gly He Pro Gly Leu Glu His Leu His Ala Trp He Ser He Pro 
20 25 30 

Phe Cys Phe Ala Tyr Thr Leu Ala Leu Leu Gly Asn Cys Thr Leu Leu 
35 40 45 

Phe He He Arg Ala Asp Ala Ala Leu His Glu Pro Met Tyr Leu Phe 
50 55 60 



Leu Ala Met Leu Ala Thr He Asp Leu Val Leu Ser Ser Thr Thr Leu 
" 70 75 80 

Pro Lys Met Leu Ala He Phe Trp Phe Arg Asp Gin Glu He Asn Phe 
85 90 95 

Phe Ala Cys Leu Val Gin Met Phe Phe Leu His Ser Phe Ser He Met 
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Glu Ser Ala Val Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala lie 
115 120 125 

Cys Lys Pro Leu His Tyr Thr Thr Val Leu Thr Gly Ser Leu lie Thr 
130 135 140 

Lys He Gly Met Ala Ala Val Ala Trp Ala Val Thr Leu Met Thr Pro 
145 150 155 160 

Leu Pro Phe Leu Leu Arg Arg Phe His Tyr Cys Arg Gly Pro Val He 
165 170 175 

Ala His Cys Tyr Cys Glu His Met Ala Val Val Arg Leu Ala Cys Gly 
180 185 190 

Asp Thr Ser Phe Asn Asn He Tyr Gly He Ala Val Ala Met Phe He 
195 200 205 

Val Val Leu Asp Leu Leu Phe Val He Leu Ser Tyr Val Phe He Leu 
210 215 220 

Gin Ala Val Leu Gin Leu Ala Ser Gin Glu Ala Arg Tyr Lys Ala Phe 
225 230 235 240 

Gly Thr Cys Val Ser His He Gly Ala He Leu Ser Thr Tyr Thr Pro 
245 250 255 

Val Val He Ser Ser Val Met His Arg Val Ala Arg His Ala Ala Pro 
260 265 270 

Arg Val His He Leu Leu Ala He Phe Tyr Leu Leu Phe Pro Pro Met 
275 280 285 

Val Asn Pro He He Tyr Gly Val Lys Thr Lys Gin He Arg Glu Tyr 
290 295 300 

Val Leu Ser Leu Phe Gin Arg Lys Asn Met 
305 310 



<210> 381 

<211> 957 

<212> DNA 

<213> Homo Sapiens 

<220> 
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<221> CDS 

<222> (1) . . (954) 

<223> 



<400> 381 

atg cct act gta aac cac agt ggc act age cac aca gtc ttc cac ttg 
Met Pro Thr Val Asn His Ser Gly Thr Ser His Thr Val Phe His Leu 
15 10 15 



48 



ctg ggc ate cct ggc eta cag gac cag cac atg tgg att tet ate cea 96 
Leu Gly He Pro Gly Leu Gin Asp Gin His Met Trp lie Ser He Pro 
20 25 30 

ttc ttc att tec tat gtc ace gee ctt ctt ggg aac age ctg etc ate 144 
Phe Phe lie Ser Tyr Val Thr Ala Leu Leu Gly Asn Ser Leu Leu He 
35 40 45 

ttc att ate etc aca aag cge age etc cat gaa ccc atg tac etc ttc 192 
Phe He He Leu Thr Lys Arg Ser Leu His Glu Pro Met Tyr Leu Phe 
50 .55 60 

etc tgc atg ctg get gga gea gac att gtc etc tee aeg tge ace att 240 
Leu Cys Met Leu Ala Gly Ala Asp -He Val Leu Ser Thr Cys Thr He 
65 70 75 ' 80 

cct cag gcc tta get ate ttc tgg ttc cgt get ggg gac ate tec ctg 288 
Pro Gin Ala Leu Ala He Phe Trp Phe Arg Ala Gly Asp He Ser Leu 
85 90 95 

gat cgt tgc ate act cag etc ttc ttc ate eat tec ace ttc ate tet 336 
Asp Arg Cys He Thr Gin Leu Phe Phe He His Ser. Thr Phe He Ser 
100 105 110 

gag tea ggg ate ttg ctg gtg atg gcc ttt gac cac tat att gee ata 384 
Glu Ser Gly He Leu Leu Val Met Ala Phe Asp His Tyr He Ala He 
115 120 125 

tgc tac eca ctg agg tac ace ace att ctt aca aat get ctg ate aag 432 
cys Tyr Pro Leu Arg Tyr Thr Thr He Leu Thr Asn Ala Leu He Lys 
130 135 140 

aaa att tgt gtg act gtc tet ctg aga agt tat ggt aca att ttc cct 480 
Lys He Cys Val Thr Val Ser Leu Arg Ser Tyr Gly Thr He Phe Pro 
145 150 155 160 

ate ata ttt ctt tta aaa aga ttg act ttc tge cag aat aat att att 528 
He He Phe Leu Leu Lys Arg Leu Thr Phe Cys Gin Asn Asn He He 
165 170 175 

cea cac ace ttt tgt gaa cac att ggc eta gee aaa tat gca tgt aat 576 
Pro His Thr Phe Cys Glu His He Gly Leu Ala Lys Tyr Ala Cys Asn 
180 185 190 

gac att cga ata aac att tgg tat ggg ttt tee att eta atg teg aeg 624 
Asp He Arg He Asn He Trp Tyr Gly Phe Ser He Leu Met Ser Thr 
195 200 205 

gtg gtc tta gat gtt gta eta att ttt att tec tat atg ctg att etc 672 
Val Val Leu Asp Val Val Leu He Phe He Ser Tyr Met Leu He Leu 
210 215 220 
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cat get gtc ttc cac atg cct tct cca gat get tgc eac aaa get etc 720 
His Ala Val Phe His Met Pro Ser Pro Asp Ala Cys His Lys Ala Leu 
225 230 235 240 

aac aca ttt ggc tec cat gtc tgc ate ate ate etc ttt tat ggg tct 768 
Asn Thr Phe Gly Ser His Val Cys lie lie lie Leu Phe Tyr Gly Ser 
245 250 255 



ggc ate ttc aca ate ett ace eag agg ttt gga ege eac att cca cct 

Gly He Phe Thr He Leu Thr Gin Arg Phe Gly Arg His He Pro Pro 
260 265 270 

tgt ate cac ate ccg ttg get aat gtc tgc att ctg get cca cct atg 

Cys He His He Pro Leu Ala Asn Val Cys He Leu Ala Pro Pro Met 
275 280 285 

ctg aat ecc att att tat ggg ate aaa ace aag caa ate eag gaa eag 

Leu Asn Pro He He Tyr Gly He Lys Thr Lys Gin He Gin Glu Gin 
290 295 300 



816 



864 



912. 



gtg gtt eag ttt ttg ttt ata aaa cag aaa ata act ttg gtt taa 957 
Val Val Gin Phe Leu Phe He Lys Gin Lys He Thr Leu Val 
305 310 315 



<210> 382 

<211> 318 

<212> PRT 

<213> Homo Sapiens 

<400> 382 

Met Pro Thr Val Asn His Ser Gly Thr Ser His Thr Val Phe His Leu 
15 10 15 



Leu Gly He Pro Gly Leu Gin Asp Gin His Met Trp He Ser He Pro 
20 25 30 



Phe Phe He Ser Tyr Val Thr Ala Leu Leu Gly Asn Ser Leu Leu He 
35 40 45 



Phe He He Leu Thr Lys Arg Ser Leu His Glu Pro Met Tyr Leu Phe 
50 55 60 



Leu Cys Met Leu Ala Gly Ala Asp He Val Leu Ser Thr Cys Thr He 
65 70 75 80 



Pro Gin Ala Leu Ala He Phe Trp Phe Arg Ala Gly Asp He Ser Leu 
85 90 95 



Asp Arg Cys He Thr Gin Leu Phe Phe He His Ser Thr Phe He Ser 
100 105 110 
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Glu Ser Gly lie Leu Leu Val Met Ala Phe Asp His Tyr lie Ala He 
115 120 125 



Cys Tyr Pro Leu Arg Tyr Thr Thr He Leu Thr Asn Ala Leu He Lys 
130 135 140 



Lys He Cys Val Thr Val Ser Leu Arg Ser Tyr Gly Thr He Phe Pro 
145 150 155 160 



He He Phe Leu Leu Lys Arg Leu Thr Phe Cys Gin Asn Asn He He 
165 170 175 



Pro His Thr Phe Cys Glu His He Gly Leu Ala Lys Tyr Ala Cys Asn 
180 185 190. 



Asp He Arg He Asn He Trp Tyr Gly Phe Ser He Leu Met Ser Thr 
195 200 205 



Val Val Leu Asp Val Val Leu He Phe He Ser Tyr Met Leu He Leu 
210 215 220 



His Ala Val Phe His Met Pro Ser Pro Asp Ala Cys His Lys Ala Leu 
225 230 235 240 



Asn Thr Phe Gly Ser His Val Cys He He He Leu Phe Tyr Gly Ser 
245 250 255 



Gly He Phe Thr He Leu Thr Gin Arg Phe Gly Arg His He Pro Pro 
260 265 270 



Cys He His He Pro Leu Ala Asn Val Cys He Leu Ala Pro Pro Met 
275 280 285 



Leu Asn Pro He He Tyr Gly He Lys Thr Lys Gin He Gin Glu Gin 
290 295 300 



Val Val Gin Phe Leu Phe He Lys Gin Lys He Thr Leu Val 
305 310 315 



<210> 383 
<211> . 966 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (963) 

<223> 
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tgc tac ccc tta cgc tat gcc acc ate ctt acc aac cct gtc ate gee 
Cys Tyr Pro Leu Arg Tyr Ala Thr He Leu Thr Asn Pro Val He Ala 
130 135 140 

aag get ggt ctt gcc acc ttc ttg agg aat gtg atg etc ate ate eea 
Lys Ala Gly Leu Ala Thr Phe Leu Arg Asn Val Met Leu He He Pro 
145 150 155 160 

ttc act etc etc ace aag egc ctg ece tat tgc egg ggg aac ttc ate 
Phe Thr Leu Leu Thr Lys Arg Leu Pro Tyr Cys Arg Gly Asn Phe He 
165 170 175 



aat ttc aag gtc aat get att tat ggt ctg atg gtt get etc ctg att 
Asn Phe Lys Val Asn Ala He Tyr Gly Leu Met Val Ala Leu Leu He 
195 200 205 

ggt gtg ttt gat ate tgc tgt ate tct gta tet tae act atg att ttg 
Gly Val Phe Asp He Cys Cys He Ser Val Ser Tyr Thr Met He Leu 
210 215 220 

eag get gtt atg age ctg tea tea gca gat get cgt cac aaa gcc ttc 
Gin Ala Val Met Ser Leu Ser Ser Ala Asp Ala Arg His Lys Ala Phe 



48 



96 



<400> 383 

atg tet ggg gae aac age tec age ctg acc eea gga ttc ttt ate ttg 
Met Ser Gly Asp Asn Ser Ser Ser Leu Thr Pro Gly Phe Phe He Leu 
1 5 10 15 

aat ggc gtt cct ggg ctg gaa gcc aca cac ate tgg ate tec ctg cca 
Asn Gly Val Pro Gly Leu Glu Ala Thr His He Trp He Ser Leu Pro 
20 25 30 

ttc tgc ttt atg tae ate att get gtc gtg ggg aac tgt ggg etc ate 144 
Phe Cys Phe Met Tyr He He Ala Val Val Gly Asn Cys Gly Leu He 
35 40 45 

tgc etc ate age eat gag gag gee etg cac egg ece atg tac tac ttc 192 
Cys Leu He Ser His Glu Glu Ala Leu His Arg Pro Met Tyr Tyr Phe 
50 55 60 

ctg gee ctg etc tec ttc act gat gtc acc ttg tgc acc acc atg gta 240 
Leu Ala Leu Leu Ser Phe Thr Asp Val Thr Leu Cys Thr Thr Met Val 
65 70 75 80 

cct aat atg ctg tgc ata ttc tgg ttc aac etc aag gag att gae ttt 
Pro Asn Met Leu Cys He Phe Trp Phe Asn Leu Lys Glu He Asp Phe 
85 90 95 



288 



aac gcc tgc ctg gcc cag atg ttt ttt gtc cat atg ctg aca ggg atg 336 
Asn Ala Cys Leu Ala Gin Met Phe Phe Val His Met Leu Thr Gly Met 
100 105 110 

gag tet ggg gtg etc atg etc atg gee ctg gae cgc tat gtg gcc ate 384 
Glu Ser Gly Val Leu Met Leu Met Ala Leu Asp Arg Tyr Val Ala He 
115 120 125 



432 



480 



528 



cee cac ace tae tgt gae eat atg tct gtg gcc aag gta tec tgt ggc 576 
Pro His Thr Tyr Cys Asp His Met Ser Val Ala Lys Val Ser Cys Gly 
. 180 185 190 



624 



672 



720 
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225 230 235 240 

age acc tgc aca tct cac atg tgt tec att gtg ate aec tat gtt get 768 
Ser Thr Cys Thr Ser His Met Cys Ser lie Val He Thr Tyx Val Ala 
245 250 255 

get ttt ttc act ttt ttc act cat cgt ttt gta gga cac aat ate cca 816 
Ala Phe Phe Thr Phe Phe Thr His Arg Phe Val Gly His Asn He Pro 
260 265 270 

aac cac ata cac ate ate gtg gee aac ctt tat etg eta ctg cct cet 864 
Asn His He His He He Val Ala Asn Leu Tyr Leu Leu Leu Pro Pro 
275 280 285 

acc atg aac cca att gtt tat gga gtc aag acc aag cag att cag gaa 912 
Thr Met TVsn Pro He Val Tyr Gly Val Lys Thr Lys Gin He Gin Glu 
290 295 300 

ggt gta att aaa ttt tta ctt gga gae aag gtt agt ttt acc tat gac 960 
Gly Val He Lys Phe Leu Leu Gly Asp Lys Val Ser Phe Thr Tyr Asp 
305 310 315 320 

aaa tga 966 
Lys 



<210> 384 

<211> 321 

<212> PRT 

<213> Homo Sapiens 

<400> 384 

Met Ser Gly Asp Asn Ser Ser Ser Leu Thr Pro Gly Phe Phe He Leu 
15 10 15 



Asn Gly Val Pro Gly Leu Glu Ala Thr His He Trp He Ser Leu Pro 
20 25 30 



Phe Cys Phe Met Tyr He He Ala Val Val Gly Asn Cys Gly Leu He 
35 40 45 



Cys Leu He Ser His Glu Glu Ala Leu His Arg Pro Met Tyr Tyr Phe 
50 55 60 



Leu Ala Leu Leu Ser Phe Thr Asp Val Thr Leu Cys Thr Thr Met Val 
65 70 75 80 



Pro Asn Met Leu Cys He Phe Trp Phe Asn Leu Lys Glu He Asp Phe 
85 90 95 



Asn Ala Cys Leu Ala Gin Met Phe Phe Val His Met Leu Thr Gly Met 
100 105 110 
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Glu Ser Gly Val Leu Met Leu Met Ala Leu Asp Arg Tyr Val Ala He 
115 120 125 



Cys Tyr Pro Leu Arg Tyr Ala Thr lie Leu Thr Asn Pro Val He Ala 
130 135 140 



Lys Ala Gly Leu Ala Thr Phe Leu Arg Asn Val Met Leu He He Pro 
145 150 155 160 



Phe Thr Leu Leu Thr Lys Arg Leu Pro Tyr Cys Arg Gly Asn Phe He 
165 170 175 



Pro His Thr Tyr Cys Asp His Met Ser Val Ala Lys Val Ser Cys Gly 
180 185 190 



Asn Phe Lys Val Asn Ala He Tyr Gly Leu Met Val Ala Leu Leu He 
195 200 205 



Gly Val Phe Asp He Cys Cys He Ser Val Ser Tyr Thr Met He Leu 
210 215 220 



Gin Ala Val Met Ser Leu Ser Ser Ala Asp Ala Arg His Lys Ala Phe 
225 230 235 ' 240 



Ser Thr Cys Thr Ser His Met Cys Ser He Val He Thr Tyr Val Ala 
245 250 255 



Ala Phe Phe Thr Phe Phe Thr His Arg Phe Val Gly His Asn He Pro 
260 265 270 



Asn His He His He He Val Ala Asn Leu Tyr Leu Leu Leu Pro Pro 
275 280 285 



Thr Met Asn Pro He Val Tyr Gly Val Lys Thr Lys Gin He Gin Glu 
290 295 300 



Gly Val He Lys Phe Leu Leu Gly Asp Lys Val Ser Phe Thr Tyr Asp 
305 310 315 320 



Lys 



<210> 385 

<211> 984 

<212> DNA 

<213> Homo Sapiens 
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<220> 

<221> CDS 

<222> (1)..(981) 

<223> 



<400> 385 

atg ctt cat acc aac aat aca cag ttt cac cct tec ace ttc etc gta 48 

Met Leu His Thr Asn Asn Thr Gin Phe His Pro Ser Thr Phe Leu Val 
1 5 10 15 

gtg ggg gtc cca ggg ctg gaa gat gtg cat gta tgg att ggc ttc ccc 96 
Val Gly Val Pro Gly Leu Glu Asp Val His Val Trp He Gly Phe Pro 
20 25 30 

ttc ttt gcg gtg tat eta aca gee ctt eta ggg aac ate att ate ctg 144 
Phe Phe Ala Val Tyr Leu Thr Ala Leu Leu Gly Asn He He' He Leu 
35 40 45 

ttt gtg ata cag act gaa cag age etc cac eaa ccc atg ttt tac ttc 192 
Phe Val He Gin Thr Glu Gin Ser Leu His Gin Pro Met Phe Tyr Phe 
50 55 60 

eta gcc atg ttg gcc ggc act gat ctg ggc ttg tet aca gca acc ate 240 
Leu Ala Met Leu Ala Gly Thr Asp Leu Gly Leu Ser Thr Ala Thr lie 
65 70 75 80 

ccc aag atg ctg gga att ttc tgg ttt aat ctt gga gag att, gca ttt 288 
Pro Lys Met Leu Gly He Phe Trp Phe Asn Leu Gly Glu He' Ala Phe 
85 90 95 

ggt gcc tgc ate aca cag atg tat acc att cat ata tgc act ggc ctg 336 
Gly Ala Cys He Thr Gin Met Tyr Thr He His He Cys Thr Gly Leu 
100 105 110 

gag tct gtg gta ctg aca gtc acg ggc ata gat ege tat att gcc ate 384 
Glu Ser Val Val Leu Thr Val Thr Gly He Asp Arg Tyr He Ala He 
115 120 125 

tgc aac ccc ctg aga tat age atg ate ctt acc aac aag gta ata gee 432 
Cys Asn Pro Leu Arg Tyr Ser Met He Leu Thr Asn Lys Val He Ala 
130 135 140 

att ctg ggc ata gtc ate att gte agg act ttg gta ttt gtg act cca 480 
He Leu Gly He Val He He Val Arg Thr Leu Val Phe Val Thr Pro 
145 150 155 160 

ttc aca ttt etc acc ctg aga ttg cct ttc tgt ggt gtc egg att ate 528 
Phe Thr Phe Leu Thr Leu Arg Leu Pro Phe Cys Gly Val Arg He He 
165 170 175 

cct cat acc tat tgt gaa cac atg ggc ttg gca aag tta get tgt gee 576 
Pro His Thr Tyr Cys Glu His Met Gly Leu Ala Lys Leu Ala Cys Ala 
180 185 190 

agt att aat gtt ata tat gga ttg att gcc ttc tea gtg gga tac att 624 
Ser He Asn Val He Tyr Gly Leu He Ala Phe Ser Val Gly Tyr He 
195 200 205 

gae att tct gtg att gga ttt tec tat gte cag ate etc ega get gte 672 
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Asp lie Ser Val lie Gly Phe Ser Tyr Val Gin lie Leu Arg Ala Val 
210 215 220 

ttc cat etc cca gcc tgg gat gcc egg ctt aag gca etc age aca tgt 720 
Phe His Leu Pro Ala Trp Asp Ala Arg Leu Lys Ala Leu Ser Thr Cys 
225 230 235 240 



ggc tet cac gtc tgt gtt atg ttg get ttc tac ctg cca gcc etc ttt 
Gly Ser His Val Cys Val Met Leu Ala Phe Tyr Leu Pro Ala Leu Phe 
245 250 255 



att ctt ctg gcc aat ctg tat gtg gtt ttt ccc cct get ctt aac tet 
lie Leu Leu Ala Asn Leu Tyr Val Val Phe Pro Pro Ala Leu Asn Ser 
275 280 285 

gtt ate tat ggg gtc aaa aca aaa cag ata ega gag cag gta ctt agg 
Val lie Tyr Gly Val Lys Thr Lys Gin lie Arg Glu Gin Val Leu Arg 
290 295 300 

ata etc aac cct aaa age ttt tgg cat ttt gac ccc aag agg ate ttc 
He Leu Asn Pro Lys Ser Phe Trp His Phe Asp Pro Lys Arg He Phe 
305 310 315 320 

cac aac aat tea gtt aga caa taa 
His Asn Asn Ser Val Arg Gin 
325 



<210> 386 

<211> 327 

<212> PRT 

<213> Homo Sapiens 

<400> 386 

Met Leu His Thr Asn Asn Thr Gin Phe His Pro Ser Thr Phe Leu Val 
15 10 15 

Val Gly Val Pro Gly Leu Glu Asp Val His Val Trp He Gly Phe Pro 
20 25 30 



Phe Phe Ala Val Tyr Leu Thr Ala Leu Leu Gly Asn He He He Leu 
35 40 45 



Phe Val He Gin Thr Glu Gin Ser Leu His Gin Pro Met Phe Tyr Phe 
50 55 60 

Leu Ala Met Leu Ala Gly Thr Asp Leu Gly Leu Ser Thr Ala Thr He 
65 70 75 80 

Pro Lys Met Leu Gly He Phe Trp Phe Asn Leu Gly Glu He Ala Phe 
85 90 95 



576 



768 



tec ttc atg aca cac egc ttt ggc cac aac ate cct eat tac ate cac 816 
Ser Phe Met Thr His Arg Phe Gly His Asn He Pro His Tyr He His 
260 265 270 



864 



912 



960 



984. 
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Gly Ala Cys lie Thr Gin Met Tyr Thr He His He Cys Thr Gly Leu 
100 105 110 

Glu Ser Val Val Leu Thr Val Thr Gly He Asp Arg Tyr He Ala He 
115 120 125 

Cys Asn Pro Leu Arg Tyr Ser Met He Leu Thr Asn Lys Val He Ala 
"0 135 140 

He Leu Gly He Val He He Val Arg Thr Leu Val Phe Val Thr Pro 

150 155 160 

Phe Thr Phe Leu Thr Leu Arg Leu Pro Phe Cys Gly Val Arg He He 
165 170 175 

Pro His Thr Tyr Cys Glu His Met Gly Leu Ala Lys Leu Ala Cys Ala 
180 185 190 

Ser He Asn Val He Tyr Gly Leu He Ala Phe Ser Val Gly Tyr He 
155 200 205 

Asp He Ser Val He Gly Phe Ser Tyr Val Gin He Leu Arg Ala Val 
210 215 220 

Phe His Leu Pro Ala Trp Asp Ala Arg Leu Lys Ala Leu Ser Thr Cys 
225 230 235 240 

Gly Ser His Val Cys Val Met Leu Ala Phe Tyr Leu Pro Ala Leu Phe 
245 250 255 

Ser Phe Met Thr His Arg Phe Gly His Asn He Pro His Tyr He His 
260 265 270 

He Leu Leu Ala Asn Leu Tyr Val Val Phe Pro Pro Ala Leu Asn Ser 
275 280 285 

Val He Tyr Gly Val Lys Thr Lys Gin He Arg Glu Gin Val Leu Ara 
290 295 300 

He Leu Asn Pro Lys Ser Phe Trp His Phe Asp Pro Lys Arg He Phe 
305 310 315 320 

His Asn Asn Ser Val Arg Gin 
325 
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<210> 387 

<211> 963 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (960) 

<223> 



<400> 387 

atg tea ttt eta aat ggc acc age eta act cca get tea tte ate eta 48 
Met Ser Phe Leu Asn Gly Thr Ser Leu Thr Pro Ala Ser Phe He Leu 
1 5 10 15 

aat ggc ate cct ggt ttg gaa gat gtg cat ttg tgg ate tee ttc cca 96 
Asn Gly He Pro Gly Leu Glu Asp Val His Leu Trp He Ser, Phe Pro . . 

20 25 30 

ctg tgt ace atg tac age att get att aca ggg aac ttc ggc ctt atg 144 
Leu Cys Thr Met Tyr Ser He Ala He Thr Gly Asn Phe Gly Leu Met 
35 40 45 



tac etc ate tac tgt gat gag gcc tta cac aga cct atg tat gte ttc 
Tyr Leu He Tyr Cys Asp Glu Ala Leu His Arg Pro Met Tyr Val Phe 
50 55 60 

ctt gee ctt ctt tec ttc aca gat gtg etc atg tgc ace age ace ctt 
Leu Ala Leu Leu Ser Phe Thr Asp Val Leu Met Cys Thr Ser Thr Leu 

70 75 80 



65 



192 



240 



288 



cce aac act etc ttc ata ttg tgg ttt aat etc aag gag att gat ttt 
Pro Asn Thr Leu Phe He Leu Trp Phe Asn Leu Lys Glu He Asp Phe 
85 90 95 

aaa gcc tgc etc gcc cag atg ttc ttt gtg cac ace ttc aca ggg atg 336 
Lys Ala Cys Leu Ala Gin Met Phe Phe Val His Thr Phe Thr Gly Met 
100 105 110 

gag tct ggg gtg etc atg etc atg gee ctg gae cac tgt gtg gcc ate 384 
Glu Ser Gly Val Leu Met Leu Met Ala Leu Asp His Cys Val Ala He 
115 120 125 

tgc ttc cct ctg cgt tat gee ace ate etc act aat tea gte att get 432 
Cys Phe Pro Leu Arg Tyr Ala Thr He Leu Thr Asn Ser Val He Ala 
130 135 140 

aaa get ggg ttc etc act ttt ctt agg ggt gtg atg ctt gtt ate cct 4 80 

Lys Ala Gly Phe Leu Thr Phe Leu Arg Gly Val Met Leu Val He Pro 
145 150 155 160 

tec act ttc etc ace aag cgc ctt cca tac tgc aag ggc aac gte ata 528 
Ser Thr Phe Leu Thr Lys Arg Leu Pro Tyr Cys Lys Gly Asn Val He 
165 170 175 

cce cac acc tac tgt gae cac atg tct gtg gee aag ata tct tgt ggt 576 
Pro His Thr Tyr Cys Asp His Met Ser Val Ala Lys He Ser Cys Gly 
180 185 190 
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aat gtc agg gtt aac gcc ate tat ggt ttg ata gtt gcc ctg ctg att 624 
Asn Val Arg Val Asn Ala lie Tyr Gly Leu He Val Ala Leu Leu He 
195 200 205 

ggg ggc ttt gat ate etg tgc att aca ate tec tac aet atg att ctt 672 
Gly Gly Phe Asp He Leu Cys He Thr He Ser Tyr Thr Met He Leu 
210 215 220 

caa gca gtt gtg agt eta tea tea gea gat get cga eag aag gee tte 720 
Gin Ala Val Val Ser Leu Ser Ser Ala Asp Ala Arg Gin Lys Ala Phe 
225 230 235 240 

age ace tgc act gcc cac tte tgt gcc ata gtc etc ace tat gtt cca 768 
Ser Thr Cys Thr Ala His Phe Cys Ala He Val Leu Thr Tyr Val Pro 
245 250 255 

gcc tte ttt ace tte ttt aca eae eat ttt ggg gga cac ace att ect 816 
Ala Phe Phe Thr Phe Phe Thr His His Phe Gly Gly His Thr' He Pro 
260 265 270 

eta eae ata cat att att atg get aat etc tac eta eta atg eet ccc 864- 
Leu His He His lie He Met Ala Asn Leu Tyr Leu Leu Met Pro Pro 
275 280 285 

aca atg aac cct att gtg tat ggg gtg aaa acc agg eag gta cga gaa 912 
Thr Met Asn Pro He Val Tyr Gly Val Lys Thr Arg Gin Val Arg Glu 
290 295 300 

agt gtc att agg tte ttt ett aag gga aag gae aat tct cat aac ttt 960 
Ser Val He Arg Phe Phe Leu Lys Gly Lys Asp Asn Ser His' Asn Phe 
305 310 315 320 

taa 963 

<210> 388 

<211> 320 

<212> PRT 

<213> Homo Sapiens 

<400> 388 

Met Ser Phe Leu Asn Gly Thr Ser Leu Thr Pro Ala Ser Phe He Leu 
15 10 15 

Asn Gly He Pro Gly Leu Glu Asp Val His Leu Trp He Ser Phe Pro 
20 25 30 

Leu Cys Thr Met Tyr Ser He Ala He Thr Gly Asn Phe Gly Leu Met 
35 40 45 

Tyr Leu He Tyr Cys Asp Glu Ala Leu His Arg Pro Met Tyr Val Phe 
50 55 60 

Leu Ala Leu Leu Ser Phe Thr Asp Val Leu Met Cys Thr Ser Thr Leu 
65 70 75 80 
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Pro Asn Thr Leu Phe lie Leu Trp Phe Asn Leu Lys Glu lie Asp Phe 
85 90 9S 



Lys Ala Cys Leu Ala Gin Met Phe Phe Val His Thr Phe Thr Gly Met 
100 105 110 



Glu Ser Gly Val Leu Met Leu Met Ala Leu Asp His Cys Val Ala lie 
lis 120 125 

Cys Phe Pro Leu Arg Tyr Ala Thr He Leu Thr Asn Ser Val He Ala 
130 135 140 

Lys Ala Gly Phe Leu Thr Phe Leu Arg Gly Val Met Leu Val He Pro 
145 150 155 160 

Ser Thr Phe Leu Thr Lys Arg Leu Pro Tyr Cys Lys Gly Asn- Val He 
165 170 175 



Pro His Thr Tyr Cys Asp His Met Ser Val. Ala Lys He Ser- Cys Gly 
180 185 190 

Asn Val Arg Val Asn Ala He Tyr Gly Leu He Val Ala Leu Leu He 
195 200 205 

Gly Gly Phe Asp He Leu Cys He Thr He Ser Tyr Thr Met He Leu 
210 215 220 

Gin Ala Val Val Ser Leu Ser Ser Ala Asp Ala Arg Gin Lys Ala Phe 
225 230 235 240 

Ser Thr Cys Thr Ala His Phe Cys Ala He Val Leu Thr Tyr Val Pro 
245 250 255 



Ala Phe Phe Thr Phe Phe Thr His His Phe Gly Gly His Thr He Pro 
260 265 270 



Leu His He His He He Met Ala Asn Leu Tyr Leu Leu Met Pro Pro 
275 280 285 



Thr Met Asn Pro He Val Tyr Gly Val Lys Thr Arg Gin Val Arg Glu 
290 295 300 

Ser Val He Arg Phe Phe Leu Lys Gly Lys Asp Asn Ser His Asn Phe 
305 310 315 320 
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<210> 389 

<211> 948 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (945) 

<223> 



<400> 389 

atg aca aca cac cga aat gae acc etc tec act gaa get tea gae ttc 48 
Met Thr Thr His Arg Asn Asp Thr Leu Ser Thr Glu Ala Ser Asp Phe 
15 10 15 



etc ttg aat tgt ttt gtc aga tec ccc age tgg cag cac tgg ctg tec 
Leu Leu Asn Cys Phe Val Arg Ser Pro Ser Trp Gin His Trp Leu Ser 
20 25 30 



96 



ctg ccc etc age etc ctt ttc etc ttg gcc gta ggg gee aac acc aec 144 
Leu Pro Leu Ser Leu Leu Phe Leu Leu Ala Val Gly Ala Asn Thr Thr 
35 40 45 

etc ctg atg acc ate tgg ctg gag gcc tct ctg cac cag ccc ctg tac 192 
Leu Leu Met Thr He Trp Leu Glu Ala Ser Leu His Gin Pro Leu Tyr 
50 55 60 

tac ctg etc age etc etc tee ctg ctg gae ate gtg etc tgc etc act 240 
Tyr Leu Leu Ser Leu Leu Ser Leu Leu Asp He Val Leu Cys 'Leu Thr 
65 70 75 80 

gtc ate ccc aag gtc ctg ace ate ttc tgg ttt gae etc agg cee ate 288 
Val He Pro Lys Val Leu Thr He Phe Trp Phe Asp Leu Arg Pro He 
85 90 95 

age ttc cet gcc tgc ttc etc cag atg tac ate atg aat tgt ttc eta 336 
Ser Phe Pro Ala Cys Phe Leu Gin Met Tyr He Met Asn Cys Phe Leu 
100 105 110 

gcc atg gag tet tgc aca ttc atg gtc atg gcc tat gat egt tat gta 3 84 

Ala Met Glu Ser Cys Thr Phe Met Val Met Ala Tyr Asp Arg Tyr Val 
115 120 125 

gcc ate tgc cac eca ctg aga tat cea tea ate ate act gat cac ttt 432 
Ala He Cys His Pro Leu Arg Tyr Pro Ser He He Thr Asp His Phe 
130 135 140 

gta gtc aag get gcc atg ttt att ttg acc aga aat gtg ctt atg act 480 
Val Val Lys Ala Ala Met Phe He Leu Thr Arg Asn Val Leu Met Thr 
145 150 , 155 160 

ctg ccc ate ccc ate ctt tea gea caa etc egt tat tgt gga aga aat 528 
Leu Pro lie Pro ^He Leu Ser Ala Gin Leu Arg Tyr Cys Gly Arg Asn 
165 170 175 

gtc att gag aac tgc ate tgt gee aat atg tct gtt tee aga etc tec 576 
Val He Glu Asn Cys He Cys Ala Asn Met Ser Val Ser Arg Leu Ser 
180 185 190 

tgc gat gat gtc acc ate aat cac ctt tac caa ttt get gga ggc tgg 624 
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Cys Asp Asp Val Thr lie Asn His Leu Tyr Gin Phe Ala Gly Gly Trp 
195 200 205 

act ctg eta gga tct gac etc ate ett ate ttc etc tee tac acc ttc 
Thr Leu Leu Gly Ser Asp Leu He Leu lie Phe Leu Ser Tyr Thr Phe 
210 215 220 

att ctg cga get gtg ctg aga etc aag gca gag ggt gee gtg gca aag 
He Leu Arg Ala Val Leu Arg Leu Lys Ala Glu Gly Ala Val Ala Lys 
225 230 235 240 

gee eta age aca tgt ggc tec cac ttc atg etc ate etc ttc ttc age 
Ala Leu Ser Thr Cys Gly Ser His Phe Met Leu He Leu Phe Phe Ser 
245 250 255 



tee cet gat gtg eca gtc ttg etc aat gtt etc eae cat gte att cet 
Ser Pro Asp Val Pro Val Leu Leu Asn Val Leu His His Val He Pro 
1 275 280 285 

gca gee ett aac ecc ate att tac ggg gtg aga acc caa gaa att aag 
Ala Ala Leu Asn Pro He He Tyr Gly Val Arg Thr Gin Glu He Lys 
290 295 300 

cag gga atg cag agg ttg ttg aag aaa ggg tge taa 
Gin Gly Met Gin Arg Leu Leu Lys Lys Gly Cys 
305 310 315 



<210> 390 

<211> 315 

<212> PRT 

<213> Homo Sapiens 

<400> 390 

Met Thr Thr His Arg Asn Asp Thr Leu Ser Thr Glu Ala Ser Asp Phe 
15 10 15 



Leu Leu Asn Cys Phe Val Arg Ser Pro Ser Trp Gin His Trp Leu Ser 
20 25 30 



Leu Pro Leu Ser Leu Leu Phe Leu Leu Ala Val Gly Ala Asn Thr Thr 
35 40 45 



Leu Leu Met Thr He Trp Leu Glu Ala Ser Leu His Gin Pro Leu Tyr 
50 55 60 



Tyr Leu Leu Ser Leu Leu Ser Leu Leu Asp He Val Leu Cys Leu Thr 
65 70 75 80 



Val He Pro Lys Val Leu Thr He Phe Tip Phe Asp Leu Arg Pro He 
85 SO 95 



582 



672 



720 



768 



acc ate ett ctg gtt ttt gte etc aca eat gtg get aag aag aaa gtc 816 
Thr He Leu Leu Val Phe Val Leu Thr His Val Ala Lys Lys Lys Val 
260 265 270 



864 



912 



948 
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Ser Phe Pro Ala Cys Phe Leu Gin Met Tyx lie Met Asn Cys Phe Leu 
100 105 110 



Ala Met Glu Ser Cys Thr Phe Met Val Met Ala Tyr Asp Arg Tyr Val 
115 ^ 120 125 



Ala lie Cys His Pro Leu Arg Tyr Pro Ser lie lie Thr Asp His Phe 
130 135 140 



Val Val Lys Ala Ala Met Phe lie Leu Thr Arg Asn Val Leu Met Thr 
145 150 155 160 



Leu Pro He Pro He Leu Ser Ala Gin Leu Arg Tyr Cys Gly Arg Asn 
165 170 175 



Val He Glu Asn Cys He Cys Ala Asn Met Ser Val Ser Arg Leu Ser 
180 185 190 



Cys Asp Asp Val Thr He Asn His Leu Tyr Gin Phe Ala Gly Gly Trp 
195 200 205 



Thr Leu Leu Gly Ser Asp Leu He Leu He Phe Leu Ser Tyr Thr Phe 
210 215 220 



He Leu Arg Ala Val Leu Arg Leu Lys Ala Glu Gly Ala Val Ala Lys 
225 230 235 240 



Ala Leu Ser Thr Cys Gly Ser His Phe Met Leu He Leu Phe Phe Ser 
245 250 255 



Thr He Leu Leu Val Phe Val Leu Thr His Val Ala Lys Lys Lys Val 
260 265 270 



Ser Pro Asp Val Pro Val Leu Leu Asn Val Leu His His Val He Pro 
275 280 285 



Ala Ala Leu Asn Pro He He Tyr Gly Val Arg Thr Gin Glu He Lys 
290 295 300 



Gin Gly Met Gin Arg Leu Leu Lys Lys Gly Cys 
305 310 315 



<210> 391 
<211> 942 
<212> DNA 



583 
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<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (939) 

<223> 



<400> 391 

atg cct ata get aac gac acc cag ttc cat act tct tea ttc eta ctg 
Met Pro lie Ala Asn Asp Thr Gin Phe His Thr Ser Ser Phe Leu Leu 
15 10 15 

ctg ggt ate eca ggg eta gaa gat gtg cac ate tgg att gga ttc cct 
Leu Gly lie Pro Gly Leu Glu Asp Val His lie Trp lie Gly Phe Pro 
20 25 30 

ttt ttc tct gtg tat ett att gca etc ctg gga aat get get ate ttc 
Phe Phe Ser Val Tyr Leu He Ala Leu Leu Gly Asn Ala Ala, He Phe 
35 40 45 

ttt gtg ate caa act gag cag agt etc cat gag ccc atg tac tac tgc 
Phe Val He Gin Thr Glu Gin Ser Leu His Glu Pro Met Tyr Tyr Cys 
50 55 60 

ctg gee atg ttg gat tec att gac ctg age ttg tct acg gee acc att 
Leu Ala Met Leu Asp Ser He Asp Leu Ser Leu Ser Thr Ala Thr He 
65 70 75 80 

ccc aaa atg ctg ggc ate ttc tgg ttc aat ate aag gaa ata tct ttt 
Pro Lys Met Leu Gly He Phe Trp Phe Asn He Lys Glu He. Ser Phe 
85 90 95 



48 



96 



144 



192 



240 



288 



gga ggc tac ett tct cag atg ttc ttc ate eat ttc ttc act gtc atg 336 
Gly Gly Tyr Leu Ser Gin Met Phe Phe He His Phe Phe Thr Val Met 
100 105 110 

gag age ate gta ttg gtg gee atg gee ttt gac cgc tac att gee att 384. 
Glu Ser He Val Leu Val Ala Met Ala Phe Asp Arg Tyr He Ala He 
115 120 125 

tgc aaa cct ett tgg tac acc atg ate etc acc age aaa ate ate age 432 
Cys Lys Pro Leu Trp Tyr Thr Met He Leu Thr Ser Lys He He Ser 
130 135 140 

etc att gca ggc att get gtc ctg agg age ttg tac atg gtc att cca 480 
Leu He Ala Gly He Ala Val Leu Arg Ser Leu Tyr Met Val He Pro 
145 150 155 160 

ctg gtg ttt etc etc tta agg ttg ccc ttc tgt gga eat cgt ate ate 528 
Leu Val Phe Leu Leu Leu Arg Leu Pro Phe Cys Gly His Arg He He 
165 170 175 

cct cat act tac tgt gag cac atg ggc att gee cgt ctg gee tgt gee 576 
Pro His Thr Tyr Cys Glu His Met Gly He Ala Arg Leu Ala Cys Ala 
180 185 190 



age ate aaa gtc aac att atg ttt ggt ett ggc agt att tct etc ttg 
Ser He Lys Val Asn He Met Phe Gly Leu Gly Ser He Ser Leu Leu 
195 200 205 



624 
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tta ttg gat gtg etc ctt att att etc tec cat ate agg ate etc tat 672 
Leu lieu Asp Val Leu Leu lie He Leu Ser His He Arg He Leu Tyr 
210 215 220 

get gtc ttc tgc ctg ccc tec tgg gaa get ega etc aaa get etc aac 720 
Ala Val Phe Cys Leu Pro Ser Trp Glu Ala Arg Leu Lys Ala Leu Asn 
225 230 235 240 

ace tgt gge tet cac att ggt gtt ate tta gee ttt tct aea eea gea 768 
Thr Cys Gly Ser His He Gly Val He Leu Ala Phe Ser Thr Pro Ala 
245 250 255 



ttt ttc tct ttc ttt aca cac tgc ttt gge cat gat att ccc caa tat 
Phe Phe Ser Phe Phe Thr His Cys Phe Gly His Asp He Pro Gin Tyr 
260 265 270 



816 



ate cac att ttc ttg get aat eta tat gtg gtt gtt eet eec aec etc 864 
He His He Phe Leu Ala Asn Leu Tyr Val Val Val Pro Pro Thr Leu 
275 280 285 

aat eet gta ate tat ggg gtc aga ace aaa cat att agg gag aca gtg 912 
Asn Pro Val He Tyr Gly Val Arg Thr Lys His He Arg Glu Thr Val 
290 295 300 

ctg agg att ttc ttc aag aca gat cac taa * 942 

Leu Arg He Phe Phe Lys Thr Asp His 
305 310 

<210> 392 ' 

<211> 313 

<212> PRT 

<213> Homo Sapiens 

<400> 392 

Met Pro He Ala Asn Asp Thr Gin Phe His Thr Ser Ser Phe Leu Leu 
15 10 15 

Leu Gly He Pro Gly Leu Glu Asp Val His He Trp He Gly Phe Pro 
20 25 30 

Phe -Phe Ser Val Tyr Leu He Ala Leu Leu Gly Asn Ala Ala He Phe 
35 40 45 

Phe Val He Gin Thr Glu Gin Ser Leu His Glu Pro Met Tyr Tyr Cys 
50 55 60 

Leu Ala Met Leu Asp Ser He Asp Leu Ser Leu Ser Thr Ala Thr He 
65 70 75 80 

Pro Lys Met Leu Gly He Phe Trp Phe Asn He Lys Glu He Ser Phe 
85 90 95 

Gly Gly Tyr Leu Ser Gin Met Phe Phe He His Phe Phe Thr Val Met 

585 
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100 105 110 

Glu Ser He Val Leu Val Ala Met Ala Phe Asp Arg Tyr He Ala He 
115 120 125 

Cys Lys Pro Leu Trp Tyr Thr Met He Leu Thr Ser Lys He He Ser 
130 135 140 

Leu He Ala Gly He Ala Val Leu Arg Ser Leu Tyr Met Val He Pro 
145 150 155 160 

Leu Val Phe Leu Leu Leu Arg Leu Pro Phe Cys Gly His Arg He He 
165 170 175 

Pro His Thr Tyr Cys Glu His Met Gly He Ala Arg Leu Ala Cys Ala 
180 185 190 

Ser He Lys Val Asn He Met Phe Gly Leu Gly Ser He Ser Leu Leu 
195 200 205 

Leu Leu Asp Val Leu Leu He He Leu Ser His He Arg He Leu Tyr 
210 215 220 

Ala Val Phe Cys Leu Pro Ser Trp Glu Ala Arg Leu Lys Ala Leu Asn 
225 230 235 240 

Thr Cys Gly Ser His He Gly Val He Leu Ala Phe Ser Thr Pro Ala 
245 250 255 

Phe Phe Ser Phe Phe Thr His Cys Phe Gly His Asp He Pro Gin Tyr 
260 265 270 

He His He Phe Leu Ala Asn Leu Tyr Val Val Val Pro Pro Thr Leu 
275 280 285 

Asn Pro Val He Tyr Gly Val Arg Thr Lys His He Arg Glu Thr Val 
290 295 300 

Leu Arg He Phe Phe Lys Thr Asp His 
305 310 



<210> 393 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 



586 
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<221> CDS 

<222> (1)..(936) 

<223> 



<400> 393 

atg. cct tct ate aat gac acc cac ttc tat ccc ccc ttc ttc etc ctg 4 8 

Met Pro Ser lie Asn Asp Thr His Phe Tyr Pro Pro Phe Phe Leu Leu 

15 10 15 

eta gga ata cea gga ctg gac act tta cat ate tgg att tct ttc eca 96 
Leu Gly lie Pro Gly Leu Asp Thr Leu His lie Trp lie Ser Phe Pro 
20 25 30 

ttc tgt att gtg tac ctg att gee att gtg ggg aat atg acc att etc 144 
Phe Cys lie Val Tyr Leu lie Ala lie Val Gly Asn Met Thr lie Leu 
35 40 45 

ttt gtg ate aaa act gaa cat agt eta cac cag ccc atg ttc tac ttc 192 
Phe Val lie Lys Thr Glu His Ser Leu His Gin Pro Met Phe Tyr Phe 
50 55 60 

ctg gee atg ttg tct atg att gat ctg ggt ctg tec aca tee act ate 240- 
Leu Ala Met Leu Ser Met He Asp Leu Gly Leu Ser Thr Ser Thr He 
65 70 75 80 

ccc aaa atg eta gga ate ttc tgg ttc aac etc caa gag ate age ttt 288 
Pro Lys Met Leu Gly He Phe Trp Phe Asn Leu Gin Glu He Ser Phe 
85 90 95 

ggg gga tge ctt ett cag atg ttc ttt att cac atg ttt aca ggc atg 33 6 

Gly Gly Cys Leu Leu Gin Met Phe Phe He His Met Phe Thr Gly Met 
100 105 110 

gag act gtt ctg ttg gtg gtc atg get tat gac egc ttt gtt gee ate 384 
Glu Thr Val Leu Leu Val Val Met Ala Tyr Asp Arg Phe Val Ala He 
115 120 125 

tge aac cct etc cag tac acc atg ate etc acc aat aaa acc ate agt 432 
Cys Asn Pro Leu Gin Tyr Thr Met He Leu Thr Asn Lys Thr He Ser 
130 135 140 

ate eta get tct gtg gtt gtt gga aga aat tta gtt ctt gta ace cea 480 
He Leu Ala Ser Val Val Val Gly Arg Asn Leu Val Leu Val Thr Pro 
145 150 155 160 

ttt gtg ttt etc att ctg egt ctg eca ttc tgt ggg eat aac ate gta 528 
Phe Val Phe Leu He Leu Arg Leu Pro Phe Cys Gly His Asn He Val 
165 170 175 

cct cac aca tac tgt gag cac agg ggt ctg gee ggg ttg gee tgt gca 576 
Pro His Thr Tyr Cys Glu His Arg Gly Leu Ala Gly Leu TQa Cys Ala 
180 185 190 

ccc att aag ate aac ata ate tat ggg etc atg gtg att tct tat att 624 
Pro He Lys He Asn He He Tyr Gly Leu Met Val He Ser Tyr He 
195 200 205 

att gtg gat gtg ate tta att gee tct tec tat gtg ett ate ett aga 672 
He Val Asp Val He Leu He Ala Ser Ser Tyr Val Leu He Leu Arg 
210 215 220 
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get gtt ttt cgc ctt ccc tct caa gat gtc cga eta aag gcc ttc aat 720 
Ala Val Phe Arg Leu Pro Ser Gin Asp Val Arg Leu Lys Ala Phe Asn 
225 230 235 240 

acc tgt ggt tct cat gtc tgt gtt atg ctg tgc ttt tac aca cca gca 
Thr Cys Gly Ser His Val Cys Val Met Leu Cys Phe Tyr Thr Pro Ala 
245 250 255 

ttt ttt tct ttt atg aca cat cgt ttt ggc caa aac att ccc cac tat 
Phe Phe Ser Phe Met Thr His Arg Phe Gly Gin Asn lie Pro His Tyr 
260 265 270 

ate cat att ctt ttg get aac ctg tat gtg gtt gtc cca cct gcc ctt 
lie His lie Leu Leu Ala Asn Leu Tyr Val Val Val Pro Pro Ala Leu 
275 280 285 

aac cct gtc att tat gga gtc agg acc aag eag ate cga gag caa att 912 
Asn Pro Val lie Tyr Gly Val Arg Thr Lys Gin lie Arg Glu- Gin lie 
290 295 300 



gtg aaa ata ttt gta cag aaa gaa taa 
Val T.VS He Phe Val Gin Lys Glu 



305 




<210> 


394 


<211> 


312 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


394 



310 



Met Pro Ser He Asn Asp Thr His Phe Tyr Pro Pro Phe Phe Leu Leu 
15 10 15 



Leu Gly He Pro Gly Leu Asp Thr Leu His He Trp He Ser Phe Pro 
20 25 30 

Phe Cys He Val Tyr Leu He Ala He Val Gly Asn Met Thr He Leu 
35 40 45 

Phe Val He Lys Thr Glu His Ser Leu His Gin Pro Met Phe Tyr Phe 
50 55 60 

Leu Ala Met Leu Ser Met He Asp Leu Gly Leu Ser Thr Ser Thr He 
65 70 75 80 

Pro Lys Met Leu Gly He Phe Trp Phe Asn Leu Gin Glu He Ser Phe 
85 90 95 



Gly Gly cys Leu Leu Gin Met Phe Phe He His Met Phe Thr Gly Met 
100 105 110 



588 



768 



816 



864 



939 
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Glu Thr Val Leu Leu Val Val Met Ala Tyr Asp Arg Phe Val Ala lie 
115 120 125 



Cys Asn Pro Leu Gin Tyr Thr Met He Leu Thr Asn Lys Thr He Ser 
130 135 140 



He Leu Ala Ser Val Val Val Gly Arg Asn Leu Val Leu Val Thr Pro 
145 150 155 160 



Phe Val Phe Leu He Leu Arg Leu Pro Phe Cys Gly His Asn He Val 
165 , 170 175 

Pro His Thr Tyr Cys Glu His Arg Gly Leu Ala Gly Leu Ala Cys Ala 
180 185 190 



Pro He Lys He Asn He He Tyr Gly Leu Met Val He Ser Tyr He 
195 200 205 

He Val Asp Val He Leu He Ala Ser Ser Tyr Val Leu He Leu Arg 
210 215 220 



Ala Val Phe Arg Leu Pro Ser Gin Asp Val Arg Leu Lys Ala Phe Asn 
225 230 235 240 

Thr Cys Gly Ser His Val Cys Val Met Leu Cys Phe Tyr Thr Pro Ala 
245 250 255 

Phe Phe Ser Phe Met Thr His Arg Phe Gly Gin Asn He Pro His Tyr 
260 265 270 

He His He Leu Leu Ala Asn Leu Tyr Val Val Val Pro Pro Ala Leu 
275 280 285 



Asn Pro Val He Tyr Gly Val Arg Thr- Lys Gin He Arg Glu Gin He 
290 295 300 



Val Lys He Phe Val Gin Lys Glu 
305 310 



<210> 395 

<211> 954 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(951) 

<223> 
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<400> 395 

atg gca gga aga atg tct acg tct aat cac acc cag ttc cat cct tct 4 8 

Met Ala Gly Arg Met Ser Thr Ser Asn His Thr Gin Phe His Pro Ser 



1 



5 10 15 



tea ttc eta ctg ctg ggt ate eca ggg eta gaa gat gtg cac att tgg 
Ser Phe Leu Leu Leu Gly lie Pro Gly Leu Glu Asp Val His lie Trp 
20 25 30 

att gga gtc cct ttt ttc ttt. gtg tat ctt gtt gca etc ctg gga aac 
lie Gly Val Pro Phe Phe Phe Val Tyr Leu Val Ala Leu Leu Gly Asn 
35 40 45 



cat cgt ate ate cct cat act tat tgt gag cac atg ggc att gee cgt 
His Arg He He Pro His Thr Tyr Cys Glu His Met Gly He Ala Arg 
180 185 190 



ata tct etc ttg tta ctg gat gtt ate ctt att att etc tec tat gtc 
He Ser Leu Leu Leu Leu Asp Val He Leu He He Leu Ser Tyr Val 
210 215 220 

agg ate ctg tat get gtc ttc tgc ctg ecc tec tgg gaa get cga etc 
Arg He Leu Tyr Ala Val Phe Cys Leu Pro Ser Trp Glu Ala Arg Leu 



96 



144 



act get etc ttg ttt gtg ate cag act gag cag agt etc cat gag cct 192 
Thr Ala Leu Leu Phe Val He Gin Thr Glu Gin Ser Leu His Glu Pro 
50 55 60 



240 



atg tac tac ttc ctg gee atg ttg gat tec att gac ctg ggc ttg tct 
Met Tyr Tyr Phe Leu Ala Met Leu Asp Ser He Asp Leu Gly Leu Ser 
65 70 75 80 

aca gee acc ate ccc aaa atg ttg ggc ate ttc tgg ttc aat acc aaa 
Thr Ala Thr He Pro Lys Met Leu Gly He Phe Trp Phe Asn Thr Lys 
85 90 ' 95 

gaa ata tct ttt gga ggc tgc ctt tct cac atg ttc ttc ate cat ttc 
Glu He Ser Phe Gly Gly Cys Leu Ser His Met Phe Phe He His Phe 
100 105 HO 

ttc act get atg gag age att gtg ttg gtg gee atg gee ttt gac cgc 
Phe Thr Ala Met Glu Ser He Val Leu Val Ala Met Ala Phe Asp Arg 
115 120 125 

tac att gee att tgc aaa cct ctt egg tac ace atg ate etc acc age 
Tyr He Ala He Cys Lys Pro Leu Arg Tyr Thr Met He Leu Thr Ser 
130 135 140 

aaa ate ate age etc att gca ggc att get gtc ctg agg age ctg tac 
Lys He He Ser Leu He Ala Gly He Ala Val Leu Arg Ser Leu Tyr 
145 150 155 160 

atg gtt gtt cca ctg gtg ttt etc ctt ctg agg ctg ccc ttc tgt ggg 528 
Met Val Val Pro Leu Val Phe Leu Leu Leu Arg Leu Pro Phe Cys Gly 
165 170 175 



288 



336 



384 



432 



480 



576 



ctg gee tgt gcc age ate aaa gtc aac att agg ttt ggc ctt ggc aac 624 
Leu Ala Cys Ala Ser He Lys Val Asn He Arg Phe Gly Leu Gly Asn 
195 200 205 



672 



720 



590 
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225 '230 235 240 

aaa get etc aac acc tgt ggt tct cat att ggt gtt ate tta gee ttt 768 
hys Ala Leu Asn Thr Cys Gly Ser His lie Gly Val lie Leu Ala Phe 
245 250 255 

ttt aca oca gca ttt ttt tea ttc ttg aca cat cgt ttt ggc eat aat 816 
Phe Thr Pro Ala Phe Phe Ser Phe Leu Thr His Arg Phe Gly His Asn 
260 265 270 

ate cca cag tat ata eat att ata tta gcc aac ctg tat gtg gtt gtc 864 
lie Pro Gin Tyr lie His lie lie Leu Ala Asn Leu Tyr Val Val Val 
275 280 285 

cca cca gcc etc aat cct gta ate tat gga gtc agg aca aag cag att 912 
Pro Pro Ala Leu Asn Pro Val He Tyr Gly Val Arg Thr Lys Gin He 
290 295 300 

cga gag aga gtg ctg agg att ttt etc aag ace aat cac taa 954 
Arg Glu Arg Val Leu Arg He Phe Leu Lys Thr Asn His 
305 310 315 



<210> 396 

<211> 317 

<212> PRT 

<213> Homo Sapiens 

<400> 396 

Met Ala Gly Arg Met Ser Thr Ser Asn His Thr Gin Phe His Pro Ser 
1 5 .10 15 



Ser Phe Leu Leu Leu Gly He Pro Gly Leu Glu Asp Val His He Trp 
20 25 30 



He Gly Val Pro Phe Phe Phe Val Tyr Leu Val Ala Leu Leu Gly Asn 
35 40 45 



Thr Ala Leu Leu Phe Val He Gin Thr Glu Gin Ser Leu His Glu Pro 
50 55 60 



Met Tyr Tyr Phe Leu Ala Met Leu Asp Ser He Asp Leu Gly Leu Ser 
65 70 75 80 



Thr Ala Thr He Pro Lys Met Leu Gly He Phe Trp Phe Asn Thr Lys 
85 90 95 



Glu He Ser Phe Gly Gly Cys Leu Ser His Met Phe Phe He His Phe 
100 105 110 



Phe Thr Ala Met Glu Ser He Val Leu Val Ala Met Ala Phe Asp Arg 
115 120 125 



591 
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I 



Tyr He Ala He Cys Lys Pro Leu Arg Tyr Thr Met He Leu Thr Ser 
130 135 140 

Lys He He Ser Leu He Ala Gly He Ala Val Leu Arg Ser Leu Tyr 
145 150 155 160 

Met Val Val Pro Leu Val Phe Leu Leu Leu Arg Leu Pro Phe Cys Gly 
165 170 175 

His Arg He He Pro His Thr Tyr Cys Glu His Met Gly He Ala Arg 
180 185 190 

Leu Ala Cys Ala Ser He Lys Val Asn He Arg Phe Gly Leu Gly Asn 
195 200 205 

He Ser Leu Leu Leu Leu Asp Val He Leu He He Leu Ser Tyr Val 
210 215 220 

Arg He Leu Tyr Ala Val Phe Cys Leu Pro Ser Trp Glu Ala Arg Leu 
225 230 235 240 

Lys Ala Leu Asn Thr Cys Gly Ser His He Gly Val He Leu Ala Phe 
245 250 255 

Phe Thr Pro Ala Phe Phe Ser Phe Leu Thr His Arg Phe Gly His Asn 
260 265 270 

He Pro Gin Tyr He His He He Leu Ala Asn Leu Tyr Val Val Val 
275 280 285 

Pro Pro Ala Leu Asn Pro Val He Tyr Gly Val Arg Thr Lys Gin He 
290 295 300 

Arg Glu Arg Val Leu Arg He Phe Leu Lys Thr Asn His 
305 310 315 



<210> 397 

<211> 975 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (972) 

<223> 



<400> 397 



592 
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atg cct eta ttt aat tea tta tgc tgg ttt cca aca att cat gtg act 48 
Met Pro Leu Phe Asn Ser Leu Cys Trp Phe Pro Thr lie His Val Thr 
15 10 15 

cct cca tct ttt att ctt aat gga ata cct ggt ctg gaa aga gta cat 96 
Pro Pro Ser Phe lie Leu Asn Gly He Pro Gly Leu Glu Arg Val His 
20 25 30 

gta tgg ate tee etc cca etc tgc aca atg tac ate ate ttc ctt gtg 144 
Val Trp He Ser Leu Pro Leu Cys Thr Met Tyr He He Phe Leu Val 
35 40 45 



ggg aat ctt ggt ctt gtg tac etc att tat tat gag gag tec tta cat 
Gly Asn Leu Gly Leu Val Tyr Leu He Tyr Tyr Glu Glu Ser Leu His 
50 55 60 



eta gae ege tat gta gcc att tgc tac cct ttg cgt tat get ace aca 
Leu Asp Arg Tyr Val Ala He Cys Tyr Pro Leu Arg Tyr Ala Thr Thr 

T-an -i-air 



130 135 140 



. 192 



cat ccg atg tat ttt ttt ttt ggc cat get etc tec etc att gae etc 240 
His Pro Met Tyr Phe Phe Phe Gly His Ala Leu Ser Leu He Asp Leu 
65 70 75 80 

ctt ace tgc ace ace act eta ecc aat gea etc tgc ate ttc tgg ttc 2 88 

Leu Thr Cys Thr Thr Thr Leu Pro Asn Ala Leu Cys He Phe Trp Phe 
85 90 • 95 

agt etc aaa gaa att aac ttc aat get tgc ttg gee eag atg ttc ttt 336 
Ser Leu Lys Glu He Asn Phe Asn Ala Cys Leu Ala Gin Met Phe Phe 
100 105 110 

gtt cat ggg ttc aca ggt gtg gag tct ggg gtg etc atg etc atg get 384 
Val His Gly Phe Thr Gly Val Glu Ser Gly Val Leu Met Leu Met Ala 
115 120 125 



432 



etc ace aac cct ate att gee aag get gag ctt gcc acc ttc ctg agg 480 
Leu Thr Asn Pro He He Ala Lys Ala Glu Leu Ala Thr Phe Leu Arg 
145 150 155 160 

ggt gta ttg ctg atg att cct ttc cca ttc ttg gtt aag cgt ttg cct 52 8 

Gly Val Leu Leu Met He Pro Phe Pro Phe Leu Val Lys Arg Leu Pro 
165 170 175 

ttc tgc caa age aat att ate tec cat acg tac tgc gae cac atg tct 576 
Phe Cys Gin Ser Asn He He Ser His Thr Tyr Cys Asp His Met Ser 
180 185 190 

gta gta aag eta tct tgt gcc age ate aag gtc aat gta ate tat ggt 624 
Val Val Lys Leu Ser Cys Ala Ser He Lys Val Asn Val He Tyr Gly 
195 200 205 

eta atg gtt get etc ctg att gga gtg ttt gae att tgt tgt ata tct 672 
Leu Met Val Ala Leu Leu He Gly Val Phe Asp He Cys Cys He Ser 
210 215 220 

ttg tct tac act ttg ate etc aag gea gcg ate age etc tct tea tea 720 
Leu Ser Tyr Thr Leu He Leu Lys Ala Ala He Ser Leu Ser Ser Ser 
225 230 235 240 

gat get egg eag aag get ttc age acc tgc act gcc cat ata tct gcc 768 
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Asp Ala Arg Gin Lys Ala Phe Ser Thr Cys Thr Ala His lie Ser Ala 
245 250 255 

ate ate ate acc tat gtt cca gca ttc ttc act ttc ttt gcc cac cgt 816 
lie lie lie Thr Tyr Val Pro Ala Phe Phe Thr Phe Phe Ala His Arg 
260 265 270 



ttt ggg gga cac aca att ccc act tct ctt cac ate att gtg get aat 
Phe Gly Gly His Thr lie Pro Pro Ser Leu His He He Val Ala Asn 
275 280 285 



aag aca aaa eag ata cgc aag agt gtc ata aag ttc ttc cag ggt gat 
Lys Thr Lys Gin He Arg Lys Ser Val He Lys Phe Phe Gin Gly Asp 
305 310 • 315 320 



864 



ctt tat ctt ctt ctt ccc cca act eta aac cct att gtt tat gga gta 912 
Leu Tyr Leu Leu Leu Pro Pro Thr Leu Asn Pro He Val Tyr Gly Val 
290 295 300 



960 



aag ggt gca ggt tga ^75 
Lys Gly Ala Gly 



<210> 398 

<211> 324 

<212> PRT 

<213> Homo Sapiens 

<400> 398 

Met Pro Leu Phe Asn Ser Leu Cys Trp Phe Pro Thr He His Val Thr 
15 10 15 

Pro Pro Ser Phe He Leu Asn Gly He Pro Gly Leu Glu Arg Val His 
20 25 ' » 30 

Val Trp He Ser Leu Pro Leu Cys Thr Met Tyr He He Phe Leu Val 
35 40 45 

Gly Asn Leu Gly Leu Val Tyr Leu He Tyr Tyr Glu Glu Ser Leu His 
50 55 60 



His Pro Met Tyr Phe Phe Phe Gly His Ala Leu Ser Leu He Asp Leu 
65 70 75 80 



Leu Thr Cys Thr Thr Thr Leu Pro Asn Ala Leu Cys He Phe Trp Phe 
85 90 95 

Ser Leu Lys Glu He Asn Phe Asn Ala Cys Leu Ala Gin Met Phe Phe 
100 105 110 

Val His Gly Phe Thr Gly Val Glu Ser Gly Val Leu Met Leu Met Ala 
115 120 125 
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Leu Asp Arg Tyr Val Ala lie Cys Tyr Pro Leu Arg Tyr Ala Thr Thr 
130 135 140 



Leu Thr Asn Pro lie lie Ala Lys Ala Glu Leu Ala Thr Phe Leu Arg 
145 150 155 160 



Gly Val Leu Leu Met He Pro Phe Pro Phe Leu Val Lys Arg Leu Pro 
165 170 175 



Phe Cys Gin Ser Asn He He Ser His Thr Tyr Cys Asp His Met Ser 
180 185 190 



Val Val Lys Leu Ser Cys Ala Ser He Lys Val Asn Val He Tyr Gly 
195 200 205 



Leu Met Val Ala Leu Leu He Gly Val Phe Asp He Cys Cys He Ser 
210 215 220 



Leu Ser Tyr Thr Leu He Leu Lys Ala Ala He Ser Leu Ser Ser Ser 
225 230 235 240 



Asp Ala Arg Gin Lys Ala Phe Ser Thr Cys Thr Ala His He Ser Ala 
245 250 255 



He He He Thr Tyr Val Pro Ala Phe Phe Thr Phe Phe Ala His Arg 
260 265 270 



Phe Gly Gly His Thr He Pro Pro Ser Leu His He He Val Ala Asn 
275 280 285 



Leu Tyr Leu Leu Leu Pro Pro Thr Leu Asn Pro He Val Tyr Gly Val 
290 295 300 



Lys Thr Lys Gin He Arg Lys Ser Val He Lys Phe Phe Gin Gly Asp 
305 310 315 320 



Lys Gly Ala Gly 



<210> 399 

<211> 972 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 
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<222> (1)..{969) 
<223> 



<400> 399 

atg agt cac acc aat gtt acc ate ttc cat cct gca gtt ttt gtc ctt 
Met Ser His Thr Asn Val Thr He Phe His Pro Ala Val Phe Val Leu 
15 10 15 



48 



cct ggc ate cct ggg ttg gag get tat cac att tgg etg tea ata cct 96 
Pro Gly He Pro Gly Leu Glu Ala Tyr His He Trp Leu Ser He Pro 
20 25 30 

ctt tgc etc att tac ate act gca gtc etg gga aac age ate ctg ata 144 
Leu Cys Leu He Tyr He Thr Ala Val Leu Gly Asn Ser He Leu He 
35 40' 45 

gtg gtt att gtc atg gaa egt aae ctt eat gtg ecc atg tat ttc tte 192 
Val Val He Val Met Glu Arg Asn Leu His Val Pro Met Tyr Phe Phe 
50 55 60 

etc tea atg etg gee gtc atg gac ate ctg ctg tct acc ace act gtg 240 
Leu Ser Met Leu Ala Val Met Asp He Leu Leu Ser Thr Thr Thr Val 
65 70 75 80 

ecc aag gee eta gee ate ttt tgg ctt caa gca cat aae att get ttt 288 
Pro Lys Ala Leu Ala He Phe Trp Leu Gin Ala His Asn He Ala Phe 
85 90 95 

gat gee tgt gtc ace caa ggc tte ttt gtc cat atg atg ttt gtg ggg 336 
Asp Ala Cys Val Thr Gin Gly Phe Phe Val His Met Met Phe Val Gly 
100 105 110 

gag tea get ate etg tta gee atg gee ttt gat egc ttt gtg gee att 384 
Glu Ser Ala He Leu Leu Ala Met Ala Phe Asp Arg Phe Val Ala He 
115 120 125 

tgt gee cea etg aga tat aca aca gtg eta aca tgg cct gtt gtg ggg 432 
Cys Ala Pro Leu Arg Tyr Thr Thr Val Leu Thr Trp Pro Val Val Gly 
130 135 140 



agg att get ctg gee gtc ate ace ega age tte tgc ate ate ttc cea 

Arg He Ala Leu Ala Val He Thr Arg Ser Phe Cys He He Phe Pro 

145 150 155 160 

gte ata ttc ttg etg aag egg ctg ecc tte tgc eta ace aae att gtt 

Val He Phe Leu Leu Lys Arg Leu Pro Phe Cys Leu Thr Asn He Val 
165 170 175 



gtc ate ttg gat gtt ate etc ate get gtg tct tac tea ctg ate etc 
val He Leu Asp Val He Leu He Ala Val Ser Tyr Ser Leu He Leu 
210 215 220 



480 



528 



cct cac tee tac tgt gag eat att gga gtg get egt tta gee tgt get 576 

Pro His Ser Tyr Cys Glu His He Gly Val Ala Arg Leu Ala Cys Ala 

180 185 190 

gac ate act gtt aac att tgg tat ggc ttc tea gtg ecc att gte atg 624 

Asp He Thr Val Asn He Trp Tyr Gly Phe Ser Val Pro He Val Met 

195 200 205 



672 
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111 til II '''''' 9^=^ ^99 9^*= etc 

Arg Ala Val Phe Arg Leu Pro Ser Gin Asp Ala Arg His Lys Ala Leu 

230 235 240 

o^'' ^'"'^ ""^^ ''9'' 9*=*^ ^tc ctt atg ttt tat gtt cca 

Ser Thr Cys Gly Ser His Leu Cys Val lie Leu Met Phe Tyr Val Pro 
245 250 255 

ill Itl li,^ r"^ t"^ ^""^ "'^ "'^ 9gg cgt aat att cct caa 

ser Phe Phe Thr Leu Leu Thr His His Phe Gly Arg Asn lie Pro Gin 
260 265 270 

hT« vi? S-*" T?"" ."^ ''^9 gcc aat ctt tat gtg gca gtg cca cca atg 
His Val Hxs lie Leu Leu Ala Asn Leu Tyr Val Ala Val Pro Pro Met 
275 280 285 

ctg aac ccc att gtc tatggt gtg aag act aag cag ata cgt gag ggt 
Leu Asn Pro He Val Tyr Gly Val Lys Thr Lys Gin He ;^g Glu Glv 

295 300 



v»T ^^'^ I't'' 9ac ate aag act tgg tgc tgt acc tec cct 

Val Ala Has Arg Phe Phe Asp He Lys Thr Trp Cys Cys Thr Ser Pro 
305 310 315 



Leu Ser Met Leu Ala Val Met Asp He Leu Leu Ser Thr Thr Thr Val 
" 70 75 go 

Pro Lys Ala Leu Ala He Phe Trp Leu Gin Ala His Asn He Ala Phe 
85 90 95 

Asp Ala cys Val Thr Gin Gly Phe Phe Val His Met Met Phe Val Gly 
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720 



768 



816 



864 



912 



960 



ctg ggc tea tga 

Leu Gly Ser ^7 2 



<210> 400 

<211> 323 

<212> PRT 

<213> Homo Sapiens 

<400> 400 

Met Ser His Thr Asn Val Thr He Phe His Pro Ala Val Phe Val Leu 
^ 5 10 15 

Pro Gly He Pro Gly Leu Glu Ala Tyr His He Trp Leu Ser He Pro 
20 25 30 

Leu cys Leu He Tyr He Thr Ala Val Leu Gly Asn Ser He Leu He 
35 40 45 

Val Val He Val Met Glu Arg Asn Leu His Val Pro Met Tyr Phe Phe 
50 55 60 



wo 02/24726 

100 
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110 



I 



Glu Ser Ala lie Leu Leu Ala Met Ala Phe Asp Arg Phe Val Ala lie 
115 120 125 

Cys Ala Pro Leu Arg Tyr Thr Thr Val Leu Thr Trp Pro Val Val Gly 
130 135 140 

Arg He Ala Leu Ala Val He Thr Arg Ser Phe Cys He He Phe Pro 
145 150 155 160 

Val He Phe Leu Leu Lys Arg Leu Pro Phe Cys Leu Thr Asn He Val 
165 170 175 

Pro His Ser Tyr Cys Glu His He Gly Val Ala Arg Leu Ala Cys Ala 
180 185 190 

Asp He Thr Val Asn He Trp Tyr Gly Phe Ser Val Pro He Val Met 
195 200 205 

Val He Leu Asp Val He Leu He Ala Val Ser Tyr Ser Leu He Leu 
210 215 220 

Ara Ala Val Phe Arg Leu Pro Ser Gin Asp Ala Arg His Lys Ala Leu 
225 230 235 240 

Ser Thr Cys Gly Ser His Leu Cys Val He Leu Met Phe Tyr Val Pro 
245 250 255 

Ser Phe Phe Thr Leu Leu Thr His His Phe Gly Arg Asn He Pro Gin 
260 265 270 

His Val His He Leu Leu Ala Asn Leu Tyr Val Ala Val Pro Pro Met 
275 280 285 

. Leu Asn Pro He Val Tyr Gly Val Lys Thr Lys Gin He Arg Glu Gly 
290 295 300 

Val Ala His Arg Phe Phe Asp He Lys Thr Trp Cys Cys Thr Ser Pro 
305 310 315 320 



Leu Gly Ser 



<210> 401 
<211> 963 
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<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (963) 

<223> 



<400> 401 

atg gca gaa act eta caa etc aat tec acc ttc eta cac eea aac ttc 48 

Met Ala Glu Thr Leu Gin Deu Asn Ser Thr Phe Leu His Pro Asn Phe 
15 10 15 . 

ttc ata ctg act ggc ttt cca ggg eta gga agt gcc cag act tgg ctg 96 
Phe lie Leu Thr Gly Phe Pro Gly Leu Gly Ser Ala Gin Thr Trp Leu 
20 25 30 

aca etg gtc ttt ggg ecc att tat ctg ctg gcc ctg ctg ggc aat gga 144- 
Thr Leu Val Phe Gly Pro lie Tyr Leu Leu Ala Leu Leu Gly Asn Gly 
35 40 45 

gca ctg ecg gca gtg gtg tgg ata gae tec aca ctg cac cag ccc atg 192- 
Ala Leu Pro Ala Val Val Trp He Asp Ser Thr Leu His Gin Pro Met 
50 55 60 

ttt eta ctg ttg gcc ate ctg gca gcc aca gac ctg ggc tta gcc aca 240 
Phe Leu Leu Leu Ala He Leu Ala Ala Thr Asp Leu Gly Leu Ala Thr 
65 70 75 80 

tct ata gcc cca ggg ttg ctg get gtg ctg tgg ctt ggg ccc cga tct 288 
Ser He Ala Pro Gly Leu Leu Ala Val Leu Trp Leu Gly Pro Arg Ser 
85 90 95 

gtg cca tat get gtg tgc ctg gtc cag atg ttc ttt gta cat gca ctg 336 
Val Pro Tyr Ala Val Cys Leu Val Gin Met Phe Phe Val His Ala Leu 
100 105 110 

act gcc atg gaa tea ggt gtg ctt ttg gcc atg gcc tgt gat cgt get 384 
Thr Ala Met Glu Ser Gly Val Leu Leu Ala Met Ala Cys Asp Arg Ala 
115 120 125 

geg gca ata ggg cgt cca ctg cac tac cct gtc ctg gtc acc aaa gcc 432 
Ala Ala He Gly Arg Pro Leu His Tyr Pro Val Leu Val Thr Lys Ala 
130 135 140 

tgt gtg ggt tat gca gcc ttg gcc ctg gca ctg aaa get gtg get att 480 
Cys Val Gly Tyr Ala Ala Leu Ala Leu Ala Leu Lys Ala Val Ala He 
145 150 155 160 

gtt gta cct ttc cca etg etg gtg gca aag ttt gag cac ttc caa gee 528 
Val Val Pro Phe Pro Leu Leu Val Ala Lys Phe Glu His Phe Gin Ala 
165 170 175 

aag acc ata ggc cat acc tat tgt gca cac atg gca gtg gta gaa ctg 576 
Lys Thr He Gly His Thr Tyr Cys Ala His Met Ala Val Val Glu Leu 
180 185 190 

9tg gtg ggt aac aca cag gcc acc aac tta tat ggt etg gca ctt tea 624 
Val Val Gly Asn Thr Gin Ala Thr Asn Leu Tyr Gly Leu Ala Leu Ser 
195 200 205 
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ctg gcc ate tea ggt atg gat att ctg ggt ate act ggc tec tat gga 672 
Leu Ala lie Ser Gly Met Asp lie Leu Gly lie Thr Gly Ser Tyr Gly 
210 215 220 



etc att gcc cat get gtg ctg cag eta cct acc egg gag gee eat gee 
Leu He Ala His Ala Val Leu Gin Leu Pro Thr Arg Glu Ala His Ala 
225 230 235 240 



tac ata cct ggt etc tte tec tac etc aca eac cgc ttt ggt cat cac 
Tyr He Pro Gly Leu Phe Ser Tyr Leu Thr His Arg Phe Gly His His 
260 265 270 

act gtc cca aag cct gtg cac ate ctt etc tec aac ate tac ttg ctg 
Thr Val Pro Lys Pro Val His He Leu Leu Ser Asn He Tyr Leu Leu 
275 280 285 

ctg cca cct gee etc aac cec etc ate tat ggg gcc cgc ace aag cag 
Leu Pro Pro Ala Ijeu Asn Pro Leu He Tyr Gly Ala Arg Thr Lys Gin 
290 295 300 

ate aga gae ega etc ctg gaa ace tte aca tte aga aaa age ccg ttg 
He Arg Asp Arg Leu Leu Glu Thr Phe Thr Phe Arg Lys Ser Pro Leu 
305 310 315 320 

taa 



<210> 402 

<211> 320 

<212> PRT 

<213> Homo Sapiens 

<400> 402 

Met Ala Glu Thr Leu Gin Leu Asn Ser Thr Phe Leu His Pro Asn Phe 
1 5 10 15 

Phe He Leu Thr Gly Phe Pro Gly Leu Gly Ser Ala Gin Thr Trp Leu 
20 25 30 

Thr Leu Val Phe Gly Pro He Tyr Leu Leu Ala Leu Leu Gly Asn Gly 
35 40 45 

Ala Leu Pro Ala Val Val Trp He Asp Ser Thr Leu His Gin Pro Met 
50 55 60 

Phe Leu Leu Leu Ala He Leu Ala Ala Thr Asp Leu Gly Leu Ala Thr 
65 70 75 \ 80 

Ser He Ala Pro Gly Leu Leu Ala Val Leu Trp Leu Gly Pro Arg Ser 
85 90 95 



600 



720 



aag gee ttt ggt aca tgt agt tet cac ate tgt gtc att ctg gcc tte 768 
Lys Ala Phe Gly Thr Cys Ser Ser His He Cys Val He Leu Ala Phe 
245 250 255 



816 



864 



912 



960 
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Val Pro Tyr Ala Val Cys Leu Val Gin Met Phe Phe Val His Ala Leu 
100 105 110 

Thr Ala Met Glu Ser Gly Val Leu Leu Ala Met Ala Cys Asp Arg Ala 
115 120 125 

Ala Ala lie Gly Arg Pro Leu His Tyr Pro Val Leu Val Thr Lys Ala 
130 135 140 



Cys Val Gly Tyr Ala Ala Leu Ala Leu Ala Leu Lys Ala Val Ala lie 
145 150 155 160 

Val Val Pro Phe Pro Leu Leu Val Ala Lys Phe Glu His Phe Gin Ala 
165 . 170 175 

Lys Thr lie Gly His Thr Tyr Cys Ala His Met Ala Val Val Glu Leu 
180 185 190 

Val Val Gly Asn Thr Gin Ala Thr Asn Leu Tyr Gly Leu Ala Leu Ser 
195 200 205 

Leu Ala lie Ser Gly Met Asp He Leu Gly He Thr Gly Ser Tyr Gly 
210 215 220 

Leu He Ala His Ala Val Leu Gin Leu Pro Thr Arg Glu Ala His Ala 
225 230 235 240 

Lys Ala Phe Gly Thr Cys Ser Ser His He Cys Val He Leu Ala Phe 
245 250 255 

Tyr He Pro Gly Leu Phe Ser Tyr Leu Thr His Arg Phe Gly His His 
260 265 270 

Thr Val Pro Lys Pro Val His He Leu Leu Ser Asn He Tyr Leu Leu 
275 280 285 

Leu Pro Pro Ala Leu Asn Pro Leu He Tyr Gly Ala Arg Thr Lys Gin 
290 295 300 

He Arg Asp Arg Leu Leu Glu Thr Phe Thr Phe Arg Lys Ser Pro Leu 
305 310 315 320 

<210> 403 
<211> 960 
<212> DNA 
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<213> Homo Sapiens 
<220> 

<221> CDS 

<222> (1)..(957) 

<223> 



<400> 403 

atg gat acc tec acc agt gtt acc tat gac tec age etc cag att tec 

Met Asp Thr Ser Thr Ser Val Thr Tyr Asp Ser Ser Leu Gin lie Ser 
15 10 15 

cag ttc ate etg atg gga tta cca ggc att eat gag tgg eag cac tgg 
Gin Phe He Leu Met Gly Leu Pro Gly He His Glu Trp Gin His Trp 
20 25 30 

etc tec ctg ccc etg act etg etc tac etc tta get ett ggt gcc aac 
Leu Ser Leu Pro Leu Tlir Leu Leu Tyr Leu Leu Ala Leu Gly Ala Asn 
35 40 45 



48 



96 



144 



etc etc ate ata ate acc att caa cat gag acc gtg eta eat gaa ccc 192 
Leu Leu He He He Thr He Gin His Glu Thr Val Leu His Glu Pro 
50 55 60 



atg tac cat ttg etg ggc ata tta gea gtg gtg gac att ggc etg gee 
Met Tyr His Leu Leu Gly He Leu Ala Val Val Asp He Gly Leu Ala 
65 70 75 80 

ace ace ate atg eee aag ate etg gee ate ttc tgg ttt gat gcc aag 
Thr Thr He Met Pro Lys He Leu Ala He Phe Trp Phe Asp Ala Lys 
85 90 95 

gee att age etc ccc atg tgt ttt get cag ate tat gcc ate cac tgc 
Ala He Ser Leu Pro Met Cys Phe Ala Gin He Tyr Ala He His Cys 
100 105 110 

ttc ttc tgc ata gag tea ggc ate ttt etc tgc atg gea gta gac aga 
Phe Phe Cys He Glu Ser Gly He Phe Leu Cys Met Ala Val Asp Arg 
115 120 125 

tac ata gee ate tgt cge ect ett eag tac ccc tec ata gte act aaa 
Tyr He Ala He Cys Arg Pro Leu Gin Tyr Pro Ser He Val Thr Lys 
130 135 140 

get ttt gte ttc aaa gcc aca ggg ttc ate atg etc agg aat ggc ctg 
Ala Phe Val Phe Lys Ala Thr Gly Phe He Met Leu Arg Asn Gly Leu 
145 150 155 160 

ttg acc ate cca gtg cct ata ctg get gcc cag aga cac tac tgt tec 528 
Leu Thr He Pro Val Pro He Leu Ala Ala Gin Arg His Tyr Cys Ser 
165 170 175 

agg aat gaa ate gag cac tgc etc tgc tet aac ttg ggg gtt ate age 576 
Arg Asn Glu He Glu His Cys Leu Cys Ser Asn Leu Gly Val He Ser 
180 185 190 



240 



288 



336 



3 84 



432 



480 



Ctg get tgt gat gac ate act gtg aac aaa ttt tac caa ctg atg eta 
Leu Ala Cys Asp Asp He Thr Val Asn Lys Phe Tyr Gin Leu Met Leu 
195 200 205 



624 
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gca tgg gtc ttg gtt ggg agt gat atg get ctg gta ttt tct tec tat 672 
Ala Trp Val Leu Val Gly Ser Asp Met Ala Leu Val Phe Ser Ser Tyr 
210 215 220 

get gta ate ett cac tct gtg ctg agg ctg aac tea gca gaa gca atg 720 
Ala Val lie Leu His Ser Val Leu Arg Leu Asn Ser Ala Glu Ala Met 
225 230 235 240 

tec aag get ctg age act tgt age tec cac etc ate etc ate etc ttc 768 
Ser Lys Ala Leu Ser Thr Cys Ser Ser His Leu He Leu He Leu Phe 
245 250 255 

cac aca ggt ate att gtg ctg tct gtc aca cac ctt gca gag aaa aag 816 
His Thr Gly He He Val Leu Ser Val Thr His Leu Ala Glu Lys Lys 
260 265 270 

att cce ett att cct gtg ttc ctt aat gtg ctg cac aat gtc ate cec 864 
He Pro Leu He Pro Val Phe Leu Asn Val Leu His Asn Val He Pro 
275 280 . 285 

cct gca etc aac cce ctg gee tgt gca etc agg atg cac aaa etc aga 912 
Pro Ala Leu Asn Pro Leu Ala Cys Ala Leu Arg Met His Lys Leu Arg 
290 295 300: 

ctg ggc ttt cag aga ctg ctt gga ctg ggt eag gac gtg tec aag taa 960 
Leu Gly Phe Gin Arg Leu Leu Gly Leu Gly Gin Asp Val Ser Lys 
305 310 315 

<210> 404 

<211> 319 

<212> PRT 

<213> Homo Sapiens 

<400> 404 

Met Asp Thr Ser Thr Ser Val Thr Tyr Asp Ser Ser Leu Gin He Ser 
1 5 10 15 

Gin Phe He Leu Met Gly Leu Pro Gly He His Glu Trp Gin His Trp 
20 25 30 

Leu Ser Leu Pro Leu Thr Leu Leu Tyr Leu Leu Ala Leu Gly Ala Asn 
35 40 45 

Leu Leu He He He Thr He Gin His Glu Thr Val Leu His Glu Pro 
50 55 60 

Met Tyr His Leu Leu Gly He Leu Ala Val Val Asp He Gly Leu Ala 
S5 70 75 80 

Thr Thr He Met Pro Lys He Leu Ala He Phe Trp Phe Asp Ala Lys 
85 90 95 

Ala He Ser Leu Pro Met Cys Phe Ala Gin He Tyr Ala He His Cys 
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100 105 110 



Phe Phe Cys lie Glu Ser Gly lie Phe Leu Cys Met Ala Val Asp Arg 
115 120 125 



Tyr lie Ala lie Cys Arg Pro Leu Gin Tyr Pro Ser lie Val Thr Lys 
130 135 140 

Ala Phe Val Phe Lys Ala Thr Gly Phe He Met Leu Arg Asn Gly Leu 
145 150 155 160 



Leu Thr He Pro Val Pro He Leu Ala Ala Gin Arg His Tyr Cys Ser 
165 170 175 



Arg Asn Glu He Glu His Cys Leu Cys Ser Asn Leu Gly Val He Ser 
180 185 150 



Leu Ala Cys Asp Asp He Thr Val Asn Lys Phe Tyr Gin Leu Met Leu 
195 200 205 



Ala Trp Val Leu Val Gly Ser Asp Met Ala Leu Val Phe Ser Ser Tyr 
210 215 220 



Ala Val He Leu His Ser Val Leu Arg Leu Asn Ser Ala Glu Ala Met 

225 230 235 240 

Ser Lys Ala Leu Ser Thr Cys Ser Ser His Leu He Leu He Leu Phe 

245 250 255 



His Thr Gly He He Val Leu Ser Val Thr His Leu Ala Glu Lys Lys 
260 265 270 



He Pro Leu He Pro Val Phe Leu Asn Val Leu His Asn Val He Pro 
275 280 285 



Pro Ala Leu Asn Pro Leu Ala Cys Ala Leu Arg Met His Lys Leu Arg 
290 295 300 



Leu Gly Phe Gin Arg Leu Leu Gly Leu Gly Gin Asp Val Ser Lys 
305 310 315 



<210> 405 

<211> 963 

<212> DNA 

<213> Homo Sapiens 

<220> 
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<221> CDS 

<222> (1) . . (963) 

<223> 



<400> 405 

atg gca gaa act eta caa etc aat tec ace ttc eta cae cea aac ttc 48 

Met Ala Glu Thr Leu Gin Leu Asn Ser Thr Phe Leu His Pro Asn Phe 
15 10 15 

ttc ata ctg act ggc ttt cca ggg eta gga agt gee cag act tgg ctg 96 
Phe He Leu Thr Gly Phe Pro Gly Leu Gly Ser Ala Gin Thr Trp Leu 
20 25 30 

aca ctg gtc ttt ggg cec att tat ctg ctg gee ctg ctg ggc aat gga 144 
Thr Leu Val Phe Gly Pro He Tyr Leu Leu Ala Leu Leu Gly Asn Gly 
35 40 45 

gca ctg ccg gca gtg gtg tgg ata gac tee aca ctg cae cag cec atg 192 
Ala Leu Pro Ala Val Val Trp He Asp Ser Thr Leu His Gin Pro Met 
50 55 60 

ttt eta ctg ttg gcc ate ctg gca gee aca gac ctg ggc tta gee aca 240 
Phe Leu Leu Leu Ala He Leu Ala Ala Thr Asp Leu Gly Leu Ala Thr 
65 70 75 80 

tet ata gcc cca ggg ttg ctg get gtg ctg tgg ett ggg cec cga tet 28 8 

Ser He Ala Pro Gly Leu Leu Ala Val Leu Trp Leu Gly Pro Arg Ser 
85 90 95 

gtg cca tat get gtg tgc ctg gtc cag atg ttc ttt gta cat gca ctg 336 
Val Pro Tyr Ala Val Cys Leu Val Gin Met Phe Phe Val His Ala Leu 
100 105 110 

act gee atg gaa tea ggt gtg ett ttg gcc atg gee tgt gat egt get 384 
Thr Ala Met Glu Ser Gly Val Leu Leu Ala Met Ala Cys Asp Arg Ala 
115 120 125 

gcg gca ata ggg egt cca ctg cac tac cct gtc ctg gtc acc aaa gcc 432 
Ala Ala He Gly Arg Pro Leu His Tyr Pro Val Leu Val Thr Lys TQa 
130 135 140 

tgt gtg ggt tat gca gcc ttg gcc ctg gca ctg aaa get gtg get att 480 
Cys Val Gly Tyr Ala Ala Leu Ala Leu Ala Leu Lys Ala Val Ala He 
145 150 155 160 

gtt gta cet ttc cea ctg ctg gtg gca aag ttt gag cae ttc caa gee 528 
Val Val Pro Phe Pro Leu Leu Val Ala Lys Phe Glu His Phe Gin Ala 
165 170 175 

aag acc ata ggc cat acc tat tgt gca cac atg gca gtg gta gaa ctg 576 
Lys Thr He Gly His Thr Tyr Cys Ala His Met Ala Val Val Glu Leu 
180 185 190 

gtg gtg ggt aac aca cag gcc acc aac tta tat ggt ctg gca ett tea 624 
Val Val Gly Asn Thr Gin Ala Thr Asn Leu Tyr Gly Leu Ala Leu Ser 
195 200 205 

ctg gee ate tea ggt atg gat att ctg ggt ate act ggc tec tat gga 672 
Leu Ala He Ser Gly Met Asp He Leu Gly He Thr Gly Ser Tyr Gly 
210 215 220 
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etc att gcc cat get gtg etg cag eta cet ace egg gag gee cat gee 720 
Leu lie Ala His Ala Val Leu Gin Leu Pro Thr Arg Glu Ala His Ala 
225 230 235 240 



aag gcc ttt ggt aca tgt agt tct cac ate tgt gtc att ctg gee ttc 
Lys Ala Phe Gly Thr Cys Ser Ser His lie Cys Val lie Leu Ala Phe 
245 250 255 



ctg cca cct gcc etc aac cec etc ate tat ggg gcc cgc ace aag cag 
Leu Pro Pro Ala Leu Asn Pro Leu He Tyr Gly Ala Arg Thr . Lys Gin 
290 295 300 



768 



tac ata cct ggt etc ttc tec tac etc gea cac cgc ttt ggt cat cac 816 

Tyr He Pro Gly Leu Phe Ser Tyr Leu Ala His Arg Phe Gly His His 
260 265 270 

act gtc cca aag cct gtg cac ate ett etc tee aac ate tac ttg ctg 864 

Thr Val Pro Lys Pro Val His He Leu Leu Ser Asn He Tyr Leu Leu 

275 280 285 



912 



ate aga gae cga etc ctg gaa acc ttc aca ttc aga aaa age ccg ttg 960 

He Arg Asp Arg Leu Leu Glu Thr Phe Thr Phe Arg Lys Ser Pro Leu 
305 310 315 320 

taa 563 



<210> 406 
<211> 320 
<212> PRT 

<213> Homo Sapiens / 
<400> 406 

Met Ala Glu Thr Leu Gin Leu Asn Ser Thr Phe Leu His Pro Asn Phe 
15 10 15 



Phe He Leu Thr Gly Phe Pro Gly Leu Gly Ser Ala Gin Thr Trp Leu 
20 25 30 



Thr Leu Val Phe Gly Pro He Tyr Leu Leu Ala Leu Leu Gly Asn Gly 
35 40 45 



Ala Leu Pro Ala Val Val Trp He Asp Ser Thr Leu His Gin Pro Met 
50 55 60 



Phe Leu Leu Leu Ala He Leu Ala Ala Thr Asp Leu Gly Leu Ala Thr 
65 70 75 80 



Ser He Ala Pro Gly Leu Leu Ala Val Leu Trp Leu Gly Pro Arg Ser 
85 90 95 



Val Pro Tyr Ala Val Cys Leu Val Gin Met Phe Phe Val His Ala Leu 
100 105 110 
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Thr Ala Met Glu Ser Gly Val Leu Leu Ala Met Ala Cys Asp Arg JVla 
115 120 125 



Ala Ala lie Gly Arg Pro Leu His Tyr Pro Val Leu Val Thr Lys Ala 
130 135 140 



Cys Val Gly Tyr Ala Ala Leu Ala Leu Ala Leu Lys Ala Val Ala lie 
145 150 155 160 



Val Val Pro Phe Pro Leu Leu Val Ala Lys Phe Glu His Phe Gin Ala 
165 170 175 



Lys Thr He Gly His Thr Tyr Cys Ala His Met Ala Val Val Glu Leu 
180 185 190 



Val Val Gly Asn Thr Gin Ala Thr Asn Leu Tyr Gly Leu Ala Leu Ser 
195 200 205 



Leu Ala He Ser Gly Met Asp He Leu Gly He Thr Gly Ser Tyr Gly 
210 215 220 



Leu He Ala His Ala Val Leu Gin Leu Pro Thr Arg Glu Ala His Ala 
225 230 235 240 



Lys Ala Phe Gly Thr Cys Ser Ser His He Cys Val He Leu Ala Phe 
245 250 255 



Tyr He Pro Gly Leu Phe Ser Tyr Leu Ala His Arg Phe Gly His His 
260 265 270 



Thr Val Pro Lys Pro Val His He Leu Leu Ser Asn He Tyr Leu Leu 
275 280 285 



Leu Pro Pro Ala Leu Asn Pro Leu He Tyr Gly Ala Arg Thr Lys Gin 
290 295 300 



He Arg Asp Arg Leu Leu Glu Thr Phe Thr Phe Arg Lys Ser Pro Leu 
305 310 315 320 



<210> 407 

<211> 1008 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 
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<222> (1) . . (1005) 
<223> 



<400> 407 

atg gca cag gtg agg gcg ctg cat aaa ate atg gcc ctt ttt tct get 
Met Ala Gin Val Arg Ala Leu His Lys lie Met Ala Leu Phe Ser Ala 
15 10 15 

aac age ata ggt get atg aac aac tet gac act cgc ata gca ggc tgc 
Asn Ser lie Gly Ala Met Asn Asn Ser Asp Thr Arg He Ala Gly Cys 
20 25 30 

ttc etc act gge ate cct ggg ctg gag caa eta cat ate tgg ctg tec 
Phe Leu Thr Gly He Pro Gly Leu Glu Gin Leu His He Trp Leu Ser 
35 40 45 

ate cee ttc tgc ate atg tac ate get gee ctg gaa ggc aat ggc ate 
He Pro Phe Cys He Met Tyr He Ala Ala Leu Glu Gly Asn Gly He 
50 55 60 

eta att tgt gte ate etc tec cag gca ate ctg cat gag cee atg tac 
Leu He Cys Val He Leu Ser Gin Ala He Leu His Glu Pro Met Tyr 
65 70 75 80 

ata ttc tta tct atg ctg gcc agt get gat gte ttg etc tct ace ace 
He Phe Leu Ser Met Leu Ala Ser Ala Asp Val Leu Leu Ser Thr Thr 
85 90 95 

ace atg cct aag gcc ctg gcc aat ttg tgg eta ggt tat age eae att 
Thr Met Pro Lys Ala Leu Ala Asn Leu Trp Leu Gly Tyr Ser His He 
100 105 110 

tee ttt gat gge tgc etc act caa aag ttc ttc att eae ttc etc ttc 
Ser Phe Asp Gly Cys Leu Thr Gin Lys Phe Phe He His Phe Leu Phe 
115 120 125 



ate tgc tec cee ctg ega tat gte aca ate etc aca age aag gte att 
He Cys Ser Pro Leu Arg Tyr Val Thr He Leu Thr Ser Lys Val He 
145 150 155 160 

ggg aag ate gte act gcc ace ctg age cgc age ttc ate att atg ttt 
Gly Lys He Val Thr Ala Thr Leu Ser Arg Ser Phe He He Met Phe 
165 170 175 

eca tec ate ttt etc ctt gag eae ctg eae tat tgc cag ate aac ate 
Pro Ser He Phe Leu Leu Glu His Leu His Tyr Cys Gin He Asn He 
180 185 190 

att gea eae aca ttt tgt gag eae atg gge att gcc eat ctg tec tgt 
He Ala His Thr Phe Cys Glu His Met Gly He Ala His Leu Ser Cys 
195 200 205 

tet gat ate tec ate aat gte tgg tat ggg ttg gca get get ctt etc 
Ser Asp He Ser He Asn Val Trp Tyr Gly Leu Ala Ala Ala Leu Leu 
210 215 220 



608 



48 



96 



144 



192 



240 



288 



336 



384 



att eae tet get gte ctg ctg gee atg gcc ttt gac cgc tat gtg gcc 432 
He His Ser Ala Val Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala 
130 135 140 



480 



528 



576 



624 



672 



NSDOCID: <WO 0224726A2_I_> 



wo 02/24726 



PCT/BEOl/00162 



tec aca ggc ctg gac ate atg ctt att act gtt tec tac ate cac ate 720 
Ser Thr Gly Leu Asp lie Met Leu lie Thr Val Ser Tyar lie His lie 
225 230 235 240 

etc caa gca gtc ttc cgc etc ctt tct caa gat gee egc tec aag gee 768 
Leu Gin Ala Val Phe Arg Leu Leu Ser Gin Asp Ala Arg Ser Lys Ala 
245 250 255 



ctg agt ace tgt gga tec cat ate tgt gtc ate eta etc ttc tat gtc 
Leu Ser Thr Cys Gly Ser His lie Cys Val He Leu Leu Phe Tyr Val 
260 265 270 



816 



cct gcc ctt ttt tct gtc ttt gcc tac agg ttt ggt ggg aga age ate 864 
Pro Ala Leu Phe Ser Val Phe Ala Tyr Arg Phe Gly Gly Arg Ser He 
275 280 285 

cea tgc tat gtc cat att etc ctg gcc age etc tac gtt gtc att cct 912 
Pro Cys Tyr Val His He Leu Leu Ala Ser Leu Tyr Val Val He Pro 
290 295 300 

cct atg etc aat cec gtt att tat gga gtg agg act aag cea ata ctg 960 
Pro Met Leu Asn Pro Val He Tyr Gly Val Arg Thr Lys Pro He Leu 
305 310 315 320 

gaa ggg get aag cag atg ttt tea aat ctt gcc aaa gga tct aaa taa 1008 
Glu Gly Ala Lys Gin Met Phe Ser Asn Leu Ala Lys Gly Ser Lys 
325 330 335 



<210> 408 

<211> 335 

<212> PRT 

<213> Homo Sapiens 

<400> 408 

Met Ala Gin Val Arg Ala Leu His Lys He Met Ala Leu Phe Ser Ala 
15 10 15 



Asn Ser He Gly Ala Met Asn Asn Ser Asp Thr Arg He Ala Gly Cys 
20 25 30 



Phe Leu Thr Gly He Pro Gly Leu Glu Gin Leu His He Trp Leu Ser 
35 40 45 



He Pro Phe Cys He Met Tyr He Ala Ala Leu Glu Gly Asn Gly He 
50 55 60 



Leu He Cys Val He Leu Ser Gin Ala He Leu His Glu Pro Met Tyr 
65 70 75 80 



He Phe Leu Ser Met Leu Ala Ser Ala Asp Val Leu Leu Ser Thr Thr 
85 90 95 



Thr Met Pro Lys Ala Leu Ala Asn Leu Trp Leu Gly Tyr Ser His He 
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100 105 110 



Ser Phe Asp Gly Cys Leu Thr Gin Lys Phe Phe He His Phe Leu Phe 
115 120 125 



He His Ser Ala Val Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala 
130 135 140 



He Cys Ser Pro Leu Arg Tyr Val Thr He Leu Thr Ser Lys Val He 
145 150 155 160 

Gly Lys He Val Thr Ala Thr Leu Ser Arg Ser Phe He He Met Phe 
165 170 175 



Pro Ser He Phe Leu Leu Glu His Leu His Tyr Cys Gin He Asn He 
180 185 190 



He Ala His Thr Phe Cys Glu His Met Gly He Ala His Leu Ser Cys 
195 200 205 



Ser Asp He Ser He Asn Val Trp Tyr Gly Leu Ala Ala Ala Leu Leu 
210 215 220 

Ser Thr Gly Leu Asp He Met Leu He Thr Val Ser Tyr He His He 
225 230 235 240 

Leu Gin Ala Val Phe Arg Leu Leu Ser Gin Asp Ala Arg Ser Lys Ala 
245 250 255 

Leu Ser Thr Cys Gly Ser His He Cys Val He Leu Leu Phe Tyr Val 
260 265 270 



Pro Ala Leu Phe Ser Val Phe Ala Tyr Arg Phe Gly Gly Arg Ser He 
275 280 285 



Pro Cys Tyr Val His He Leu Leu Ala Ser Leu Tyr Val Val He Pro 
290 295 300 



Pro Met Leu Asn Pro Val He Tyr Gly Val Arg Thr Lys Pro He Leu 
305 310 315 320 



Glu Gly Ala Lys Gin Met Phe Ser Asn Leu Ala Lys Gly Ser Lys 
325 330 335 



<210> 409 
<211> 957 
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<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (954) 

<223> 



<400> 409 

atg tea gat tee aae cte agt gat aae cat ctt cea gac ace ttc ttc 48 

Met Ser Asp Ser Asn Leu Ser Asp Asn His Leu Pro Asp Thr Phe Phe 
15 10 15 

tta aea ggg ate cea ggg ctg gag get gcc cac ttc tgg att gcc ate 96 
Leu Thr Gly He Pro Gly Leu Glu Ala Ala His Phe Trp He Ala He 
20 25 30 

cct ttc tgt gcc atg tat ctt gta gca ctg gtt gga aat get gcc etc 144 
Pro Phe Cys Ala Met Tyr Leu Val Ala Leu Val Gly Asn Ala Ala Leu 
35 .40 45 

ate ctg gtc att gcc atg gac aat get ctt cat gca cct atg tac etc 192 
He Leu Val He Ala Met Asp Asn Ala Leu His Ala Pro Met Tyr Leu 
50 55 60 

ttc etc tgc ctt etc tea etc aea gac ctg get etc agt tet ace act 240 
Phe Leu Cys Leu Leu Ser Leu Thr Asp Leu Ala Leu Ser Ser Thr Thr 
65 70 75 80 

gtg ccc aag atg ctg gcc att ttg tgg etc cat get ggt gag att tec 288 
Val Pro Lys Met Leu Ala He Leu Trp Leu His Ala Gly Glu He Ser 
85 90 95 

ttt ggt gga tgc ctg gcc cag atg ttt tgt gtc cat tct ate tat get 336 
Phe Gly Gly Cys Leu Ala Gin Met Phe Cys Val His Ser He Tyr Ala 
100 105 110 

ctg gag tec teg att eta ctt gee atg gcc ttt gat agg tat gtg get 384 
Leu Glu Ser Ser He Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala 
115 . 120 125 

ate tgt aac cea tta agg tat aca ace att etc aac eat get gtc ata 432 
He Cys Asn Pro Leu Arg Tyr Thr Thr He Leu Asn His Ala Val He 
130 135 140 

ggc aga att ggc ttt gtt ggg eta tte egt agt gtg get att gtc tee 480 
Gly Arg He Gly Phe Val Gly Leu Phe Arg Ser Val Ala He Val Ser 
145 150 155 160 

ccc ttc ate ttc ttg ctg agg ega etc ccc tac tgt ggt cae egt gtc 528 
Pro Phe He Phe Leu Leu Arg Arg Leu Pro Tyr Cys Gly His Arg Val 
165 170 175 

atg aca cac aca tac tgt gag cat atg ggc ate gcc cga ctg gcc tgt 576 
Met Thr His Thr Tyr Cys Glu His Met Gly He Ala Arg Leu Ala Cys 
180 185 190 

gee aac ate act gtc aat att gtc tat ggg eta act gtg get ctg ctg 624 
Ala Asn He Thr Val Asn He Val Tyr Gly Leu Thr Val Ala Leu Leu 
195 200 205 
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gcc atg gga ctg gat tec att etc att gee att tee tat ggc ttt ate 672 
Ala Met Gly Leu Asp Ser lie Leu lie Ala lie Ser Tyr Gly Phe lie 
210 215 220 

etc cat gca gtc ttt cac ctt cca tct cat gat gcc cag cac aaa get 720 
Leu His Ala Val Phe His Leu Pro Ser His Asp Ala Gin His Lys Ala 
225 230 235 240 

Ctg agt acc tgt ggc tec cac att ggc ate ate ctg gtt ttc tac ate 768 
Leu Ser Thr Cys Gly Ser His lie Gly lie lie Leu Val Phe Tyr He 
245 250 255 

cet gcc ttc ttc tec ttc etc acc cac cge ttt ggt cac cac gaa gtc 816 
Pro Ala Phe Phe Ser Phe Leu Thr His Arg Phe Gly His His Glu Val 
260 ' 265 270 

cec aag cat gtg cac ate ttt ctg get aat etc tat gtg ctg gtg cet 864 
Pro Lys His Val His He Phe Leu Ala Asn Leu Tyr Val Leu Val Pro 
275 280 285 

cet gta etc aat cet att etc tat gga get aga ace aag gag att egg 912 
Pro Val Leu Asn Pro He Leu Tyr Gly Ala Arg Thr Lys Glu He Arg 
290 295 300 



agt cga ctt eta aaa ctg ctt cac ctg ggg aag act tea ata tga 
Ser Arg Leu Leu Lys Leu Leu His Leu Gly Lys Thr Ser He 
305 310 315 



<210> 410 

<211> 318 

<212> PRT 

<213> Homo Sapiens 

<400> 410 

Met Ser Asp Ser Asn Leu Ser Asp Asn His Leu Pro Asp Thr Phe Phe 
15 10 15 



Leu Thr Gly He Pro Gly Leu Glu Ala Ala His Phe Trp He Ala He 
20 25 30 



Pro Phe Cys Ala Met Tyr Leu Val Ala Leu Val Gly Asn Ala Ala Leu 
35 40 45 



He Leu Val He Ala Met Asp Asn Ala Leu His Ala Pro Met Tyr Leu 
50 55 60 



Phe Leu Cys Leu Leu Ser Leu Thr Asp Leu Ala Leu Ser Ser Thr Thr 
65 70 75 80 



Val Pro Lys Met Leu Ala He Leu Trp Leu His Ala Gly Glu He Ser 
85 90 95 



957. 
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Phe Gly Gly Cys Leu Ala Gin Met Phe Cys Val His Ser lie Tyr Ala 
100 105 110 

Leu Glu Ser Ser lie Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala 
115 120 125 



lie Cys Asn Pro Leu Arg Tyr Thr Thr lie Leu Asn His Ala Val lie 
130 135 140 



Gly Arg lie Gly Phe Val Gly Leu Phe Arg Ser Val Ala lie Val Ser 
145 150 155 160 



Pro Phe lie Phe Leu Leu Arg Arg Leu Pro Tyr Cys Gly His Arg Val 
165 170 175 



Met Thr His Thr Tyr Cys Glu His Met Gly lie Ala Arg Leu Ala Cys 
180 * 185 190 



Ala Asn lie Thr Val Asn He Val Tyr Gly Leu Thr Val Ala Leu Leu 
195 200 205 



Ala Met Gly Leu Asp Ser He Leu He Ala He Ser Tyr Gly Phe He 
210 215 220 



Leu His Ala Val Phe His Leu Pro Ser His Asp Ala Gin His Lys Ala 
225 230 235 240 



Leu Ser Thr Cys Gly Ser His He Gly He He Leu Val Phe Tyr He 
245 250 255 



Pro Ala Phe Phe Ser Phe Leu Thr His Arg Phe Gly His His Glu Val 
260 265 270 



Pro Lys His Val His He Phe Leu Ala Asn Leu Tyr Val Leu Val Pro 
275 280 285 



Pro Val Leu Asn Pro He Leu Tyr Gly Ala Arg Thr Lys Glu He Arg 
290 295 300 



Ser Arg Leu Leu Lys Leu Leu His Leu Gly Lys Thr Ser He 
305 310 315 



<210> 411 

<211> 945 

<212> DNA 

<213> Homo Sapiens 
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•I 



<220> 

<221> CDS 

<222> (1) . . (945) 

<223> 



<400> 411 

atg ate att ttc aac ctg age agt tac aat cca gga ccc ttc att ctg 48 
Met He He Phe Asn Leu Ser Ser Tyr Asn Pro Gly Pro Phe He Leu • 
15 10 - 15 

gta ggg ate cca ggc ctg gag caa ttc cat gtg tgg att gga att ccc 96 
Val Gly He Pro Gly Leu Glu Gin Phe His Val Trp He Gly He Pro 
20 25 30 

ttc tgt ate ate tac att gta get gtt gtg gga aac tgc ate ett etc 144 . 

Phe Cys He He Tyr He Val Ala Val Val Gly Asn Cys He Leu Leu 
35 40 45 

tac etc att gtg gtg gag cat agt ctt cat gaa ccc atg ttc ttc ttt 192 
Tyr Leu He Val Val Glu His Ser Leu His Glu Pro Met Phe Phe Phe 
50 55 60 

etc tec atg ctg gee atg act gac etc ate ttg tec aca get ggt gtg 240 
Leu Ser Met Leu Ala Met Thr Asp Leu He Leu Ser Thr Ala Gly Val 
65 70 75 80 

cct aaa gca etc agt ate ttt tgg eta ggg get egc gaa ate aca ttc 288 
Pro Lys Ala Leu Ser He Phe Trp Leu Gly Ala Arg Glu He Thr Phe 
85 90 95 

cca gga tgc ctt aca caa atg ttc ttc ctt cac tat aac ttt gtc ctg 336; 
Pro Gly Cys Leu Thr Gin Met Phe Phe Leu His Tyr Asn Phe Val Leu 
100 105 110 

gat tea gee att ctg atg gee atg gca ttt gat cac tat gta get ate 384 
Asp Ser Ala He Leu Met Ala Met Ala Phe Asp His Tyr Val Ala He 
115 120 125 

tgt tet eee ttg aga tat ace ace ate ttg act ccc aag ace ate ate 432 
Cys Ser Pro Leu Arg Tyr Thr Thr He Leu Thr Pro Lys Thr He He 
130 135 140 

aag agt get atg ggc ate tec ttt cga age ttc tgc ate ate ctg cca 480 
Lys Ser Ala Met Gly He Ser Phe Arg Ser Phe Cys He He Leu Pro 
145 150 155 160 

gat gta ttc ttg ctg aca tgc ctg cct ttc tgc agg aca egc ate ata 528 
Asp Val Phe Leu Leu Thr Cys Leu Pro Phe Cys Arg Thr Arg He He 
165 170 175 

ccc cac aca tac tgt gag eat ata ggt gtt gee eag etc gee tgt get 576 
Pro His Thr Tyr Cys Glu His He Gly Val Ala Gin Leu Ala Cys Ala 
180 185 190 

gat ate tec ate aac ttc tgg tat ggc ttt tgt gtt ccc ate atg aeg 624 
Asp He Ser He Asn Phe Trp Tyr Gly Phe Cys Val Pro He Met Thr 
195 200 205 

gtc ate tea gat gtg att etc att get gtt tec tac gca cac ate etc 672 
Val He Ser Asp Val He Leu He Ala Val Ser Tyr Ala His He Leu 
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210 215 220 

tgt get gtc ttt ggc ctt ccc tec eaa gat gcc tgc cag aaa gee etc 720 
Cys Ala Val Phe Gly Leu Pro Ser Gin Asp Ala Cys Gin Lys Ala Leu 
225 230 235 . 240 

ggc act tgt ggt tct cat gtc tgt gtc ate etc atg ttt tat aca cct 768 
Gly Thr Cys Gly Ser His Val Cys Val He Leu Met Phe Tyr Thr Pro 
245 250 255 

gcc ttt ttc tec ate etc gcc cat egc ttt gga cac aat gtc tct egc 816 
Ala Phe Phe Ser He Leu Ala His Arg Phe Gly His Asn Val Ser Arg 
260 265 270 

ace ttc cac ate atg ttt gcc aat etc tac att gtt ate cea cct gea 864 
Thr Phe His lie Met Phe Ala Asn Leu Tyr He Val He Pro Pro Ala 
275 280 285 

etc aac ccc atg gtt tac gga gtg aag ace aag cag ate aga gat aag 912 
Leu Asn Pro Met Val Tyr Gly Val Lys Thr Lys Gin He Arg Asp Lys 
290 295 300 

gtt ata ctt ttg ttt tct aag ggt aca gga tga 945 
Val He Leu Leu Phe Ser Lys Gly Thr Gly 

310 



305 




<210> 


412 


<211> 


314 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


412 



Met He He Phe Asn Leu Ser Ser Tyr Asn Pro Gly Pro Phe He Leu 
15 10 15 



Val Gly He Pro Gly Leu Glu Gin Phe His Val Trp He Gly He Pro 
20 25 30 



Phe Cys He He Tyr He Val Ala Val Val Gly Asn Cys He Leu Leu 
35 40 45 



Tyr Leu He Val Val Glu His Ser Leu His Glu Pro Met Phe Phe Phe 
50 55 60 



Leu Ser Met Leu Ala Met Thr Asp Leu He Leu Ser Thr Ala Gly Val 
65 70 75 80 



Pro Lys Ala Leu Ser He Phe Trp Leu Gly Ala Arg Glu He Thr Phe 
85 90 95 



Pro Gly Cys Leu Thr Gin Met Phe Phe Leu His Tyr Asn Phe Val Leu 
100 105 110 
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Asp Ser Ala lie Leu Met Ala Met Ala Phe Asp His Tyr Val Ala lie 
115 120 125 



Cys Ser Pro Leu Arg Tyr Thr Thr lie Leu Thr Pro Lys Thr He He 
130 135 140 



Lys Ser Ala Met Gly He Ser Phe Arg Ser Phe Cys He He Leu Pro 
145 150 155 160 



Asp Val Phe Leu Leu Thr Cys Leu Pro Phe Cys Arg Thr Arg He He 
165 170 175 



Pro His Thr Tyr Cys Glu His He Gly Val Ala Gin Leu Ala Cys Ala 
180 185 190 



Asp He Ser He Asn Phe Trp Tyr Gly Phe Cys Val Pro He Met Thr 
195 200 205 



Val He Ser Asp Val He Leu He Ala Val Ser Tyr Ala His He Leu 
210 215 220 



Cys Ala Val Phe Gly Leu Pro Ser Gin Asp Ala Cys Gin Lys Ala Leu 
225 230 235 240 



Gly Thr Cys Gly Ser His Val Cys Val He Leu Met Phe Tyr Thr Pro 
245 250 255 



Ala Phe Phe Ser He Leu Ala His Arg Phe Gly His Asn Val Ser Arg 
260 265 270 



Thr Phe His He Met Phe Ala Asn Leu Tyr He Val He Pro Pro Ala 
275 280 285 



Leu Asn Pro Met Val Tyr Gly Val Lys Thr Lys Gin He Arg Asp Lys 
290 295 300 



Val He Leu Leu Phe Ser Lys Gly Thr Gly 
305 310 



<210> 413 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(936) 
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<400> 413 

atg ggg ttg ttc aat gtc act cac cct gca ttc ttc etc ctg act ggt 
Met Gly Leu Phe Asn Val Thr His Pro Ala Phe Phe Leu Leu Thr Gly 
15 10 15 



48 



ate cct ggt ctg gag age tct cac tec tgg ctg tea ggg ecc etc tgc 96 
He Pro Gly Leu Glu Ser Ser His Ser Trp Leu Ser Gly Pro Leu Cys 
20 25 30 

gtg atg tat got gtg gee ctt ggg gga aat aca gtg ate ctg cag get 144 
Val Met Tyr Ala Val Ala Leu Gly Gly Asn Thr Val He Leu Gin Ala 
35 40 45 

gtg ega gtg gag cec age etc eat gag ecc atg tae tac ttc ctg tec 192 
Val Arg Val Glu Pro Ser Leu His Glu Pro Met Tyr Tyr Phe Leu Ser 
50 55 60 

atg ttg tee ttc agt gat gtg gee ata tec atg gee aca ctg ecc act 240 
Met Leu Ser Phe Ser Asp Val Ala He Ser Met Ala Thr Leu Pro Thr 
65 70 75 80 

gta etc cga ace ttc tgc etc aat gee cgc aac ate act ttt gat gee 288 
Val Leu Arg Thr Phe Cys Leu Asn Ala Arg Asn He Thr Phe Asp Ala 
85 90 95 

tgt eta att cag atg ttt ctt att cac ttc ttc tec atg atg\gaa tea 336 
Cys Leu He Gin Met Phe Leu He His Phe Phe Ser Met Met Glu Ser 
100 105 110 

ggt att ctg ctg gee atg agt ttt gac cgc tat gtg gee att tgt gac 384 • 

Gly He Leu Leu Ala Met Ser Phe Asp Arg Tyr Val Ala He Cys Asp 
115 120 125 

cec ttg cgc tat gca act gtg etc ace act gaa gtc att get gca atg 432 
Pro Leu Arg Tyr Ala Thr Val Leu Thr Thr Glu Val He Ala Ala Met 
130 135 140 

ggt tta ggt gca get get ega age ttc ate ace ctt ttc cct ctt cec 480 
Gly Leu Gly Ala Ala Ala Arg Ser Phe He Thr Leu Phe Pro Leu Pro 
145 150 155 160 

ttt ctt att aag agg ctg cct ate tgc aga tec aat gtt ctt tct cac 528 . 

Phe Leu He Lys Arg Leu Pro He Cys Arg Ser Asn Val Leu Ser His 
165 170 175 

tec tac tgc ctg cac eca gac atg atg agg ctt gcc tgt get gat ate 576 
Ser Tyr Cys Leu His Pro Asp Met Met Arg Leu Ala Cys Ala Asp He 
180 185 190 

agt ate aac age ate tat gga etc ttt gtt ctt gta tec ace ttt gge 624 
Ser He Asn Ser He Tyr Gly Leu Phe Val Leu Val Ser Thr Phe Gly 
195 200 205 

atg gac ctg ttt ttt ate ttc etc tec tat gtg etc att ctg cgt tct 672 
Met Asp Leu Phe Phe He Phe Leu Ser Tyr Val Leu He Leu Arg Ser 
210 215 220 

gtc atg gee act get tec cgt gag gaa cgc etc aaa get etc aac aca 720 



617 



NSOOaO: <WO_0224726A2_L> 



wo 02/24726 



PCT/BEOl/00162 



Val Met Ala Thr Ala Ser Arg Glu Glu Arg Leu Lys Ala Leu Asn Thr 
225 230 235 240 

tgt gtg tea cat ate ctg get gta ctt gca ttt tat gtg cca atg att 
Cys Val Ser His lie Leu Ala Val Leu Ala Phe Tyr Val Pro Met lie 
245 250 255 

999 9tc tec aca gtg cac cgc ttt ggg aag cat gtc cca tgc tac ata 
Gly Val Ser Thr Val His Arg Phe Gly Lys His Val Pro Cys Tyr lie 
260 265 270 

cat gtc etc atg tea aat gtg tac eta ttt gtg cct cct gtg etc aac 
His Val Leu Met Ser Asn Val Tyr Leu Phe Val Pro Pro Val Leu Asn 
275 280 285 

cct etc att tat age gee aag aca aag gaa ate cgc ega gee att ttc 
Pro Leu lie Tyr Ser Ala Lys Thr Lys Glu Xle Arg Arg Ala lie Phe 
290 295 300 

cgc atg ttt cac cac ate aaa ata tga 
Arg Met Phe His His lie Lys He 
1 305 310 



<210>. 414 

<211> 312 

<212> PRT 

<213> Homo Sapiens 

<400> 414 

Met Gly Leu Phe Asn Val Thr His Pro Ala Phe Phe Leu Leu Thr Gly 
15 10 15 



lie Pro Gly Leu Glu Ser Ser His Ser Trp Leu Ser Gly Pro Leu Cys 
20 25 30 



Val Met Tyr Ala Val Ala Leu Gly Gly Asn Thr Val He Leu Gin Ala 
35 40 45 



Val Arg Val Glu Pro Ser Leu His Glu Pro Met Tyr Tyr Phe Leu Ser 
50 55 60 

Met Leu Ser Phe Ser Asp Val Ala He Ser Met Ala Thr Leu Pro Thr 
65 70 75 80 



Val Leu Arg Thr Phe Cys Leu Asn Ala Arg Asn He Thr Phe Asp Ala 
85 90 95 



Cys Leu He Gin Met Phe Leu He His Phe Phe Ser Met Met Glu Ser 
100 105 110 



Gly He Leu Leu Ala Met Ser Phe Asp Arg Tyr Val Ala He Cys Asp 
115 120 125 



768 



816 



864 



912 



939 
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Pro Leu Arg Tyr Ala Thr Val Leu Thr Thr Glu Val lie Ala Ala Met 
130 135 140 



Gly Leu Gly Ala Ala Ala Arg Ser Phe He Thr Leu Phe Pro Leu Pro 
145 150 155 160 



Phe Leu He Lys Arg Leu Pro He Cys Arg Ser Asn Val Leu Ser His 
165 170 175 



Ser Tyr Cys Leu His Pro Asp Met Met Arg Leu Ala Cys Ala Asp He 
180 185 190 



Ser He Asn Ser He Tyr Gly Leu Phe Val Leu Val Ser Thr Phe Gly 
195 200 205 



Met Asp Leu Phe Phe He Phe Leu Ser Tyr Val Leu He Leu Arg Ser 
210 215 220 



Val Met Ala Thr Ala Ser Arg Glu Glu Arg Leu Lys Ala Leu Asn Thr 
225 230 235 240 



Cys Val Ser His He Leu Ala Val Leu Ala Phe Tyr Val Pro Met He 
245 250 255 



Gly Val Ser Thr Val His Arg Phe Gly Lys His Val Pro Cys Tyr He 
260 265 270 



His Val Leu Met Ser Asn Val Tyr Leu Phe Val Pro Pro Val Leu Asn 
275 280 285 



Pro Leu He Tyr Ser Ala Lys Thr Lys Glu He Arg Arg Ala He Phe 
290 295 300 



Arg Met Phe His His He Lys He 
305 310 



<210> 415 

<211> 945 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (942) 

<223> 
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<400> 415 

atg ctg ggt etc aat ggc acc ccc ttc cag cca gca aca etc cag ctg 48 

Met lieu Gly Leu Asn Gly Thr Pro Phe Gin Pro Ala Thr Leu Gin Leu 
15 10 15 

aca ggc att cct ggg ata caa aca ggc etc acc tgg gtt gee ctg att 96 

Thr Gly He Pro Gly He Gin Thr Gly Leu Thr Trp Val Ala Leu He 
20 25 30 

ttc tgc ate etc tac atg ate tec att gta ggt aac etc age att etc 144 

Phe Cys He Leu Tyr Met He Ser- He Val Gly Asn Leu Ser He Leu 

35 40 45 



act ctg gtg ttt tgg gag cct get ctg cat cag ccc atg tac tac ttc 
Thr Leu Val Phe Trp Glu Pro Ala Leu His Gin Pro. Met Tyr Tyr Phe 
50 55 60 



192 



etc tct atg etc get etc aat gat ctg gga gtg tec ttt tet aca ett 240 
Leu Ser Met Leu Ala Leu Asn Asp Leu Gly Val Ser Phe Ser Thr Leu 
65 70 75 80 

ccc act gtg att tct act ttc tgc ttc aac tac aac cat gtt gcg ttt 288 
Pro Thr Val He Ser Thr Phe Cys Phe Asn Tyr Asn His Val Ala Phe 
85 90 95 

aat get tgc ctg gtc cag atg ttc ttc ate eac act ttc tec ttc atg 336 
Asn Ala Cys Leu Val Gin Met Phe Phe He His Thr Phe Ser Phe Met 
100 105 110 

gag tea ggc ata ctg ctg gee atg age ttg gat cgc ttt gtg get att 384 
Glu Ser Gly He Leu Leu Ala Met Ser Leu Asp Arg Phe Val Ala He 
115 120 125 

tgt tat cca tta cgc tat gtc act gtg etc act eac aac egt ata ttg 432 
Cys Tyr Pro Leu Arg Tyr Val Thr Val Leu Thr His Asn Arg He Leu 
130 135 140 

get atg ggt ctg ggc ate ett ace aag agt ttc ace act etc ttc cct 4 80 

Ala Met Gly Leu Gly He Leu Thr Lys Ser Phe Thr Thr Leu Phe Pro 
145 150 155 160 

ttc cct ttt gtg gtg aaa cga ctg ccc ttc tgc aaa ggc aat gtt ttg 528 
Phe Pro Phe Val Val Lys Arg Leu Pro Phe Cys Lys Gly Asn Val Leu 
165 170 175 

cat eac tec tac tgt etc cat cca gat etc atg aaa gta gca tgt gga 576 
His His Ser Tyr Cys Leu His Pro Asp Leu Met Lys Val Ala Cys Gly 
180 185 190 

gac ate cat gtt aac aac att tat ggg etc ttg gtg ate att ttt acc 624 
Asp He His Val Asn Asn He Tyr Gly Leu Leu Val He He Phe Thr 
195 200 205 

tat ggt atg gac tea act ttc ate ctg ett tec tac gca ttg ate ctg 672 
Tyr Gly Met Asp Ser Thr Phe He Leu Leu Ser Tyr Ala Leu He Leu 
210 215 220 

aga gee atg ctg gtc ate ata tec cag gaa cag egg etc aag gca etc 720 
Arg Ala Met Leu Val He He Ser Gin Glu Gin Arg Leu Lys Ala Leu 
225 230 235 240 



620 
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aac acc tgc atg tea cac ate tgt gca gtg ctg gcc ttt tat gtg ccc 768 
Asn Thr Cys Met Ser His He Cys Ala Val Leu Ala Phe Tyr Val Pro 
245 250 255 

ata att get gtc tec atg att cac cgc ttc tgg aaa agt get cca cct 816 
He He Ala Val Ser Met He His Arg Phe Trp Lys Ser Ala Pro Pro 
260 265 270 

gtt gtt cat gtc atg atg tec aat gtc tac ctg ttt gta cca ccc atg 864 
Val Val His Val Met Met Ser Asn Val Tyr Leu Phe Val Pro Pro Met 
275 280 285 

etc aac cct ate ate tac agt gtg aaa acc aag gag ate cgc aaa ggg 912 
Leu Asn Pro He He Tyr Ser Val Lys Thr Lys Glu He Arg Lys Gly 
290 295 300 

att etc aag ttc ttc eat aaa tec cag gee tga 945 
He Leu Lys Phe Phe His Lys Ser Gin Ala 
305 310 



<210> 416 

<211> 314 

<212> PRT 

<213> Homo Sapiens 

<400> 416 

Met Leu Gly Leu Asn Gly Thr Pro Phe Gin Pro Ala Thr Leu Gin Leu 
15 10 15 



Thr Gly He Pro Gly He Gin Thr Gly Leu Thr Trp Val Ala Leu He 
20 25 30 



Phe Cys He Leu Tyr Met He Ser He Val Gly Asn Leu Ser He Leu 
35 40 45 



Thr Leu Val Phe Trp Glu Pro Ala Leu His Gin Pro Met Tyr Tyr Phe 
50 55 60 



Leu Ser Met Leu Ala Leu Asn Asp Leu Gly Val Ser Phe Ser Thr Leu 
65 70 75 80 



Pro Thr Val He Ser Thr Phe Cys Phe Asn Tyr Asn His Val Ala Phe 
85 90 95 



Asn Ala Cys Leu Val Gin Met Phe Phe He His Thr Phe Ser Phe Met 
100 105 110 



Glu Ser Gly He Leu Leu Ala Met Ser Leu Asp Arg Phe Val Ala He 
115 120 125 



Cys Tyr Pro Leu Arg Tyr Val Thr Val Leu Thr His Asn Arg He Leu 
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130 135 140 



Ala Met Gly Leu Gly He Leu Thr Lys Ser Phe Thr Thr Leu Phe Pro 
145 150 155 160 



Phe Pro Phe Val Val Lys Arg Leu Pro Phe Cys Lys Gly Asn Val Leu 
165 170 175 



His His Ser Tyr Cys Leu His Pro Asp Leu Met Lys Val Ala Cys Gly 
180 185 190 



Asp He His Val Asn Asn He Tyr Gly Leu Leu Val He He Phe Thr 
195 200 205 



Tyr Gly Met Asp Ser Thr Phe He Leu Leu Ser Tyr Ala Leu He Leu 
210 215 220 



Arg Ala Met Leu Val He He Ser Gin Glu Gin Arg Leu Lys Ala Leu 
225 230 235 240 



Asn Thr Cys Met Ser His He Cys Ala Val Leu Ala Phe Tyr Val Pro 
245 250 255 



He He Ala Val Ser Met He His Arg Phe Trp Lys Ser Ala Pro Pro 
260 265 270 



Val Val His Val Met Met Ser Asn Val Tyr Leu Phe Val Pro Pro Met 
275 ^ 280 285 



Leu Asn Pro He He Tyr Ser Val Lys Thr Lys Glu He Arg Lys Gly 
290 295 300 



He Leu Lys Phe Phe His Lys Ser Gin Ala 

310 



305 




<210> 


417 


<211> 


981 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


CDS 


<222> 


(1) . 


<223> 




<400> 


417 



atg tea gtc caa tat teg etc agt cct eaa tte atg ctg eta tec aae 4 8 

Met Ser Val Gin Tyr Ser Leu Ser Pro Gin Phe Met Leu Leu Ser Asn 
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15 10 15 

att act cag ttt age ccc ata ttc tat etc ace age ttt cct gga ttg 96 
lie Thr Gin Phe Ser Pro lie Phe Tyr Leu Thr Ser Phe Pro Gly Leu 
20 25 30 

gaa ggc ate aaa cac tgg att ttc ate ccc ttt ttc ttt atg tac atg 144 
Glu Gly He Lys His Trp. He Phe He Pro Phe Phe Phe Met Tyr Met 
35 40 45 

gtt gcc ate tea ggc aat tgt ttc att ctg ate att att aag acc aac 192 
Val Ala He Ser Gly Asn Cys Phe He Leu He He He Lys Thr Asn 
50 55 60 

cct cgt ctg cac aca ccc atg tac tat eta eta tec ttg ctg gcc etc 24 0 

Pro Arg Leu His Thr Pro Met Tyr Tyr Leu Leu Ser Leu Leu Ala Leu 
65 70 75 80 

act gae ctg ggg ctg tgt gtg tee acg ttg ccc aee act atg ggg ate 288 
Thr Asp Leu Gly Leu Cys Val Ser Thr Leu Pro Thr Thr Met Gly He 
85 90 95 

ttc tgg ttt aac tec cag agt ate tac ttt gga gcg tgt caa ate cag 336 
Phe Trp Phe Asn Ser Gin Ser He Tyr Phe Gly Ala Cys Gin He Gin 
100 105 110 

atg ttc tge ate cac tet ttt tec ttc atg gag tec tea gtg etc etc 384 
Met Phe Cys He His Ser Phe Ser Phe Met Glu Ser Ser Val Leu Leu 
115 120 125 

atg atg tec ttt gae cgc ttt gtg gee ate tge cac cct ctg agg tat 432 
Met Met Ser Phe Asp Arg Phe Val Ala He Cys His Pro Leu Arg Tyr 
130 135 140 

teg gte att ate act ggc cag caa gtg gte aga gca ggc eta att gtc 480 
Ser Val He He Thr Gly Gin Gin Val Val Arg Ala Gly Leu He Val 
145 150 155 160 

ate ttc egg gga cct gtg gcc act ate cct att gtc etc etc ctg aag 528 
He Phe Arg Gly Pro Val Ala Thr He Pro He Val Leu Leu Leu Lys 
165 170 175 

get ttt ccc tac tgt gga tet gtg gtc etc tee cac tea ttt tge ctg 576 
Ala Phe Pro Tyr Cys Gly Ser Val Val Leu Ser His Ser Phe Cys Leu 
180 185 190 

cac cag gaa gtg ata cag ctg gcc tge aca gat aee acc ttc aat aat 624 
His Gin Glu Val He Gin Leu Ala Cys Thr Asp Thr Thr Phe Asn Asn 
195 200 205 

ctg tat gga ctg atg gtg gta gtt ttc act gtg atg ctg gae ctg gtg 672 
Leu Tyr Gly Leu Met Val Val Val Phe Thr Val Met Leu Asp Leu Val 
210 215 220 

etc ate gca ctg tec tat gga etc ate ctg cac aca gta gca ggc ctg 720 
Leu He Ala Leu Ser Tyr Gly Leu He Leu His Thr Val Ala Gly Leu 
225 230 235 240 



gee tec caa gag gag cag cgc cgt gee ttt cag aca tge acc get eat 
Ala Ser Gin Glu Glu Gin Arg Arg Ala Phe Gin Thr Cys Thr Ala His 



768 



245 250 255 
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etc tgt get gtg eta gta ttc ttt gtg ccc atg atg ggg ctg tec ctg 816 
lieu Cys Ala Val Leu Val Phe Phe Val Pro Met Met Gly Leu Ser Leu 
260 265 270 

gtg cae cgt ttt ggg aag cat gcc cea ect get att cat ctt ett atg 864 
Val His Arg Phe Gly Lys His Ala Pro Pro Ala lie His Leu Leu Met 
275 280 285 

gcc aat gtc tac ctt ttt gtg cct ccc atg ctt aac cca ate ata tac 912 
Ala Asn Val Tyr Leu Phe Val Pro Pro Met Leu Asn Pro lie lie Tyr 
290 295 300 

age att aag ace aag gag ate cae cgt gee att ate aaa etc eta ggt 960 
Ser lie Lys Thr Lys Glu lie His Arg Ala lie lie Lys Leu Leu Gly 
305 310 315 320 

ctt aaa aag gcc agt aaa tga 981 
Leu Lys Lys Ala Ser Lys 
325 



<210> 418 

<211> 326 

<212> PRT 

<213> Homo Sapiens 

<400> 418 

Met Ser Val Gin Tyr Ser Leu Ser Pro Gin Phe Met Leu Leu Ser Asn 
15 10 15 



lie Thr Gin Phe Ser Pro lie Phe Tyr Leu Thr Ser Phe Pro Gly Leu 
20 25 30 



Glu Gly lie Lys His Trp lie Phe lie Pro Phe Phe Phe Met Tyr Met 
35 40 45 



Val Ala lie Ser Gly Asn Cys Phe lie Leu lie lie lie Lys Thr Asn 
50 55 60 



Pro Arg Leu His Thr Pro Met Tyr Tyr Leu Leu Ser Leu Leu Ala Leu 
65 70 75 80 



Thr Asp Leu Gly Leu Cys Val Ser Thr Leu Pro Thr Thr Met Gly lie 
85 90 95 



Phe Trp Phe Asn Ser Gin Ser lie Tyr Phe Gly Ala Cys Gin lie Gin 
100 105 110 



Met Phe Cys lie His Ser Phe Ser Phe Met Glu Ser Ser Val Leu Leu 
115 120 125 
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Met Met Ser Phe Asp Arg Phe Val Ala lie Cys His Pro Leu Arg Tyr 
130 135 140 



Ser Val lie He Thr Gly Gin Gin Val Val Arg Ala Gly Leu He Val 
145 150 155 160 



He Phe Arg Gly Pro Val Ala Thr He Pro He Val Leu Leu Leu Lys 
165 170 175 



Ala Phe Pro Tyr Cys Gly Ser Val Val Leu Ser His Ser Phe Cys Leu 
180 . 185 190 



His Gin Glu Val He Gin Leu Ala Cys Thr Asp Thr Thr Phe Asn Asn 
195 200 205 



Leu Tyr Gly Leu Met Val Val Val Phe Thr Val Met Leu Asp Leu Val 
210 215 220 



Leu He Ala Leu Ser Tyr Gly Leu He Leu His Thr Val Ala Gly Leu 
225 230 235 240 



Ala Ser Gin Glu Glu Gin Arg Arg Ala Phe Gin Thr Cys Thr Ala His 
245 250 255 



Leu Cys Ala Val Leu Val Phe Phe Val Pro Met Met Gly Leu Ser Leu 
260 265 270 



Val His Arg Phe Gly Lys His Ala Pro Pro Ala He His Leu Leu Met 
275 280 285 



Ala Asn Val Tyr Leu Phe Val Pro Pro Met Leu Asn Pro He He Tyr 
290 295 300 



Ser He Lys Thr Lys Glu He His Arg Ala He He Lys Leu Leu Gly 
305 310 315 320 



Leu Lys Lys Ala Ser Lys 
325 



<210> 419 

<211> 954 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(951) 

<223> 
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<400> 419 

atg tec cag gtg act aac acc aca caa gaa ggc ate tac ttc ate etc 48 

Met Ser Gin Val Thr Asn Thr Thr Gin Glu Gly He Tyr Phe He Leu 
15 10 15 

acg gac ate cet gga ttt gag gee tee cac ate tgg ate tec ate ece 96 
Thr Asp He Pro Gly Phe Glu Ala Ser His He Trp He Ser He Pro 
20 25 30 

gtc tgc tgt etc tac acc ate tec ate atg ggc aat acc acc ate etc 144 
Val Cys Cys I-eu Tyr Thr He Ser He Met Gly Asn Thr Thr He Leu 
35 40 45 

act gtc att cgc aca gag cea tct gtc cac cag ege atg tat ctg ttt 192 
Thr Val He Arg Thr Glu Pro Ser Val His Gin Arg Met Tyr Leu Phe 
50 55 60 

etc tec atg ctg gee ctg aeg gae ctg ggt etc acc etc ace ace eta 240 
Leu Ser Met Leu Ala Leu Thr Asp Leu Gly Leu Thr Leu Thr Thr Leu 
65 70 75 80 

ece aca gtc atg eag ett etc tgg ttc aac gtt cgt aga ate age tct 288 
Pro Thr Val Met Gin Leu Leu Trp Phe Asn Val Arg Arg He Ser Ser 
85 90 - 95 

gag gee tgt ttt get eag ttt ttc ttc ett cat gga ttc tec ttt atg 336 
Glu Ala Cys Phe Ala Gin Phe Phe Phe Leu His Gly Phe Ser Phe Met 
100 105 110 

gag tct tct gtc etc ctg get atg tee gtt gac tgc tat gtg gee ate 384 
Glu Ser Ser Val Leu Leu Ala Met Ser Val Asp Cys Tyr Val Ala He 
115 120 125 

tgc tgt ece etc eat tat gee tee ate etc ace aat. gaa gtc att ggt 432- 
Cys Cys Pro Leu His Tyr Ala Ser He Leu Thr Asn Glu Val He Gly 
130 135 140 

aga act ggg tta gee ate att tgc tgc tgt gtt ctg gcg gtt ett ccc 480 
Arg Thr Gly Leu Ala He He Cys Cys Cys Val Leu Ala Val Leu Pro 
145 150 155 160 

tec ett ttc tta etc aag ega ctg cct ttc tgc cac tec cac ett etc 528 
Ser Leu Phe Leu Leu Lys Arg Leu Pro Phe Cys His Ser His Leu Leu 
165 170 175 

tct cgc tec tat tgc etc cac eag gat atg ate cgc ctg gtc tgt get 576 
Ser Arg Ser Tyr Cys Leu His Gin Asp Met He Arg Leu Val Cys Ala 
180 185 190 

gac ate agg etc aac age tgg tat gga ttt get ett gee ttg etc att 624 
Asp He Arg Leu Asn Ser Trp Tyr Gly Phe Ala Leu Ala Leu Leu He 
195 200 205 

att ate gtg gat cct ctg etc att gtg ate tec tat aca ett att ctg 672 
He He Val Asp Pro Leu Leu He Val He Ser Tyr Thr Leu He Leu 
210 215 220 



aaa aat ate ttg ggc aca gee ace tgg get gag ega etc cgt gee etc 
Lys Asn He Leu Gly Thr Ala Thr Trp Ala Glu Arg Leu Arg Ala Leu 



720 
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225 230 235 240 

aat aac tgc ctg tec cac att eta get gtc ctg gtc etc tac att ccc 768 
Asn Asn Cys Leu Ser His lie Leu Ala Val Leu Val Leu lyr lie Pro 
245 . 250 255 

atg gtt ggt gta tet atg aet cat egc ttt gee aag eat gcc tct eca 816 
Met Val Gly Val Ser Met Thr His Arg Phe Ala Lys His Ala Ser Pro 
260 265 270 

ctg gtc cat gtt ate atg gee aat ate tac ctg ctg gca ccc ccg gtg 864 
Leu Val His Val lie Met Ala Asn lie Tyr Leu Leu Ala Pro Pro Val 
275 280 285 

atg aac ccc ate att tac agt gta aag aac aag cag ate caa tgg gga 912 
Met Asn Pro lie He Tyr Ser Val Lys Asn Lys Gin He Gin Trp Gly 
290 295 300 

atg tta aat ttc ctt tec etc aaa aat atg cat tea aga tga 954 
Met Leu Asn Phe Leu Ser Leu Lys Asn Met His Ser Arg 

310 315 



305 




<210> 


420 


<211> 


317 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


420 



Met Ser Gin Val Thr Asn Thr Thr Gin Glu Gly He Tyr Phe He Leu 
15 10 15 



Thr Asp He Pro Gly Phe Glu Ala Ser His He Trp He Ser He Pro 
20 25 30 



Val Cys Cys Leu Tyr Thr He Ser He Met Gly Asn Thr Thr He Leu 
35 40 45 



Thr Val He Arg Thr Glu Pro Ser Val His Gin Arg Met Tyr Leu Phe 
50 55 60 



Leu Ser Met Leu Ala Leu Thr Asp Leu Gly Leu Thr Leu Thr Thr Leu 
65 70 75 80 



Pro Thr Val Met Gin Leu Leu Trp Phe Asn Val Arg Arg He Ser Ser 
85 90 95 



Glu Ala Cys Phe Ala Gin Phe Phe Phe Leu His Gly Phe Ser Phe Met 
100 105 110 



Glu Ser Ser Val Leu Leu Ala Met Ser Val Asp Cys Tyr Val Ala He 
115 120 125 
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Cys Cys Pro Leu His Tyr Ala Ser lie Leu Thr Asn Glu Val lie Gly 
130 135 140 



Arg Thr Gly Leu Ala lie He Cys Cys Cys Val Leu Ala Val Leu Pro 
145 150 155 160 



Ser Leu Phe Leu Leu Lys Arg Leu Pro Phe Cys His Ser His Leu Leu 
165 170 175 



Ser Arg Ser Tyr Cys Leu His Gin Asp Met He Arg Leu Val Cys Ala 
180 185 190 



Asp He Arg Leu Asn Ser Trp Tyr Gly Phe Ala Leu Ala Leu Leu He 
195 200 205 



He He Val Asp Pro Leu Leu He Val He Ser Tyr Thr Leu He Leu 
210 215 220 



Lys Asn He Leu Gly Thr Ala Thr Trp Ala Glu Arg Leu Arg Ala Leu 
225 230 235 240 

Asn Asn Cys Leu Ser His He Leu Ala Val Leu Val Leu Tyr He Pro 
245 250 255 



Met Val Gly Val Ser Met Thr His Arg Phe Ala Lys His Ala Ser Pro 
260 265 270 



Leu Val His Val He Met Ala Asn He Tyr Leu Leu Ala Pro Pro Val 
275 280 285 



Met Asn Pro He He Tyr Ser Val Lys Asn Lys Gin He Gin Trp Gly 
290 295 300 



Met Leu Asn Phe Leu Ser Leu Lys Asn Met His Ser Arg 
305 310 315 



<210> 421 

<211> 966 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(963) 

<223> 



<400> 421 
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atg eta aca ctg aat aaa aca gac eta ata cca get tea ttt att etg 48 
Met Leu Thr Leu Asn Lys Thr Asp Leu lie Pro Ala Ser Phe lie Leu 
15 10 15 

aat gga gtc cca gga ctg gaa gac aca caa etc tgg att tec ttc cca 96 
Asn Gly Val Pro Gly Leu Glu Asp Thr Gin Leu Trp lie Ser Phe Pro 
20 25 30 

ttc tgc tct atg tat gtt gtg get atg gta ggg aat tgt gga etc etc 144 
Phe Cys Ser Met Tyr Val Val Ala Met Val Gly Asn Cys Gly Leu Leu 
35 40 45 

tac etc att cac tat gag gat gee ctg cac aaa ccc atg tac tac ttc 192 
Tyr Leu lie His Tyr Glu Asp Ala Leu His Lys Pro Met Tyr Tyr Phe 
50 55 60 

ttg gee atg ctt tec ttt act gac ctt gtt atg tgc tct agt aca ate 240 
Leu Ala Met Leu Ser Phe Thr Asp Leu Val Met Cys Ser Ser Thr lie 
65 70 75 80 

cet aaa gee etc t<gc ate ttc tgg ttt cat etc aag gac att gga ttt 288 
Pro Lys Ala Leu Cys lie Phe Trp Phe His Leu Lys Asp lie Gly Phe 
85 90 95 

gat gaa tgc ctt gtc cag atg ttc ttc ate cac acc ttc aca ggg atg 336- 
Asp Glu Cys Leu Val Gin Met Phe Phe lie His Thr Phe Thr Gly Met 
100 105 110 

gag tct ggg gtg ctt atg ctt atg gcc ctg gat cgc tat gtg^gee ate 384 
Glu Ser Gly Val Leu Met Leu Met Ala Leu Asp Arg Tyr Val Ala lie 
115 120 125 

tgc tac ccc tta cgc tat tea act ate etc acc aat cct gta att gea 432- 
Cys Tyr Pro Leu Arg Tyr Ser Thr lie Leu Thr Asn Pro Val lie Ala 
130 135 140 

aag gtt ggg act gcc acc ttc ctg aga ggg gta tta etc att att ccc 480 
Lys Val Gly Thr Ala Thr Phe Leu Arg Gly Val Leu Leu lie lie Pro 
145 150 155 160 

ttt act ttc etc acc aag cgc ctg ccc tac tgc aga ggc aat ata ctt 528 
Phe Thr Phe Leu Thr Lys Arg Leu Pro Tyr Cys Arg Gly Asn lie Leu 
165 170 175 

ccc cat ace tac tgt gac cac atg tct gta gcc aaa ttg tec tgt ggt 576 
Pro His Thr Tyr Cys Asp His Met Ser Val Ala Lys Leu Ser Cys Gly 
180 185 190 

aat gtc aag gtc aat gcc ate tat ggt ctg atg gtt gcc etc ctg att 624 
Asn Val Lys Val Asn Ala lie Tyr Gly Leu Met Val Ala Leu Leu lie 
195 200 205 

999 99c ttt gac ata ctg tgt ate acc ate tec tat acc atg att etc 672 
Gly Gly Phe Asp lie Leu Cys He Thr He Ser Tyr Thr Met He Leu 
210 215 220 

egg gca gtg gtc age etc tec tea gca gat get egg cag aag gcc ttt 720 
Arg Ala Val Val Ser Leu Ser Ser Ala Asp Ala Arg Gin Lys Ala Phe 
225 230 235 240 

aat acc tgc act gcc cac att tgt gee att gtt ttc tec tat act cca 768 
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Asn Thr Cys Thr Ala His lie Cys Ala lie Val Phe Ser Tyr Thr Pro 
245 250 255 

get ttc ttc tec ttc ttt tec cac cgc ttt ggg gaa cac ata ate cec 816 
Ala Phe Phe Ser Phe Phe Ser His Arg Phe Gly Glu His lie lie Pro . 
260 265 270 

cet tct tgc cac ate att gta gee aat att tat ctg etc eta cea cec 864 
Pro Ser Cys His lie lie Val Ala Asn lie Tyr Leu Leu Leu Pro Pro 
275 280 285 

act atg aac ect att gtc tat ggg gtg aaa acc aaa cag ata cga gac 912 
Thr Met Asn Pro lie Val Tyr Gly Val Lys Thr Lys Gin lie Arg Asp 
290 295 300 

tgt gtc ata agg ate ctt tea ggt tct aag gat ace aaa tec tac age 960 
Cys Val lie Arg lie Leu Ser Gly Ser Lys Asp Thr Lys Ser Tyr Ser 
305 310 315 320 

atg tga 566 
Met 



<210> 422 

<211> 321 

<212> PRT 

<213> Homo Sapiens 

<400> 422 

Met Leu Thr Leu Asn Lys Thr Asp Leu lie Pro Ala Ser Phe lie Leu 
15 10 15 



Asn Gly Val Pro Gly Leu Glu Asp Thr Gin Leu Tip lie Ser Phe Pro 
20 25 30 



Phe Cys Ser Met Tyr Val Val Ala Met Val Gly Asn Cys Gly Leu Leu 
35 40 45 



Tyr Leu lie His Tyr Glu Asp Ala Leu His Lys Pro Met Tyr Tyr Phe 
50 55 60 



Leu Ala Met Leu Ser Phe Thr Asp Leu Val Met Cys Ser Ser Thr lie 
65 70 75 80 



Pro Lys Ala Leu Cys lie Phe Trp Phe His Leu Lys Asp He Gly Phe 
85 90 95 



Asp Glu Cys Leu Val Gin Met Phe Phe lie His Thr Phe Thr Gly Met 
100 105 110 



Glu Ser Gly Val Leu Met Leu Met Ala Leu Asp Arg Tyr Val Ala He 
115 120 125 
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Cys Tyr Pro Leu Arg Tyr Ser Thr lie Leu Thr Asn Pro Val He Ala 
130 135 140 



Lys Val Gly Thr Ala Thr Phe Leu Arg Gly Val Leu Leu He He Pro 
145 150 155 160 



Phe Thr Phe Leu Thr Lys Arg Leu Pro Tyr Cys Arg Gly Asn He Leu 
165 170 175 



Pro His Thr Tyr Cys Asp His Met Ser Val Ala Lys Leu Ser Cys Gly 
180 185 190 



Asn Val Lys Val Asn Ala He Tyr Gly Leu Met Val Ala Leu Leu He 
195 200 205 



Gly Gly Phe Asp He Leu Cys He Thr He Ser Tyr Thr Met He Leu 
210 215 220 



Arg Ala Val Val Ser Leu Ser Ser Ala Asp Ala Arg Gin Lys Ala Phe 
225 230 235 240 



Asn Thr Cys Thr Ala His He Cys Ala He Val Phe Ser Tyr Thr Pro 
245 250 255 



Ala Phe Phe Ser Phe Phe Ser His Arg Phe Gly Glu His He He Pro 
260 265 270 



Pro Ser Cys His He He Val Ala Asn He Tyr Leu Leu Leu Pro Pro 
275 280 285 



Thr Met Asn Pro He Val Tyr Gly Val Lys Thr Lys Gin He Arg Asp 
290 295 300 



Cys Val He Arg He Leu Ser Gly Ser Lys Asp Thr Lys Ser Tyr Ser 
305 310 315 320 



Met 



<210> 423 

<211> 966 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 
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<222> (1) . . (963) 
<223> 



<400> 423 

atg gaa tct cct aat cac act gat gtt gac cct tct gtc ttc ttc etc 48 
Met Glu Ser Pro Asn His Thr Asp Val Asp Pro Ser Val Phe Phe Leu 
15 10 15 

ctg ggc ate oca ggt ctg gaa caa ttt cat ttg tgg etc tea etc cct 96 
X»eu Gly lie Pro Gly Leu Glu Gin Phe His Leu Trp Leu Ser Leu Pro 
20 25 30 

gtg tgt ggc tta ggc aca gee aca att gtg ggc aat ata act att ctg 144 
Val Cys Gly Leu Gly Thr Ala Thr lie Val Gly Asn lie Thr lie Leu 
35 40 45 

gtt gtt gtt gee act gaa cca gtc ttg cac aag cct gtg tac ctt ttt 192 
Val Val Val Ala Thr Glu Pro Val Leu His Lys Pro Val Tyr Leu Phe 
50 55 60 

Ctg tgc atg etc tea acc ate gae ttg get gee tct gtc tee aca gtt 240 
Leu Cys Met Leu Ser Thr lie Asp Leu Ala Ala Ser Val Ser Thr Val 
65 70 75 80 

ccc aag eta ctg get ate ttc tgg tgt gga gee gga eat ata tct gee 288 
Pro Lys Leu Leu Ala lie Phe Trp Cys Gly Ala Gly His lie Ser Ala 
85 90 95 

tct gee tgc ctg gea eag atg ttc ttc att eat gee ttc tgc atg atg 336 
Ser Ala Cys Leu Ala Gin Met Phe Phe He His Ala Phe Cys ' Met Met 
100 105 110 

gag tec act gtg eta ctg gee atg gcc ttt gat cgc tac gtg gee ate 384 
Glu Ser Thr Val Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala He 
115 120 125 

tgc cac cca etc cgc tat gcc aca ate etc act gae ace ate att gcc 432 
Cys His Pro Leu Arg Tyr Ala Thr He Leu Thr Asp Thr He He Ala 
130 135 140 

cac ata ggg gtg gea get gta gtg ega ggc tec ctg etc atg etc cca 480 
His He Gly Val Ala Ala Val Val Arg Gly Ser Leu Leu Met Leu Pro 
145 150 155 160 

tgt ccc ttc ctt att ggg cgt ttg aac ttc tgc caa age cat gtg ate 528 
Cys Pro Phe Leu He Gly Arg Leu Asn Phe Cys Gin Ser His Val He 
165 170 175 

eta cac acg tac tgt gag cac atg get gtg gtg aag ctg gee tgt gga 576 
Leu His Thr Tyr Cys Glu His Met Ala Val Val Lys Leu Ala Cys Gly 
180 185 190 

gac ace agg cct aac cgt gtg tat ggg ctg aca get gea ctg ttg gtc 624 
Asp Thr Arg Pro Asn Arg Val Tyr Gly Leu Thr Ala Ala Leu Leu Val 
195 200 205 

att ggg gtt gae ttg ttt tgc att ggt etc tec tat gcc eta agt gea 672 
He Gly Val Asp Leu Phe Cys He Gly Leu Ser Tyr Ala Leu Ser Ala 
210 215 220 
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caa get gtc ctt cgc etc tea tee cat gaa get egg tee aag gee eta 720 
Gin Ala Val Leu Arg Leu Ser Ser His Glu Ala Arg Ser Lys Ala Leu 
225 230 235 240 

ggg acc tgt ggt tec cat gtc tgt gtc ate etc ate tct tat aca cca 768 
Gly Thr Cys Gly Ser His Val Cys Val lie Leu lie Ser Tyr Thr Pro 
245 250 255 

gee etc ttc tec ttt ttt aca cae egc ttt gge eat cae gtt cca gtc 816 
Ala Leu Phe Ser Phe Phe Thr His Arg Phe Gly His His Val Pro Val 
260 265 270 

eat att eac att ett ttg gee aat gtt tat etg ett ttg eea ect get 864 
His lie His lie Leu Leu Ala Asn Val Tyr Leu Leu Leu Pro Pro Ala 
275 280 285 

ctt aat ect gtg gta tat gga gtt aag acc aaa cag ate egt aaa aga 912 
Leu Asn Pro Val Val Tyr Gly Val Lys Thr Lys Gin lie Arg' Lys Arg 
290 • 295 300 

gtt gtc agg gtg ttt caa agt ggg cag gga atg gge ate aag gca tct 960 
Val Val Arg Val Phe Gin Ser Gly Gin Gly Met Gly lie Lys Ala Ser 
305 310 . 315 320 

gag tga ' 966 

Glu 



<210> 424 

<211> 321 

<:212> PRT 

<213> Homo Sapiens 

<400> 424 

Met Glu Ser Pro Asn His Thr Asp Val Asp Pro Ser Val Phe Phe Leu 
1 5 10 • 15 

Leu Gly lie Pro Gly Leu Glu Gin Phe His Leu Trp Leu Ser Leu Pro 
20 25 30 

Val Cys Gly Leu Gly Thr Ala Thr He Val Gly Asn He Thr He Leu 
35 40 45 

Val Val Val Ala Thr Glu Pro Val Leu His Lys Pro Val Tyr Leu Phe 
50 55 60 

Leu Cys Met Leu Ser Thr He Asp Leu Ala Ala Ser Val Ser Thr Val 
65 70 75 80 

Pro Lys Leu Leu Ala He Phe Trp Cys Gly Ala Gly His He Ser Ala 
85 90 95 

Ser Ala Cys Leu Ala Gin Met Phe Phe He His Ala Phe Cys Met Met 
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100 105 110 



Glu Ser Thr Val Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala He 
115 120 125 



Cys His Pro Leu Arg Tyr Ala Thr He Leu Thr Asp Thr He He Ala 
130 135 140 



His He Gly Val Ala Ala Val Val Arg Gly Ser Leu Leu Met Leu Pro 
145 150 155 160 



Cys Pro Phe Leu He Gly Arg Leii Asn Phe Cys Gin Ser His Val He 
165 170 175 



Leu His Thr Tyr Cys Glu His Met Ala Val Val Lys Leu Ala Cys Gly 
180 185 190 



Asp Thr Arg Pro Asn Arg Val Tyr Gly Leu Thr Ala Ala Leu Leu Val 
195 200 205 



He Gly Val Asp Leu Phe Cys He Gly Leu Ser Tyr Ala Leu Ser Ala 
210 215 220 



Gin Ala Val Leu Arg Leu Ser Ser His Glu Ala Arg Ser Lys Ala Leu 
225 230 235 240 



Gly Thr Cys Gly Ser His Val Cys Val He Leu He Ser Tyr Thr Pro 
245 250 255 



Ala Leu Phe Ser Phe Phe Thr His Arg Phe Gly His His Val Pro Val 
260 265 270 



His He His He Leu Leu Ala Asn Val Tyr Leu Leu Leu Pro Pro TVla 
275 280 285 



Leu Asn Pro Val Val Tyr Gly Val Lys Thr Lys Gin He Arg Lys Arg 
290 295 300 



Val Val Arg Val Phe Gin Ser Gly Gin Gly Met Gly He Lys Ala Ser 
305 310 315 320 



Glu 



<210> 425 
<211> 975 
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<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(972) 

<223> 



<400> 425 

atg aat cat atg tct gca tct etc aaa ate tec aat age tec aaa ttc 48 
Met Asn His Met Ser Ala Ser Leu Lys He Ser Asn Ser Ser Lys Phe 
15 10 15 . 

cag gtc tct gag ttc ate etg etg gga ttc ceg ggc att cac age tgg 96 
Gin Val Ser Glu Phe He Leu Leu Gly Phe Pro Gly He His Ser Trp 
20 25 30 

caa cac tgg eta tct etg ccc etg gca eta etg tat etc tea gca ctt 144 
Gin His Trp Leu Ser Leu Pro Leu Ala Leu Leu Tyr- Leu Ser Ala Leu 
35 40 45 

get gca aac acc etc ate etc ate ate ate tgg cag aac cct tct tta 192 
Ala Ala Asn Thr Leu He Leu He He He Trp Gin Asn Pro Ser Leu 
50 55 60 

cag cag ccc atg tat att ttc ctt ggc ate ete tgt atg gta gac atg 240- 
Gin Gin Pro Met Tyr He Phe Leu Gly He Leu Cys Met Val Asp Met 
65 70 75 80 

ggt etg gee act act ate ate cct aag ate etg gee ate ttc tgg ttt 288 
Gly Leu Ala Thr Thr He He Pro Lys He Leu Ala He Phe Trp Phe 
85 90 95 

gat gcc aag gtt att age etc cct gag tge ttt get cag att tat gee 336 
Asp Ala Lys Val He Ser Leu Pro Glu Cys Phe Ala Gin He Tyr Ala 
100 105 110 

att cac ttc ttt gtg ggc atg gag tct ggt ate eta etc tgc atg get 384- 
He His Phe Phe Val Gly Met Glu Ser Gly He Leu Leu Cys Met Ala 
115 120 125 

ttt gat aga tat gtg get att tgt cac cct ctt ege tat cca tea att 432 
Phe Asp Arg Tyr Val Ala He Cys His Pro Leu Arg Tyr Pro Ser He 
130 135 140 

gtc acc agt tec tta ate tta aaa get acc etg ttc atg gtg etg aga 480 
Val Thr Ser Ser Leu He Leu Lys Ala Thr Leu Phe Met Val Leu Arg 
145 150 155 160 

aat ggc tta ttt gtc act cca gtg cct gtg ctt gca gca cag cgt gat 528 
Asn Gly Leu Phe Val Thr Pro Val Pro Val Leu Ala Ala Gin Arg Asp 
165 170 175 

tat tgc tec aag aat gaa att gaa cac tge etg tgc tct aac ctt ggg 576 
Tyr Cys Ser Lys Asn Glu He Glu His Cys Leu Cys Ser Asn Leu Gly 
180 185 190 

gtc aca age etg get tgt gat gac agg agg cca aac age att tge cag 624 
Val Thr Ser Leu Ala Cys Asp Asp Arg Arg Pro Asn Ser He Cys Gin 
195 200 205 
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ttg gtt ctg gca tgg ctt gga atg ggg agt gat eta agt ctt att ata 672 

Leu Val Leu Ala Trp Leu Gly Met Gly Ser Asp Leu Ser Leu He He 
210 215 220 

ctg tea tat att ttg att ctg tac tct gta ctt aga ctg aac tea get 72 0 

Leu Ser Tyr He Leu He Leu Tyr Ser Val Leu Arg Leu Asn Ser Ala 

225 230 , 235 240 

gaa get gca gee aag gcc ctg age act tgt agt tea cat etc ace etc 768 

Glu Ala Ala Ala Lys Ala Leu Ser Thr Cys Ser Ser His Leu Thr Leu 
245 250 255 

ate ctt ttc ttt tac act att gtt gta gtg att tea gtg act eat ctg 816 

He Leu Phe Phe Tyr Thr He Val Val Val He Ser Val Thr His Leu 
260 265 270 

aca gag atg aag get act ttg att eca gtt eta ctt aat gtg ttg cae 864 

Thr Glu Met Lys Ala Thr Leu He Pro Val Leu Leu Asn Val Leu His 
275 280 285 

aac ate ate ecc ect tqe etc aac cet aca gtt tat gca ctt cag ace 912 
Asn He He Pro Pro Ser Leu Asn Pro Thr Val Tyr Ala Leu Gin Thr 
290 295- 300 

aaa gaa ctt agg gca gcc ttc caa aag gtg ctg ttt gee ctt aca aaa 960 

Lys Glu Leu Arg Ala Ala Phe Gin Lys Val Leu Phe Ala Leu Thr Lys 

305 310 315 320 



gaa ata aga tct tag 
Glu He Arg Ser 



<210> 426 

<211> 324 

<212> PRT 

<213> Homo Sapiens 

<400> 426 

Met Asn His Met Ser Ala Ser Leu Lys He Ser Asn Ser Ser Lys Phe 
15 10 15 



Gin Val Ser Glu Phe He Leu Leu Gly Phe Pro Gly He His Ser Trp 
20 25 30 



Gin His Trp Leu Ser Leu Pro Leu Ala Leu Leu Tyr Leu Ser Ala Leu 
35 40 45 



Ala Ala Asn Thr Leu He Leu He He He Trp Gin Asn Pro Ser Leu 
50 55 60 



Gin Gin Pro Met Tyr He Phe Leu Gly He Leu Cys Met Val Asp Met 
65 70 75 80 
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Gly Leu Ala Thr Thr lie He Pro Lys He Leu Ala He Phe Trp Phe 
85 90 95 



Asp Ala Lys Val He Ser Leu Pro Glu Cys Phe Ala Gin He Tyr Ala 
100 105 110 



He His Phe Phe Val Gly Met Glu Ser Gly He Leu Leu Cys Met Ala 
115 120 125 



Phe Asp Arg Tyr Val Ala He Cys His Pro Leu Arg Tyr Pro Ser He 
130 135 140 



Val Thr Ser Ser Leu He Leu Lys Ala Thr Leu Phe Met Val Leu Arg 
145 ISO 155 160 



Asn Gly Leu Phe Val Thr Pro Val Pro Val Leu Ala Ala Gin Arg Asp 
165 170 175 



Tyr Cys Ser Lys Asn Glu He Glu His Cys Leu Cys Ser Asn Leu Gly 
180 185 190 



Val Thr Ser Leu Ala Cys Asp Asp Arg Arg Pro Asn Ser He Cys Gin 
195 200 205 



Leu Val Leu Ala Trp Leu. Gly Met Gly Ser Asp Leu Ser Leu He He 
210 215 220 



Leu Ser Tyr He Leu He Leu Tyr Ser Val Leu Arg Leu Asn Ser Ala 
225 230 235 240 

Glu Ala Ala Ala Lys Ala Leu Ser Thr Cys Ser Ser His Leu Thr Leu 
245 250 255 



He Leu Phe Phe Tyr Thr He Val Val Val He Ser Val Thr His Leu 
260 265 270 



Thr Glu Met Lys Ala Thr Leu He Pro Val Leu Leu Asn Val Leu His 
275 280 285 



Asn He He Pro Pro Ser Leu Asn Pro Thr Val Tyr Ala Leu Gin Thr 
290 295 300 



Lys Glu Leu Arg TQa Ala Phe Gin Lys Val Leu Phe Ala Leu Thr Lys 
305 310 315 320 



Glu He Arg Ser 
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<210> 427 

<211> 900 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..{897) 

<223> 



<400> 427 

atg gga ttc cct ggc att cac agt tgg cag cac tgg etc tec etg ccc 

Met Gly Phe Pro Gly He His Ser Trp Gin His Trp Leu Ser Leu Pro 
15 10 15 

ctg get etg etc tae etc tta get etc agt gee aac ate ctt ate etg 
Leu Ala Leu Leu Tyr Leu Leu Ala Leu Ser Ala Asn He Leu He Leu 
20 25 30 

ate ate ate aac aaa gag gca gea etg cae cag cct atg tae tat ttc 
He He He Asn Lys Glu Ala Ala Leu His Gin Pro Met Tyr Tyr Phe 
35 40 45 



cct aag att ttg gee ate tta tgg ttc aat get aag ace ate agt etc 

Pro Lys He Leu Ala He Leu Trp Phe Asn Ala Lys Thr He Ser Leu 
65 70 75 80 

ctg gag tge ttt get cag atg tat gee ata cat tgc ttt gtg gee atg 

Leu Glu Cys Phe Ala Gin Met Tyr Ala He His Cys Phe Val Ala Met 
85 90 95 



gat cga aga ate aat age att aac cag gtc ctt ttg get tgg aca etc 
Asp Arg Arg He Asn Ser He Asn Gin Val Leu Leu Ala Trp Thr Leu 



48 



96 



144 



ctg ggc ate ttg get atg gca gac ata ggc ctg get ace ace ate atg 192 
Leu Gly He Leu Ala Met Ala Asp He Gly Leu Ala Thr Thr He Met 
50 55 60 



240 



288 



gaa tea agt ace ttt gtc tgc atg get att gat aga tat gta gcc att 336 
Glu Ser Ser Thr Phe Val Cys Met Ala He Asp Arg Tyr Val Ala He 
100 105 110 

tgt cga ecg eta cga tat cca tea ate ate act gaa tct ttt gtt ttc 384 
Cys Arg Pro Leu Arg Tyr Pro Ser He He Thr Glu Ser Phe Val Phe 
115 120 125 

aaa gca aat ggg ttc atg gca etg aga aac age etg tgt etc ate tea 
Lys Ala T^n Gly Phe Met Ala Leu Arg Asn Ser Leu Cys Leu He Ser 
130 135 140 

gtg cct ctg ttg get gcc cag agg cat tae tgc tec cag aat caa att 
Val Pro Leu Leu Ala Ala Gin Arg His Tyr Cys Ser Gin Asn Gin He 
145 150 155 160 

gag cac tgt ctt tgt tct aac ctt gga gtc act age eta tct tgt gat '528 
Glu His Cys Leu Cys Ser Asn Leu Gly Val Thr Ser Leu Ser Cys Asp 
165 170 175 



432 



480 



576 
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180 185 190 

atg gga agt gac ctg ggt ttg att att tta tea tat get eta ata ctt 624 
Met-Gly Ser Asp Leu Gly Leu lie lie Leu Ser Tyr Ala Leu lie Leu 
195 200 205 

tac tot gtc ctg aag ctg aac tct cca gaa get gca tec aag gcc tta 672 
Tyr Ser Val Leu Lys Leu Asn Ser Pro Glu Ala Ala Ser Lys Ala Leu 
210 215 220 

agt acc tgc acc tec cac etc ate tta ate ctt ttc ttc tac aca gtc 720 
Ser Thr Cys Thr Ser His Leu He Leu He Leu Phe Phe Tyr Thr Val 
225 230 235 240 

ate att gtg att tec att act cgt agt aca gga atg aga gtt cce ctt 768 
He He Val He Ser He Thr Arg Ser Thr Gly Met Arg Val Pro Leu 
245 250 255 

att cca gtt eta ctt aat gtg eta cac aat gtc att cce cet gcc ctg 816 
He Pro Val Leu Leu Asn Val Leu His Asn Val He Pro Pro Ala Leu 
260 265 270 

aac cce atg gta tat gca etc aag aac aag gaa etc agg caa ggc tta 864 
Asn Pro Met Val Tyr Ala Leu Lys Asn Lys Glu Leu Arg Gin Gly Leu 
275 280 285 

tac aag gta ctt aga ctg gga gtg aag ggc acc tga 900 
Tyr Lys Val Leu Arg Leu Gly Val Lys Gly Thr 
290 295 



<210> 428 

<211> 299 

<212> PRT 

<213> Homo Sapiens 

<400> 428 

Met Gly Phe Pro Gly He His Ser Trp Gin His Trp Leu Ser Leu Pro 
1 5 10 15 



Leu Ala Leu Leu Tyr Leu Leu Ala Leu Ser Ala Asn He Leu He Leu 
20 25 30 



He He He Asn Lys Glu Ala Ala Leu His Gin Pro Met Tyr Tyr Phe 
35 40 45 



Leu Gly He Leu Ala Met Ala Asp He Gly Leu Ala Thr Thr He Met 
50 55 60 

Pro Lys He Leu Ala He Leu Trp Phe Asn Ala Lys Thr He Ser Leu 
65 70 75 80 

Leu Glu Cys Phe Ala Gin Met Tyr Ala He His Cys Phe Val Ala Met 
85 90 95 
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Glu Ser Ser Thr Phe Val Cys Met Ala He Asp Arg Tyr Val Ala He 
100 105 110 



Cys Arg Pro Leu Arg Tyr Pro Ser He He Thr Glu Ser Phe Val Phe 
115 120 125 



Iiys Ala Asn Gly Phe Met Ala Leu Arg Asn Ser Leu Cys Leu He Ser 
130 135 140 



Val Pro Leu Leu Ala Ala Gin Arg His Tyr Cys Ser Gin Asn Gin He 
145 150 155 160 



Glu His Cys Leu Cys Ser Asn Leu Gly Val Thr Ser Leu Ser Cys Asp 
165 170 175 



Asp Arg Arg He Asn Ser He Asn Gin Val Leu Leu Ala Trp Thr Leu 
180 185 190 



Met Gly Ser Asp Leu Gly Leu He He Leu Ser Tyr Ala Leu He Leu 
195 200 205 



Tyr Ser Val Leu Lys Leu Asn Ser Pro Glu Ala Ala Ser Lys Ala Leu 
210 215 220 



Ser Thr Cys Thr Ser His Leu He Leu He Leu Phe Phe Tyr Thr Val 
225 230 235 240 



He He Val He Ser He Thr Arg Ser Thr Gly Met Arg Val Pro Leu 
245 250 255 



He Pro Val Leu Leu Asn Val Leu His Asn Val He Pro Pro Ala Leu 
260 265 270 



Asn Pro Met Val Tyr Ala Leu Lys Asn Lys Glu Leu Arg Gin Gly Leu 
275 280 285 



Tyr Lys Val Leu Arg Leu Gly Val Lys Gly Thr 
290 295 



<210> 429 

<211> 978 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> CDS 

<222> (1)..(975) 
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<223> 



<400> 429 

atg ttc ctt ccc aat gac acc cag ttt cac ccc tec tec ttc ctg ttg 48 
Met Phe Leu Pro Asn Asp Thr Gin Phe His Pro Ser Ser Phe Leu Leu 
15 10 15 

ctg ggg ate cca gga eta gaa aca ett eac ate tgg ate gge ttt ccc 96 
Leu Gly lie Pro Gly Leu Glu Thr Leu His He Trp He Gly Phe Pro 
20 25 30 

ttc tgt get gtg tac atg ate gca etc ata ggg aac ttc act att eta 144 
Phe Cys Ala Val Tyr Met He Ala Leu He Gly Asn Phe Thr He Leu 
35 40 45 

ctt gtg ate aag act gac age age eta cac cag ccc atg ttc tac ttc 192 
Leu Val He Lys Thr Asp Ser Ser Leu His Gin Pro Met Phe Tyr Phe 
50 55 60 

ctg gee atg ttg gee acc act gat gtg ggt etc tea aca get acc ate 240 
Leu Ala Met Leu Ala Thr Thr Asp Val Gly Leu Ser Thr Ala Thr He 
65 70 75 80 

cet aag atg ctt gga ate ttc tgg ate aac etc aga ggg ate ate ttt 288 
Pro Lys Met Leu Gly He Phe Trp He Asn Leu Arg Gly He He Phe 
85 90 95 

gaa gee tge etc ace cag atg ttt ttt ate cac aac ttc aca ett atg 336 
Glu Ala Cys Leu Thr Gin Met Phe Phe He His Asn Phe Thr Leu Met 
100 105 110 

gag tea gca gtc ctt gtg gca atg get tat gac age tat gtg gcc ate 384 . 

Glu Ser Ala Val Leu Val Ala Met Ala Tyr Asp Ser Tyr Val Ala He 
115 120 125 

tge aat cca etc eaa tat age gee ate etc ace aac aag gtt gtt tct 432 
Cys Asn Pro Leu Gin Tyr Ser Ala He Leu Thr Asn Lys Val Val Ser 
130 135 140 

gtg att ggt ett ggt gtg ttt gtg agg get tta att ttc gtc att ccc 480 
Val He Gly Leu Gly Val Phe Val Arg Ala Leu He Phe Val He Pro 
145 150 155 160 

tct ata ctt ctt ata ttg egg ttg ccc ttc tgt ggg aat eat gta att 528 
Ser He Leu Leu He Leu Arg Leu Pro Phe Cys Gly Asn His Val He 
165 170 175 

ccc cac acc tac tgt gag cac atg ggt ett get eat eta tct tgt gcc 576 
Pro His Thr Tyr Cys Glu His Met Gly Leu Ala His Leu Ser Cys Ala 
180 185 190 

age ate aaa ate aat att att tat ggt tta tgt gcc att tgt aat ctg 624 
Ser He Lys He Asn He He Tyr Gly Leu Cys Ala He Cys Asn Leu 
195 200 205 



gtg ttt gac ate aca gtc att gee etc tct tat gtg cat att ett tgt 
Val Phe Asp He Thr Val He Ala Leu Ser Tyr Val His He Leu Cys 
210 215 220 



672 



get gtt ttc cgt ctt cct act cat gag ccc cga etc aag tec etc age 720 
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Ala Val Phe Arg Leu Pro Thr His Glu Pro Arg Leu Lys Ser Leu Ser 
225 230 235 240 

aca tgt ggt tea cat gtg tgt gta ate ett gee ttc tat aca cca gee 768 
Thr Cys Gly Ser His Val Cys Val lie Leu Ala Phe Tyr Thr Pro Ala 
245 250 255 

etc ttt tec ttt atg act cat tgc ttt ggc cga aat gtg cce cgc tat 816 
Leu Phe Ser Phe Met Thr His Cys Phe Gly Arg Asn Val Pro Arg Tyr 
260 265 270 

ate eat ata cte eta gee aat cte tat gtt gtg gtg eea eca atg cte 864 
He His He Leu Leu Ala Asn Leu Tyr Val Val Val Pro Pro Met Leu 

275 280 285 

aat eet gtc ata tat gga gtc aga aee aag eag ate tat aaa tgt gta 912 
Asn Pro Val He Tyr Gly Val Arg Thr Lys Gin He Tyr Lys Cys Val 
290 295 300 

aag aaa ata tta ttg cag gaa caa gga atg gaa aag gaa gag tac eta 960 
Lys Lys He Leu Leu Gin Glu Gin Gly Met Glu Lys Glu Glu Tyr Leu 
305 310 315 320 

ata eat acg agg ttc tga 978 
He His Thr Arg Phe 
325 



<210> 430 

<211> 325 

<212> PRT 

<213> Homo Sapiens 

<400> 430 

Met Phe Leu Pro Asn Asp Thr Gin Phe His Pro Ser Ser Phe Leu Leu 
15 10 15 



Leu Gly He Pro Gly Leu Glu Thr Leu His He Trp He Gly Phe Pro 
20 25 30 



Phe Cys Ala Val Tyr Met He Ala Leu He Gly Asn Phe Thr He Leu 
35 40 45 



Leu Val He Lys Thr Asp Ser Ser Leu His Gin Pro Met Phe Tyr Phe 
50 55 60 



Leu Ala Met Leu Ala Thr Thr Asp Val Gly Leu Ser Thr Ala Thr He 
65 70 75 80 



Pro Lys Met Leu Gly He Phe Trp He Asn Leu Arg Gly He He Phe 
85 90 95 



Glu Ala Cys Leu Thr Gin Met Phe Phe He His Asn Phe Thr Leu Met 
100 105 110 
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Glu Ser Ala Val Leu Val Ala Met Ala Tyr Asp Ser Tyr Val Ala lie 
115 120 125 



Cys Asn Pro Leu Gin Tyr Ser Ala lie Leu Thr Asn Lys Val Val Ser 
130 135 140 



Val lie Gly Leu Gly Val Phe Val Arg Ala Leu lie Phe Val He Pro 
145 150 155 160 



Ser He Leu Leu He Leu Arg Leu Pro Phe Cys Gly Asn His Val He 
165 170 175 



Pro His Thr Tyr Cys Glu His Met Gly Leu Ala His Leu Ser Cys Ala 
180 185 190 



Ser He Lys He Asn He He Tyr Gly Leu Cys Ala He Cys Asn Leu 
195 200 205 



Val Phe Asp He Thr Val He Ala Leu Ser Tyr Val His He Leu Cys 
210 215 220 



Ala Val Phe Arg Leu Pro Thr His Glu Pro Arg Leu Lys Ser Leu Ser 
225 230 235 240 



Thr Cys Gly Ser His Val Cys Val He Leu Ala Phe Tyr Thr Pro Ala 
245 250 255 



Leu Phe Ser Phe Met Thr His Cys Phe Gly Arg Asn Val Pro Arg Tyr 
260 265 270 



He His He Leu Leu Ala Asn Leu Tyr Val Val Val Pro Pro Met Leu 
275 280 285 



Abti Pro Val He Tyr Gly Val Arg Thr Lys Gin He Tyr Lys Cys Val 
290 295 300 



Lys Lys He Leu Leu Gin Glu Gin Gly Met Glu Lys Glu Glu Tyr Leu 
305 310 315 320 



He His Thr Arg Phe 
325 



<210> 431 
<211> 927 
<212> DNA 
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<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (924) 

<223> 



<400> 431 

atg aat acc act eta ttt cat cct tac tct ttc ctt ctt ctg gga att 48. 

Met Asn Thr Thr Leu Phe His Pro Tyr Ser Phe Leu Leu Leu Gly lie 

15 10 15 

cct ggg ctg gaa agt atg cat etc tgg gtt ggt ttt cct ttc ttt get 96 
Pro Gly Leu Glu Ser Met His Leu Trp Val Gly Phe Pro Phe Phe Ala 
20 25 30 

gtg ttc ctg aca get gtc ctt ggg aat ate acc ate ctt ttt gtg att 144- 
Val Phe Leu Thr Ala Val Leu Gly Asn He Thr He Leu Phe Val He 
35 40 45 

cag act gac agt agt etc cat cat ccc atg ttc tac ttc ctg gee att 192 
Gin Thr Asp Ser Ser Leu His His Pro Met Phe Tyr Phe Leu Ala He 
50 55 60 

ctg tea tct att gac ccg ggc ctg tct aca tec acc ate cct aaa atg 240 
Leu Ser Ser He Asp Pro Gly Leu Ser Thr Ser Thr He Pro Lys Met 
65 70 75 80 

ctt ggc acc ttc tgg ttt acc ctg aga gaa ate tec ttt gaa gga tgc 288 
Leu Gly Thr Phe Trp Phe Thr Leu Arg Glu He Ser Phe Glu Gly Cys 
85 90 95 

ctt acc cag atg ttc ttc ate cac ctg tgc act ggc atg gaa tea get 336 
Leu Thr Gin Met Phe Phe He His Leu Cys Thr Gly Met Glu Ser Ala 
100 105 110 

gtg ctt gtg gee atg gee tat gat tgc tat gtg gee ate tgt gac cct 384 
Val Leu Val Ala Met Ala Tyr Asp Cys Tyr Val Ala He Cys Asp Pro 
115 120 125 

ctt tgc tac acg ttg gtg ctg aca aac aag gtg gtg tea gtt atg gca 432 
Leu Cys Tyr Thr Leu Val Leu Thr Asn Lys Val Val Ser Val Met Ala 
130 135 140 

ctg gee ate ttt ctg aga ccc tta gtc ttt gtc ata ccc ttt gtt eta 480 
Leu Ala He Phe Leu Arg Pro Leu Val Phe Val He Pro Phe Val Leu 
145 150 155 160 

ttt ate eta agg ctt eca ttt tgt gga cac caa att att cct eat act 528 
Phe He Leu Arg Leu Pro Phe Cys Gly His Gin He He Pro His Thr 
165 170 175 

tat ggt gag cac atg ggc att gee cge ctg tct tgt gee age ate agg 576 
Tyr Gly Glu His Met Gly He Ala Arg Leu Ser Cys Ala Ser He Arg 
180 185 190 

gtt aac ate ate tat ggc tta tgt gee ate tct ate ctg gtc ttt gac 624 
Val Asn He He Tyr Gly Leu Cys Ala He Ser He Leu Val Phe Asp 
195 200 205 



644 



NSDOCID: <WO_0224726A2_L> 



wo 02/24726 



PCT/BEOl/00162 



ate ata gca att gtc att tec tat gta eag ate ctt tgt get gta ttt 672 
lie lie Ala He Val He Ser Tyr Val Gin He Leu Cys Ala Val Phe 
210 215 220 

eta etc tct tea eat gat gea cga etc aag gca ttc age ace tgt ggc 720 
Leu Leu Ser Ser His Asp Ala Arg Leu Lys Ala Phe Ser Thr cys Gly 
225 230 235 240 

tct cat gtg tgt gtc atg ttg act ttc tat atg cet gca ttt ttc tea 768 
Ser His Val Cys Val Met Leu Thr Phe Tyr Met Pro Ala Phe Phe Ser 
245 250 255 

ttc atg acc cat agg ttt ggt egg aat ata cct cac ttt ate cac att 816 
Phe Met Thr His Arg Phe Gly Arg Asn He Pro His Phe He His He 
260 265 270 

ctt etg get aat ttc tat gta gtc att eca cct get etc aac tct gta 864 
Leu Leu Ala Asn Phe Tyr Val Val He Pro Pro Ala Leu Asn' Ser Val 
275 280 285 

att tat ggt gtc aga acc aaa eag att aga gca caa gtg etg aaa atg 912 
He Tyr Gly Val Arg Thr Lys Gin He Arg Ala Gin Val Leu Lys Met 
290 295 300 

ttt ttc aat aaa taa * 927 

Phe Phe Asn Lys 



305 




<210> 


432 


<211> 


308 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


432 



Met Asn Thr Thr Leu Phe His Pro Tyr Ser Phe Leu Leu Leu Gly He 
15 10 15 



Pro Gly Leu Glu Ser Met His Leu Trp Val Gly Phe Pro Phe Phe Ala 
20 25 30 



Val Phe Leu Thr Ala Val Leu Gly Asn He Thr He Leu Phe Val He 
35 40 45 



Gin Thr Asp Ser Ser Leu His His Pro Met Phe Tyr Phe Leu Ala He 
50 55 60 



Leu Ser Ser He Asp Pro Gly Leu Ser Thr Ser Thr He Pro Lys Met 
65 70 75 80 



Leu Gly Thr Phe Trp Phe Thr Leu Arg Glu He Ser Phe Glu Gly Cys 
85 90 95 



Leu Thr Gin Met Phe Phe He His Leu Cys Thr Gly Met Glu Ser Ala 
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100 105 110 



Val Leu Val Ala Met Ala Tyr Asp Cys Tyr Val Ala lie Cys Asp Pro 
115 120 125 



IiBU Cys Tyr Thr Leu Val Leu Thr Asn Lys Val Val Ser Val Met Ala 
130 135 140 



Leu Ala He Phe Leu Arg Pro Leu Val Phe Val He Pro Phe Val Leu 
145 150 155 160 



Phe He Leu Arg Leu Pro Phe Cys Gly His Gin He He Pro His Thr 
165 170 175 



Tyr Gly Glu His Met Gly He Ala Arg Leu Ser Cys Ala Ser He Arg 
180 185 190 



Val Asn He He Tyr Gly Leu Cys Ala He Ser He Leu Val Phe Asp 
195 200 205 



He He Ala He Val He Ser Tyr Val Gin He Leu Cys Ala Val Phe 
210 215 220 



Leu Leu Ser Ser His Asp Ala Arg Leu Lys Ala Phe Ser Thr Cys Gly 
225 230 235 240 



Ser His Val Cys Val Met Leu Thr Phe Tyr Met Pro Ala Phe Phe Ser 
245 250 255 



Phe Met Thr His Arg Phe Gly Arg Asn He Pro His Phe He His He 
260 265 270 



Leu Leu Ala Asn Phe Tyr Val Val He Pro Pro Ala Leu Asn Ser Val 
275 280 285 



He Tyr Gly Val Arg Thr Lys Gin He Arg Ala Gin Val Leu Lys Met 
290 295 300 



Phe Phe Asn Lys 
305 



<210> 433 

<211> 936 

<212> DNA 

<213> Homo Sapiens 

<220> 
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<221> CDS 

<222> (1) . . (933) 

<223> 



<400> 433 

atg ttt tat cac aac aag age ata ttt cac cca gtc aca ttt ttc etc 48 
Met Phe Tyx His Asn Lys Ser lie Phe His Pro Val Thr Phe Phe Leu 
15 10 15 

att gga ate eca ggt ctg gaa gac tte cac atg tgg ate tee ggg ect 96. 
lie Gly lie Pro Gly Leu Glu Asp Phe His Met Trp He Ser Gly Pro 
20 25 30 

ttc tgc tct gtt tac ctt gtg get ttg ctg ggc aat gee acc att ctg 144. 
Phe Cys Ser Val Tyr Leu Val Ala Leu Leu Gly Asn Ala Thr He Leu 
35 40 45 

eta gtc ate aag gta gaa eag act etc egg gag cec atg ttc tac ttc 192 
Leu Val He Lys Val Glu Gin Thr Leu Arg Glu Pro Met Phe Tyr Phe 
50 55 60 

ctg gee att ett tec act att gat ttg gee ctt tct gea ace tct gtg 240 
Leu Ala He Leu Ser Thr He Asp Leu Ala Leu Ser Ala Thr Ser Val 
65 70 75 80 

cct cgc atg ctg ggt ate ttc tgg ttt gat get cac gag att aac tat 288 
Pro Arg Met Leu Gly He Phe Trp Phe Asp Ala His Glu He Asn Tyr 
85 90 95 

gga get tgt gtg gee eag atg ttt ctg ate eat gee. ttc act ggc atg 336 
Gly Ala Cys Val Ala Gin Met. Phe Leu He His Ala Phe Thr Gly Met 
100 105 110 

gag get gag gtc tta ctg get atg get ttt gae cgt tat gtg gee ate 384 
Glu Ala Glu Val Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala He 
115 120 125 

tgt get cca eta cat tac gea acc ate ttg aca tec eta gtg ttg gtg 432 
Cys Ala Pro Leu His Tyr Ala Thr He Leu Thr Ser Leu Val Leu Val 
130 135 140 

ggc att age atg tgc att gta att cgt cec gtt tta ctt aca ctt ccc 480 
Gly He Ser Met Cys He Val He Arg Pro Val Leu Leu Thr Leu Pro 
145 150 155 160 

atg gtc tat ett ate tac cgc eta cec ttt tgt eag get cac ata ata 528 
Met Val Tyr Leu He Tyr Arg Leu Pro Phe Cys Gin Ala His He He 
165 170 175 

gee cat tec tac tgt gag cac atg ggc att gea aaa ttg tee tgt gga 576 
Ala His Ser Tyr Cys Glu His Met Gly He Ala Lys Leu Ser Cys Gly 
180 185 190 

aac att cgt ate aat ggt ate tat ggg ctt ttt gta gtt tct ttc ttt 624 
Asn He Arg He Asn Gly He Tyr Gly Leu Phe Val Val Ser Phe Phe 
195 200 205 

gtt ctg aac ctg gtg etc att ggc ate teg tat gtt tac att etc cgt 672 
Val Leu Asn Leu Val Leu He Gly He Ser Tyr Val Tyr He Leu Arg 
210 215 220 
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get gtc ttc cgc etc cca tea cat gat get cag eta aaa gee eta age 720 
Ala Val Phe Arg Leu Pro Ser His Asp Ala Gin Leu Lys Ala Leu Ser 
225 230 235 240 

acg tgt ggc get cat gtt gga gtc ate tgt gtt tte tat ate ect tea 768 
Thr Cys Gly Ala His Val Gly Val lie Cys Val Phe Tyr lie Pro Ser 
245 250 255 

gtc ttc tct ttc ctt act cat cga ttt gga cac caa ata cca ggt tac 816 
Val Phe Ser Phe Leu Thr His Arg Phe Gly His Gin lie Pro Gly Tyr 
260 265 270 

att cac att ctt gtt gee aat etc tat ttg att ate cca cec tct etc 864 
lie His lie Leu Val Ala Asn Leu Tyr Leu lie lie Pro Pro Ser Leu 
275 280 285 

aac ccc ate att tat ggg gtg agg ace aaa eag att ega gag cga gtg 912 
Asn Pro He He Tyr Gly Val Arg Thr Lys Gin He Arg Glu.Arg Val 
290 295 300 

etc tat gtt ttt act aaa aaa taa 936.- 
Leu Tyr Val Phe Thr Lys Lys 
305 310 



<210> 434 

<211> 311 

<212> PRT 

<213> Homo Sapiens 

<400> 434 

Met Phe Tyr His Asn Lys Ser He Phe His Pro Val Thr Phe Phe Leu 
1 5 10 15 



He Gly He Pro Gly Leu Glu Asp Phe His Met Trp He Ser Gly Pro 
20 25 30 



Phe Cys Ser Val Tyr Leu Val Ala Leu Leu Gly Asn Ala Thr He Leu 
35 40 45 



Leu Val He Lys Val Glu Gin Thr Leu Arg Glu Pro Met Phe Tyr Phe 
50 55 60 



Leu Ala He Leu Ser Thr He Asp Leu Ala Leu Ser Ala Thr Ser Val 
65 70 75 80 



Pro Arg Met Leu Gly He Phe Trp Phe Asp Ala His Glu He Asn Tyr 
85 90 95 



Gly Ala Cys Val Ala Gin Met Phe Leu He His Ala Phe Thr Gly Met 
100 105 110 
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Glu Ala Glu Val Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala lie 
115 120 125 



Cys Ala Pro Leu His Tyr Ala Thr lie Leu Thr Ser Leu Val Leu Val 
130 . ^ 135 ' 140 



Gly lie Ser Met Cys He Val He Arg Pro Val Leu Leu Thr Leu Pro 
145 150 155 160 



Met Val Tyr Leu He Tyr Arg Leu Pro Phe Cys Gin Ala His lie He 
165 170 175 



Ala His Ser Tyr Cys Glu His Met Gly He Ala Lys Leu Ser Cys Gly 
180 185 190 . 



Asn He Arg He Asn Gly He Tyr Gly Leu Phe Val Val Ser Phe Phe 
195 200 205 



Val Leu Asn Leu Val Leu He Gly He Ser Tyr Val Tyr He Leu Arg 
210 215 220 



Ala Val Phe Arg Leu Pro Ser His Asp Ala Gin Leu Lys Ala Leu Ser 
225 230 235 ' 240 



Thr Cys Gly Ala His Val Gly Val He Cys Val Phe Tyr He Pro Ser 
245 250 255 



Val Phe Ser Phe Leu Thr His Arg Phe Gly His Gin He Pro Gly Tyr 
260 265 270 



He His He Leu Val Ala Asn, Leu Tyr Leu He He Pro Pro Ser Leu 
275 280 285 



Asn Pro He He Tyr Gly Val Arg Thr Lys Gin He Arg Glu Arg Val 
290 295 ' 300 



Leu Tyr Val Phe Thr Lys Lys 
305 310 



<210> 435 

<211> 942 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (939) 

<223> 
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<400> 435 

atg tec att ate aac aca tea tat gtt gaa ate ace ace tte ttc ttg 

Met Ser He He Asn Thr Ser Tyr Val Glu He Thr Thr Phe Phe Leu 
1 5 10 15 

gtt ggg atg eea ggg eta gaa tat gea cac ate tgg ate tot ate ccc 
Val Gly Met Pro Gly Leu Glu Tyr Ala His He Trp He Ser He Pro 
20 25 30 

ate tge age atg tat ctt att get att eta gga aat ggc acc att ctt 
He Cys Ser Met Tyr Leu He Ala He Leu Gly Asn Gly Thr He Leu 
35 40 45 

ttt ate ate aag aca gag ccc tec ttg cat gag ccc atg tac tat ttt 
Phe He He Lys Thr Glu Pro Ser Leu His Glu Pro Met Tyr Tyr Phe 
50 55 60 

ctt tec atg ttg get atg tea gac ttg ggt ttg tct tta tea tct ctg 240 
Leu Ser Met Leu Ala Met Ser Asp Leu Gly Leu Ser Leu Ser Ser Leu 
65 70 75 80 



cce act gtg tta age ate ttc etg tte aat get eet gaa att tea tee 

Pro Thr Val Leu Ser He Phe Leu Phe Asn Ala Pro Glu He Ser Ser 
85 90 95 

aat gee tge ttt gee eag gaa ttc tte att cat gga tte tea gta ctg 

Asn Ala Cys Phe Ala Gin Glu Phe Phe He His Gly Phe Ser Val Leu 

100 105 110 



48 



96 



144 



192 



288 



336 



gag tec tea gtc etc ctg ate atg tea ttt gat aga ttc eta gee ate 384 
Glu Ser Ser Val Leu Leu He Met Ser Phe Asp Arg Phe Leu Ala He 
115 120 125 

cac aac eet etg aga tac ace tea ate etg aca act gtc aga gtt gee 432 
His Asn Pro Leu Arg Tyr Thr Ser He Leu- Thr Thr Val Arg Val Ala 
130 135 140 

caa ata ggg ata gta ttc tee ttt aag age atg etc ctg gtt ctt ccc 480 
Gin He Gly He Val Phe Ser Phe Lys Ser Met Leu Leu Val Leu Pro 
145 150 155 160 

ttc cct ttc act tta aga aac ttg aga tat tge aag aaa aac caa tta 528 
Phe Pro Phe Thr Leu Arg Asn Leu Arg Tyr Cys Lys Lys Asn Gin Leu 
165 170 175 

tec cat tec tac tgt etc cac eag gat gtc atg aag ttg gee tgt tct 576 
Ser His Ser Tyr Cys Leu His Gin Asp Val Met Lys Leu Ala Cys Ser 
180 185 190 

gac aac aga att gat gtt ate tat ggc ttt ttt gga gea etc tge ctt 624 
Asp Asn Arg He Asp Val He Tyr Gly Phe Phe Gly Ala Leu Cys Leu 
195 200 205 

atg gta gac ttt att etc att get gtg tct tac ace etg ate etc aag 672 
Met Val Asp Phe He Leu He Ala Val Ser Tyr Thr Leu He Leu Lys 
210 215 220 



act gta ctg gga att gea tec aaa aag gag eag ctt aag get etc aat 
Thr Val Leu Gly He Ala Ser Lys Lys Glu Gin Leu Lys Ala Leu Asn 
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225 230 235 240 

act tgt gtt tea cac ate tgt gca gtg ate ate ttc tac ctg cce ate 

Thr Cys Val Ser His lie Cys Ala Val He He Phe Tyr Leu Pro He 

245 250 255 



768 



ate aac ctg gee gtt gtc cac ege ttt gee egg cat gtc tet cce etc 816 
He Asn Leu Ala Val Val His Arg Phe Ala Arg His Val Ser Pro Leu 
260 265 270 

att aat gtt etc atg gca aat gtt etc eta ctt gta act cca ctg aeg 864 
He Asn Val Leu Met Ala Asn Val Leu Leu Leu Val Pro Pro Leu Thr 
275 280 285 

aac cea att gtt tat tgt gta aaa act aaa cag att aga gtg aga gtt 912 
Asn Pro He Val Tyr Cys Val Lys Thr Lys Gin He Arg Val Arg Val 
290 295 300 

gta gca aaa ttg tgt caa egg aag att taa 942 
Val Ala Lys Leu Cys Gin Arg Lys He 
305 310 



<210> 436 

<211> 313 

<212> PRT 

<213> Homo Sapiens 

<400> 436 

Met Ser He He Asn Thr Ser Tyr Val Glu He Thr Thr Phe Phe Leu 
15 10 15 



Val Gly Met Pro Gly Leu Glu Tyr Ala His He Trp He Ser He Pro 
20 25 30 



He Cys Ser Met Tyr Leu He Ala He Leu Gly Asn Gly Thr He Leu 
35 40 45 



Phe He He Lys Thr Glu Pro Ser Leu His Glu Pro Met Tyr Tyr Phe 
50 55 60 



Leu Ser Met Leu Ala Met Ser Asp Leu Gly Leu Ser Leu Ser Ser Leu 
65 70 75 80 



Pro Thr Val Leu Ser He Phe Leu Phe Asn Ala Pro Glu He Ser Ser 
85 90 95 



Asn Ala Cys Phe Ala Gin Glu Phe Phe He His Gly Phe Ser Val Leu 
100 105 110 



Glu Ser Ser Val Leu Leu He Met Ser Phe Asp Arg Phe Leu Ala He 
115 120 125 
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His Asn Pro Leu Arg Tyr Thr Ser lie Leu Thr Thr Val Arg Val Ala 
130 135 140 



Gin He Gly He Val Phe Ser Phe Lys Ser Met Leu Leu Val Leu Pro 
145 150 155 160 



Phe Pro Phe Thr Leu Arg Asn Leu Arg Tyr Cys Lys Lys Asn Gin Leu 
165 170 175 



Ser His Ser Tyr Cys Leu His Gin Asp Val Met Lys Leu Ala Cys Ser 
180 . 185 190 



Asp Asn Arg He Asp Val He Tyr Gly Phe Phe Gly Ala Leu Cys Leu 
195 200 205 



I Met Val Asp Phe He Leu He Ala Val Ser Tyr Thr Leu He Leu Lys 
210 215 220 



Thr Val Leu Gly He Ala Ser Lys Lys Glu Gin Leu Lys Ala Leu Asn 
225 230 235 240 



Thr Cys Val Ser His He Cys Ala Val He He Phe Tyr Leu Pro He 
245 250 255 



He Asn Leu Ala Val Val His Arg Phe Ala Arg His Val Ser Pro Leu 
260 265 270 



He Asn Val Leu Met Ala Asn Val Leu Leu Leu Val Pro Pro Leu Thr 
275 280 285 



Asn Pro He Val Tyr Cys Val Lys Thr Lys Gin He Arg Val Arg Val 
290 295 300 



Val Ala Lys Leu Cys Gin Arg Lys He 
305 310 



<210> 437 

<211> 948 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(945) 

<223> 



<400> 437 
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atg gga gac tgg aat aac agt gat get gtg gag ccc ata ttt ate ctg 48 
Met Gly Asp Trp Asn Asn Ser Asp Ala Val Glu Pro He Phe He Leu 
15 10 15 

agg ggt ttt cct gga ctg gag tat gtt cat tct tgg etc tec ate etc 96 
Arg Gly Phe Pro Gly Leu Glu Tyr Val His Ser Trp. Leu Ser He Leu 
20 25 30 

ttc tgt ctt gca tat ttg gta gca ttt atg ggt aat gtt acc ate ctg 144 
Phe Cys Leu Ala Tyr Leu Val Ala Phe Met Gly Asn Val Thr He Leu 
35 40 45 

tct gtc att tgg ata gaa tec tct etc cat cag ccc atg tat tac ttt 192 
Ser Val He Trp He Glu Ser Ser Leu His Gin Pro Met Tyr Tyr Phe 
50 55 60 



att tec ate tta gca gtg aat gac ctg ggg atg tec ctg tct aca ctt 
He Ser lie Leu Ala Val Asn Asp Leu Gly Met Ser Leu Ser Thr Leu 
65 70 75 80 



240 



ccc ace atg ctt get gtg tta tgg ttg gat get cea gag ate cag gca 2 88 

Pro Thr Met Leu Ala Val Leu Trp Leu Asp Ala Pro Glu He Gin Ala 
85 90 95 

agt get tgc tat get cag ctg ttc ttc ate cac aca ttc aca ttc ctg 336 
Ser Ala Cys Tyr Ala Gin Leu Phe Phe He His Thr Phe Thr Phe Leu 
100 105 110 

gag tec tea gtg ttg ctg gee atg gee ttt gac cgt ttt gtt get ate 384 
Glu Ser Ser Val Leu Leu Ala Met Ala Phe Asp Arg Phe Val Ala He 
115 120 125 

tgc cat cea ctg cac tac ccc ace ate etc ace aac agt gta att ggc 432 
Cys His Pro Leu His Tyr Pro Thr He Leu Thr Asn Ser Val He Gly 
130 135 140 

aaa att ggt ttg gee tgt ttg eta ega age ttg gga gtt gta ctt ccc 480 
Lys He Gly Leu Ala Cys Leu Leu Arg Ser Leu Gly Val Val Leu Pro 
145 150 155 160 

aca cct ttg eta ctg aga cac tat cac tac tgc cat ggc aat gee etc 528 
Thr Pro Leu Leu Leu Arg His Tyr His Tyr Cys His Gly Asn Ala Leu 
165 170 175 

tct cac gee ttc tgt ttg cac cag gat gtt eta aga tta tec tgt aca 576 
Ser His Ala Phe Cys Leu His Gin Asp Val Leu Arg Leu Ser Cys Thr 
180 185 190 

gat gee agg acc aac agt att tat ggg ctt tgt gta gtc att gee aca 624 
Asp Ala Arg Thr Asn Ser He Tyr Gly Leu Cys Val Val He Ala Thr 
195 200 205 

eta ggt gtg gat tea ate ttc ata ctt ctt tct tat gtt ctg att ctt 672 
Leu Gly Val Asp Ser He Phe He Leu Leu Ser Tyr Val Leu He Leu 
210 215 220 

aat act gtg ctg gat att gca tct cgt gaa gag cag eta aag gca etc 720 
Asn Thr Val Leu Asp He Ala Ser Arg Glu Glu Gin Leu Lys Ala Leu 
225 230 235 240 

aac aca tgt gta tec cat ate tgt gtg gtg ctt ate ttc ttt gtg cea 768 
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Asn Thr Cys Val Ser His lie Cys Val Val Leu lie Phe Phe Val Pro 
245 250 255 

gtt att ggg gtg tea atg gtc cat cgc ttt ggg aag cat ctg tct ccc 
Val He Gly Val Ser Met Val His Arg Phe Gly Lys His Leu Ser Pro 
260 265 270 

ata gtc cac ate etc atg gea gae ate tac ctt ett ctt ccc cea gtc 
He Val His He Leu Met Ala Asp He Tyr Leu Leu Leu Pro Pro Val 
275 280 285 

ett aac cct att gtc tat agt gtc aga aca aag cag att cgt eta gga 
Leu Asn Pro He Val Tyr Ser Val Arg Thr Lys Gin He Arg Leu Gly 
290 295 300 

att etc cac aag ttt gtc eta agg agg agg ttt taa 
He Leu His Lys Phe Val Leu Arg Arg Arg Phe 
305 310 315 



<210> 438 

<211> 315 

<212> PRT 

<213> Homo Sapiens 

<400> 438 

Met Gly Asp Trp Asn Asn Ser Asp Ala Val Glu Pro He Phe He Leu 
1 5 10 15 

Arg Gly Phe Pro Gly Leu Glu Tyr Val His Ser Trp Leu Ser He Leu 
20 25 30 

Phe Cys Leu Ala Tyr Leu Val Ala Phe Met Gly Asn Val Thr He Leu 
35 40 45 

Ser Val He Trp He Glu Ser Ser Leu His Gin Pro Met Tyr Tyr Phe 
50 55 60 

He Ser He Leu Ala Val Asn Asp Leu Gly Met Ser Leu Ser Thr Leu 
65 70 75 80 



Pro Thr Met Leu Ala Val Leu Trp Leu Asp Ala Pro Glu He Gin Ala 
85 90 95 



Ser Ala Cys Tyr Ala Gin Leu Phe Phe He His Thr Phe Thr Phe Leu 
100 105 110 



Glu Ser Ser Val Leu Leu Ala Met Ala Phe Asp Arg Phe Val Ala He 
115 120 125 

Cys His Pro Leu His Tyr Pro Thr He Leu Thr Asn Ser Val He Gly 
130 135 140 



654 



816 



864 



912 
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Lys lie Gly Leu Ala Cys Leu Leu Arg Ser Leu Gly Val Val Leu Pro 
145 150 155 160 



Thr Pro Leu Leu Leu Arg His Tyr His Tyr Cys His Gly Asn Ala Leu 
165 170 175 



Ser His Ala Phe Cys Leu His Gin Asp Val Leu Arg Leu Ser Cys Thr 
180 185 190 

Asp Ala Arg Thr Asn Ser lie Tyr Gly Leu Cys Val Val lie Ala Thr 
195 200 205 

Leu Gly Val Asp Ser lie Phe He Leu Leu Ser Tyr Val Leu He Leu 
210 215 220 

Asn Thr Val Leu Asp lie Ala Ser Arg Glu Glu Gin Leu Lys Ala Leu 
225 230 235 240 



Asn Thr Cys Val Ser His He Cys Val Val Leu He Phe Phe Val Pro 
245 250 255 

Val He Gly Val Ser Met Val His Arg Phe Gly Lys His Leu Ser Pro 
260 265 270 

He Val His He Leu Met Ala Asp He Tyr Leu Leu Leu Pro Pro Val 
275 280 285 



Leu Asn Pro He Val Tyr Ser Val Arg Thr Lys Gin He Arg Leu Gly 
290 295 300 

He Leu His Lys Phe Val Leu Arg Arg Arg Phe 
305 310 315 



<210> 439 

<211> 942 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(939) 

<223> 



<400> 439 

atg tec att ate aac aca tea tat gtt gaa ate acc ace ttc ttc ttg 48 

Met Ser He He Asn Thr Ser Tyr Val Glu He Thr Thr Phe Phe Leu 
1 5 10 15 
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gtt ggg atg cca ggg eta gaa tat gca cac ate tgg ate tct ate ccc 96 
Val Gly Met Pro Gly Leu Glu Tyr Ala His He Trp He Ser He Pro 
20 25 30 

ate tge age atg tat ctt att get att eta gga aat ggc ace att ctt 144 
He Cys Ser Met Tyr Leu He Ala He Leu Gly Asn Gly Thr He Leu 
35 40 45 

ttt ate ate aag aca gag cec tec ttg cat ggg cec atg tac tat ttt 
Phe He He Lys Thr Glu Pro Ser Leu His Gly Pro Met Tyr Tyr Phe 
50 55 60 

ctt tec atg ttg get atg tea gac ttg ggt ttg tct tta tea tct etg 
Leu Ser Met Leu Ala Met Ser Asp Leu Gly Leu Ser Leu Ser Ser Leu 



65 



70 75 80 



gac aae aga att gat gtt ate tat ggc ttt ttt gga gca etc tgc ctt 
Asp Asn Arg He Asp Val He Tyr Gly Phe Phe Gly Ala Leu Cys Leu 
195 200 205 

atg gta gac ttt att etc att get gtg tct tac ace etg ate etc aag 
Met Val Asp Phe He Leu He Ala Val Ser Tyr Thr Leu He Leu Lys 
210 215 220 

act gta eeg gga att gca tee aaa aag gag gag ctt aag get etc aat 
Thr Val Pro Gly He Ala Ser Lys Lys Glu Glu Leu Lys Ala Leu Asn 
225 230 235 240 

act tgt gtt tea cac ate tgt gca gtg ate ate ttc tac etg cec ate 
Thr Cys Val Ser His He Cys Ala Val He He Phe Tyr Leu Pro He 
245 250 255 



192 



240 



288 



336 



384 



cee act gtg tta age ate ttc etg ttc aat gee ect gaa act tct tct 
Pro Thr Val Leu Ser He Phe Leu Phe Asn Ala Pro Glu Thr Ser Ser 
85 90 95 

agt gee tgc ttt gee cag gaa ttc ttc att cat gga ttc tea gta etg 
Ser Ala Cys Phe Ala Gin Glu Phe Phe He His Gly Phe Ser Val Leu 
100 105 110 

gag tee tea gtc etc etg ate atg tea ttt gat aga ttc eta gee ate 
Glu Ser Ser Val Leu Leu He Met Ser Phe Asp Arg Phe Leu Ala He 
115 120 125 

cac aat ect etg aga tac ace tea ate etg aca act gtc aga gtt gee 432 
His Asn Pro Leu Arg Tyr Thr Ser He Leu- Thr Thr Val Arg Val Ala 
130 135 140 

caa ata ggg ata gta ttc tee ttt aag age atg etc etg gtt ctt cec 480 
Gin He Gly He Val Phe Ser Phe Lys Ser Met Leu Leu Val Leu Pro 
145 150 155 160 

ttc ect ttc act tta aga age ttg aga tat tge aag aaa aae caa tta 52 8 

Phe Pro Phe Thr Leu Arg Ser Leu Arg Tyr Cys Lys Lys Asn Gin Leu 
165 170 175 

tec eat tec tac tgt etc cac cag gat gtc atg aag ttg gee tgt tct 576. 
Ser His Ser Tyr Cys Leu His Gin Asp Val Met Lys Leu Ala Cys Ser 
180 185 190 



624 



672 



720 



768 



656 
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ate aac ctg gcc gtt gtc cac cgc ttt gcc ggg cat gtc tct ccc etc 
lie Asn Leu Ala Val Val His Arg Phe Ala Gly His Val Ser Pro Leu 
260 265 270 

att aat gtt etc atg gca aat gtt etc eta ctt gta cet ceg etg atg 
lie Asn Val Leu Met Ala Asn Val Leu Leu Leu Val Pro Pro Leu Met 
275 280 285 

aaa cca att gtt tat tgt gta aaa act aaa cag att aga gtg aga gtt 
Lys Pro lie Val Tyr Cys Val Lys Thr Lys Gin lie Arg Val Arg Val 
290 295 300 



305 




<210> 


440 


<211> 


313 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


440 



Met Ser He He Asn Thr Ser Tyr Val Glu He Thr Thr Phe Phe Leu 
1 5 10 : 15 

Val Gly Met Pro Gly Leu Glu Tyr Ala His He Trp He Ser He Pro 
20 25 30 

He Cys Ser Met Tyr Leu He Ala He Leu Gly Asn Gly Thr He Leu 
35 40 45 

^ Phe He He Lys Thr Glu Pro Ser Leu His Gly Pro Met Tyr Tyr Phe 
50 55 60 

Leu Ser Met Leu Ala Met Ser Asp Leu Gly Leu Ser Leu Ser Ser Leu 
^5 70 75 80 

Pro Thr -Val Leu Ser He Phe Leu Phe Asn Ala Pro Glu Thr Ser Ser 
85 90 95 

Ser Ala Cys Phe Ala Gin Glu Phe Phe He His Gly Phe Ser Val Leu 
100 105 110 

Glu Ser Ser Val Leu Leu He Met Ser Phe Asp Arg Phe Leu Ala He 
115 120 125 

His Asn Pro Leu Arg Tyr Thr Ser He Leu Thr Thr Val Arg Val Ala 
130 135 140 



Gin He Gly He Val Phe Ser Phe Lys Ser Met Leu Leu Val 

657 
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Leu Pro 



816 



864 



912 



gta gca aaa ttg tgt caa tgg aag att taa 942 
Val Ala Lys Leu Cys Gin Trp Lys He 

310 



AVO .02/24726 
145 



150 



155 



PCT/BEOl/00162 

160 



Phe Pro Phe Thr Leu Arg. Ser Leu Arg Tyr Cys Lys Lys Asn Gin Leu 
165 170 175 



Ser His Ser Tyr Cys Leu His Gin Asp Val Met Lys Leu Ala Cys Ser 
180 185 190 

Asp Asn Arg He Asp Val He Tyr Gly Phe Phe Gly Ala Leu Cys Leu 
195 200 205 

Met Val Asp Phe He Leu He Ala Val Ser Tyr Thr Leu He Leu Lys 
210 215 220 

Thr Val Pro Gly He Ala Ser Lys Lys Glu Glu Leu Lys Ala Leu Asn 
225 230 235 240 

Thr Cys Val Ser His He Cys Ala Val He He Phe Tyr Leu Pro He 
245 250 255 

He Asn Leu Ala Val Val His Arg Phe Ala Gly His Val Ser Pro Leu 
260 265 270 

He Asn Val Leu Met Ala Asn Val Leu Leu Leu Val Pro Pro Leu Met 
275 280 285 

Lys Pro He Val Tyr Cys Val Lys Thr Lys Gin He Arg Val Arg Val 
290 295 300 



Val Ala Lys Leu Cys Gin Trp Lys He 
305 310 



<210> 441 

<211> 1029 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) - . (1026) 

<223> 



<400> 441 

atg act gaa aca tec ctg tct tct cag tgc ttc cct atg teg gtc etc 
Met Thr Glu Thr Ser Leu Ser Ser Gin Cys Phe Pro Met Ser Val Leu 
X 5 10 15 

aat aat acc att get gag cet ctg ate ttc etc ctg atg ggc att cca 
Asn Asn Thr He Ala Glu Pro Leu He Phe Leu Leu Met Gly He Pro 



658 



48 
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20 25 30 

ggc ctg aaa gcc acc cag tac tgg ate tec ate eet ttt tgt cte eta 144 

Gly Leu Lys Ala Thr Gin Tyr Trp lie Ser lie Pro Phe Cys Leu Leu . 
35 40 45 



tat gtt gtt gcc gtc tct gga aat age atg ate ctg ttt gtg gtc cte 
Tyr Val Val Ala Val Ser Gly Asn Ser Met lie Leu Phe Val Val Leu 
50 55 60 



tec cac ate agt get gtt tec ate ttc tac etc eet etc ate agt ttg 
Ser His He Ser Ala Val Ser He Phe Tyr Leu Pro Leu He Ser Leu 
260 265 270 



192 



tgt gaa egg age etc cat aag eet atg tac tat ttc etc tct atg ett 240 
Cys Glu Arg Ser Leu His Lys Pro Met Tyr Tyr Phe Leu Ser Met Leu 
65 70 75 80 

tea gee aea gac ctg age ttg tec ctg tgt aea ett tct act ace ett 288 
Ser Ala Thr Asp Leu Ser Leu Ser Leu Cys Thr Leu Ser Thr Thr Leu 
85 90 95 

ggt gtc ttc tgg ttt gaa gee cga gaa ate aac eta aat gee tgc att 336 
Gly Val Phe Trp Phe Glu Ala Arg Glu He Asn Leu Asn Ala Cys He 
100 105 110 

gcc cag atg ttc ttt eta cac gga ttt act ttc atg gag tct ggg gtt 384 
Ala Gin Met Phe Phe Leu His Gly Phe Thr Phe Met Glu Ser Gly Val 
115 120 125 

eta ctg gee atg gcc ttt gat cgt ttt gtg gcc ate tgt tac cca ctg 432 
Leu Leu Ala Met Ala Phe Asp Arg Phe Val Ala He Cys Tyr Pro Leu 
130 135 140 

aga tac act ace ate ett acc aat gee cga att gee aag att ggg atg 4 80 

Arg Tyr Thr Thr He Leu Thr Asn Ala Arg He Ala Lys He Gly Met 
145 150 155 160 

age atg ttg ata aga aat gtt gcc gtc atg ttg cca gtc atg cte ttt 528 
Ser Met Leu He Arg Asn Val Ala Val Met Leu Pro Val Met Leu Phe 
165 170 175 

gtc aag agg ttg tee ttc tgc agt tct atg gtc ett tea cat tct tac 576. 
Val Lys Arg Leu Ser Phe Cys Ser Ser Met Val Leu Ser His Ser Tyr 
180 185 190 

tgc tac eat gtt gat etc ate caa cte tee tgc aea gac aat agg ate 624 
Cys Tyr His Val Asp Leu He Gin Leu Ser Cys Tlir Asp Asn Arg He 
195 200 205 

aac age ate ett ggt ctg ttt gcg ett ttg tec act aea ggg ttt gae 672 
Asn Ser He Leu Gly Leu Phe Ala Leu Leu Ser Thr Thr Gly Phe Asp 
210 215 220 

tgc cct tgc ate ctg cte tec tat ate ctg ate att cga tct gtc etc 720 
Cys Pro Cys He Leu Leu Ser Tyr He Leu He He Arg Ser Val Leu 
225 230 235 240 

age att get tee tea gaa gag agg egg aaa gcc ttc aac ace tgc aea 768 
Ser He Ala Ser Ser Glu Glu Arg Arg Lys Ala Phe Asn Thr Cys Thr 
245 250 255 



816 



659 
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tct ctt gtc cat cgc tat ggc cat tea gca cct cca ttt gtc cac ate 
Ser Leu Val His Arg Tyr Gly His Ser Ala Pro Pro Phe Val His He 
275 280 285 

ate atg gcc aat gtc ttt ctg eta ate ect cct gtg etc aac cct att 
He Met Ala Asn Val Phe lieu Leu He Pro Pro Val Leu Asn Pro He 
290 295 300 

att tac agt gta aag att aag cag att caa aag gcc att ate aag gtc 
He Tyr Ser Val Lys lle Lys Gin He Gin Lys Ala He He Lys Val 
305 310 315 320 

tta att cag aag cac tec aaa tct aat cat cag eta ttt ctg att aga 
Leu He Gin Lys His Ser Lys Ser Asn His Gin Leu Phe Leu He Arg 
325 330 335 



gat aaa gcc att tat gaa taa 
Asp Lys Ala He Tyr Glu 
340 



<210> 442 

<211> 342 

<212> PRT 

<213> Homo Sapiens 

<400> 442 



Met Thr Glu Thr Ser Leu Ser Ser Gin Cys Phe Pro Met Ser Val Leu 
1 . 5 10 '15 



Asn Asn Thr He Ala Glu Pro Leu He Phe Leu Leu Met Gly He Pro 
20 25 30 



Gly Leu Lys Ala Thr Gin Tyr Trp He Ser He Pro Phe Cys Leu Leu 
35 40 45 

Tyr Val Val Ala Val Ser Gly Asn Ser Met He Leu Phe Val Val Leu 
50 55 60 

Cys Glu Arg Ser Leu His Lys Pro Met Tyr Tyr Phe Leu Ser Met Leu 
65 70 75 80 

Ser Ala Thr Asp Leu Ser Leu Ser Leu Cys Thr Leu Ser Thr Thr Leu 
85 50 95 



Gly val Phe Trp Phe Glu Ala Arg Glu He Asn Leu Asn Ala Cys He 
100 105 110 



Ala Gin Met Phe Phe Leu His Gly Phe Thr Phe Met Glu Ser Gly Val 
115 120 125 



660 



864 



912 



960 



1008 



1029 
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Leu Leu Ala Met Ala Phe Asp Arg Phe Val Ala He Cys Tyr Pro Leu 
130 135 140 



Arg Tyr Thr Thr He Leu Thr Asn Ala Arg He Ala Lys He Gly Met 
145 150 155 160 



Ser Met Leu He Arg Asn Val Ala Val Met Leu Pro Val Met Leu Phe 
165 170 175 



Val Lys Arg Leu Ser Phe Cys Ser Ser Met Val Leu Ser His Ser Tyr 
180 185 190 



Cys Tyr His Val Asp Leu He Gin Leu Ser Cys Thr Asp Asn Arg He 
1^5 200 205 



Asn Ser He Leu Gly Leu Phe Ala Leu Leu Ser Thr Thr Gly Phe Asp 
210 215 220 



Cys Pro Cys He Leu Leu Ser Tyr He Leu He He Arg Ser Val Leu 
225 230 235 240 

Ser He Ala Ser Ser Glu Glu Arg Arg Lys Ala Phe Asn Thr Cys Thr 
245 250 ' 255 



Ser His He Ser Ala Val Ser He Phe Tyr Leu Pro Leu He Ser lieu 
260 265 270 



Ser Leu Val His Arg Tyr Gly His Ser Ala Pro Pro Phe Val His He 
275 280 285 



He Met Ala Asn Val Phe Leu Leu He Pro Pro Val Leu Asn Pro He 
290 295 300 

He Tyr_Ser Val Lys He Lys Gin He Gin Lys Ala He He Lys Val 
305 310 315 320 

Leu He Gin Lys His Ser Lys Ser Asn His Gin Leu Phe Leu He Arg 
325 330 335 



Asp Lys Ala He Tyr Glu 
340 



<210> 443 

<211> 957 

<212> DNA 

<213> Homo Sapiens 
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<220> 

<221> CDS 

<222> (1)..(954) 

<223> 



<400> 443 

atg gac aag ata aac cag aca ttt gtg aga gaa ttc att ctt ctg gga 

Met Asp Lys lie Asn Gin Thr Phe Val Arg Glu Phe He Leu Leu Gly 
1 5 10 15 

etc tct ggt tac ccc aaa ctt gag ate att ttc ttt get ctg att eta 
Leu Ser Gly Tyr Pro Lys Leu Glu He He Phe Phe Ala Leu He Leu 
20 25 30 

gtt atg tac gta gtg att eta att ggc aat ggt gtt ctg ate ata gea 
Val Met Tyr Val Val He Leu He Gly Asn Gly Val Leu He He Ala 
35 40 45 

age ate ttg gat tet cgt ctt cac atg ccc atg tac ttc ttc ctg ggc 
Ser He Leu Asp Ser Arg Leu His Met Pro Met Tyr Phe Phe Leu Gly 
50 55 60 

aac etc tct ttc ctg gat ate tgc tat aca ace tee tec att ecc tea 
Asn Leu Ser Phe Leu Asp He Cys Tyr Thr Thr Ser Ser He Pro Ser 
65 



70 75 80 



ttc etc ctt ggc atg atg gea ttt gat cgt tat gtg gee ate tgt aae 
Phe Leu Leu Gly Met Met Ala Phe Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 

cct ctg aga tac ccc ate ate atg aac aag gtg gtg tat gta ctg ctg 
Pro Leu Arg Tyr Pro He He Met Asn Lys Val Val Tyr Val Leu Leu 
130 135 140 

act tct gta tea tgg ctt tct ggt gga ate aat tea act gtg caa aca 
Thr ser Val Ser Trp Leu Ser Gly Gly He Asn Ser Thr Val Gin Thr 
145 150 155 160 

tea ctt gee atg ega tgg cct ttc tgt ggg aae aat att att aat eat 
Ser Leu Ala Met Arg Trp Pro Phe Cys Gly Asn Asn He He Asn His 
165 170 175 



48 



96 



144 



192 



240 



288 



aca ctg gtg age tta ate tea aag aaa aga aae att tec ttc tct gga 

Thr Leu Val Ser Leu He Ser Lys Lys Arg Asn He Ser Phe Ser Gly 
85 90 95 

tgt gea gtg cag atg ttc ttt ggg ttt gea atg ggg tea aca gaa tgt 336 

Cys Ala Val Gin Met Phe Phe Gly Phe Ala Met Gly Ser Thr Glu Cys 
100 105 110 



384 



432 



480 



528 



ttc tta tgc gag ate tta get gtc eta aaa tta get tgt tct gat ata 576 
Phe Leu Cys Glu He Leu Ala Val Leu Lys Leu Ala Cys Ser Asp He 
180 185 190 

tct gtc aat att gtt ace eta gea gtg tea aat att get ttc eta gtt 
Ser val Asn He Val Thr Leu Ala Val Ser Asn He Ala Phe Leu Val 
195 200 205 

ctt cct ctg etc gtg att ttt ttc tec tat atg ttc ate etc tac acc 
Leu pro Leu Leu Val He Phe Phe Ser Tyr Met Phe He Leu Tyr Thr 



624 



672 



662 
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210 215 220 

ate ttg cga acg aac teg gcc aca gga aga cac aag gca ttt tct aca 720 
lie Leu Arg Thr Asn Ser Ala Thr Gly Arg His Lys Ala Phe Ser Thr 
225 230 235 240 

tgc tea get eac ctg act gtg gtg ate ata ttt tat ggt aec ate ttc 768 
Cys Ser Ala His Leu Thr Val Val lie lie Phe Tyr Gly Thr He Phe 
245 250 255 

ttt atg tat gca aaa cet aag tec cag gae etc ett ggg aaa gae aac 816 
Phe Met Tyr Ala Lys Pro Lys Ser Gin Asp Leu Leu Gly Lys Asp Asn 
260 265 270 

ttg caa get aca gag ggg ctt gtt tec atg ttt tat ggg gtt gtg acc 864 
Leu Gin Ala Thr Glu Gly Leu Val Ser Met Phe Tyr Gly Val Val Thr 
275 280 285 

cec atg tta aac cec ata ate tat age ttg aga aat aaa gat gta aaa 912 
Pro Met Leu Asn Pro He He Tyr Ser Leu Arg Asn Lys Asp Val Lys 
290 •: 295 300 

get get ata aaa tat ttg ctg age agg aaa get att aac cag taa • 957 
Ala Ala He Lys Tyr Leu Leu Ser Arg Lys Ala He Asn Gin 
305 310 315 



<210> 444 

<211> 318 

<212> PRT 

<213> Homo Sapiens 

<400> 444 

Met Asp Lys He Asn Gin Thr Phe Val Arg Glu Phe He Leu Leu Gly 
1 5 10 .15 



Leu Ser Gly Tyr Pro Lys Leu Glu He He Phe Phe Ala Leu He Leu 
20 • 25 30 



Val Met Tyr Val Val He Leu He Gly Asn Gly Val Leu He He Ala 
35 40 45 



Ser He Leu Asp Ser Arg Leu His Met Pro Met Tyr Phe Phe Leu Gly 
50 55 60 



Asn Leu Ser Phe Leu Asp He Cys Tyr Thr Thr Ser Ser He Pro Ser 
65 70 75 80 



Thr Leu Val Ser Leu He Ser Lys Lys Arg Asn He Ser Phe Ser Gly 
85 90 95 



Cys Ala Val Gin Met Phe Phe Gly Phe Ala Met Gly Ser Thr Glu Cys 
100 105 110 
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Phe Leu Leu Gly Met Met Ala Phe Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 



Pro Leu Arg Tyr Pro He He Met Asn Lys Val Val Tyr Val Leu Leu 
130 135 140 



Thr Ser Val Ser Trp Leu Ser Gly Gly He Asn Ser Thr Val Gin Thr 
145 150 155 160 

Ser Leu Ala Met Arg Trp Pro Phe Cys Gly Asn Asn He He Asn His 
165 170 175 

Phe Leu Cys Glu He Leu Ala Val Leu Lys Leu Ala Cys Ser Asp He 
180 185 190, 



Ser Val Asn He Val Thr Leu Ala 
195 200 



Leu Pro Leu Leu Val He Phe Phe 
210 215 



He Leu Arg Thr Asn Ser Ala Thr 
225 230 



Cys Ser Ala His Leu Thr Val Val 
245 



Val Ser Asn He Ala Phe Leu Val 
205 



Ser Tyr Met Phe He Leu Tyr Thr 
220 



Gly Arg His Lys Ala Phe Ser Thr 
235 ' 240 



He He Phe Tyr Gly Thr He Phe 
250 255 



Phe Met Tyr Ala Lys Pro Lys Ser Gin Asp Leu Leu Gly Lys Asp Asn 
260 265 270 

Leu Gin Ala Thr Glu Gly Leu Val Ser Met Phe Tyr Gly Val Val Thr 
275 280 285 

Pro Met Leu Asn Pro He He Tyr Ser Leu Arg Asn Lys Asp Val Lys 
290 295 300 

Ala Ala He Lys Tyr Leu Leu Ser Arg Lys Ala He Asn Gin 
305 310 315 



<210> 445 

<211> 948 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(945) 
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<223> 



<400> 445 

atg gtg ctg get tea ggg aac age tct tet eat cct gtg tec ttc ate 48 

Met Val Leu Ala Ser Gly Asn Ser Ser Ser His Pro Val Ser Phe lie 
15 10 15 

etg ett gga ate cca gge ctg gag agt tte eag ttg tgg att gee ttt 96 
Leu Leu Gly He Pro Gly Leu Glu Ser Phe Gin Leu Trp He Ala Phe 
20 25 30 

ccg ttc tgt gcc acg tat get gtg get gtt gtt gga aat ate act etc 144 
Pro Phe Cys Ala Thr Tyr Ala Val Ala Val Val Gly Asn He Thr Leu 
35 40 45 

etc eat gta ate aga att gac cac ace ctg eat gag cec atg tac etc 192 
Leu His Val He Arg He Asp His Thr Leu His Glu Pro Met' Tyr Leu 
50 55 60 

ttt etg gee atg ctg gee ate act gac ctg gtc etc tec tec tec act 24 0 ■ 

Phe Leu Ala Met Leu Ala He Thr Asp Leu Val Leu Ser Ser Ser Thr 
65 70 75 80 

caa cct aag atg ttg gcc ata tte tgg ttt eat get eat gag att eag 288 
Gin Pro Lys Met Leu Ala He Phe Trp Phe His Ala His Glu He Gin 
85 90 95 

tac cat gcc tgc etc ate eag gtg ttc ttc ate eat gcc ttt tct tct 33 6 

Tyr His Ala Cys Leu He Gin Val Phe Phe He His Ala Phe Ser Ser 
100 105 110 

gtg gag tct ggg gtg etc atg get atg gcc ctg gac tgc tac gtg get 384 
Val Glu Ser Gly Val Leu Met Ala Met Ala Leu Asp Cys Tyr Val Ala 
115 120 125 

ace tgc tte eea etc ega eac tet age ate etg ace cca teg gtc gtg 432 
Thr Cys Phe Pro Leu Arg His Ser Ser He Leu Thr Pro Ser Val Val 
130 135 140 

ate aaa etg ggg ace ate gtg atg ctg aga ggg ctg etg tgg gtg age 480 
He Lys Leu Gly Thr He Val Met Leu Arg Gly Leu Leu Trp Val Ser 
145 150 155 160 

-ecc ttc tgc tte atg gtg tct agg atg cec ttc tgc caa cac caa gcc 528 
Pro Phe Cys Phe Met Val Ser Arg Met Pro Phe Cys Gin His Gin Ala 
165 170 175 

att cec eag tea tae tgt gag cae atg get gtg etg aag ttg gtg tgt 576 
He Pro Gin Ser Tyr Cys Glu His Met Ala Val Leu Lys Leu Val Cys 
180 185 190 



get gat aca age ata agt cgt ggg tat ggg etc ttt gtg gcc tte tet 
Ala Asp Thr Ser He Ser Arg Gly Tyr Gly Leu Phe Val Ala Phe Ser 
195 200 205 



624 



gtg get gge ttt gat atg att gtc att ggt atg tea tac gtg atg att 672 

Val Ala Gly Phe Asp Met He Val He Gly Met Ser Tyr Val Met He 
210 215 220 

ttg aga get gtg ett eag ttg cec tea ggt gaa gee egc etc aaa get 720 



665 
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Leu Arg Ala Val Leu Gin Leu Pro Ser Gly Glu Ala Arg Leu Lys Ala 
225 230 235 240 

ttt age aca cgt gcc tec cat ate tgt gtc ate ttg get ett tat ate 
Phe Ser Thr Arg Ala Ser His lie Cys Val He Leu Ala Leu Tyr He 
245 250 255 



agg gtt ate caa gga tgt tgt gga aac ate cec tga 
Arg Val He Gin Gly Cys Cys Gly Asn He Pro 
1 305 3X0 315 



<210>. 446 

<211> 315 

<212> PRT 

<213> Homo Sapiens 

<400> 446 

Met Val Leu Ala Ser Gly Asn Ser Ser Ser His Pro Val Ser Phe He 
15 10 15 

Leu Leu Gly He Pro Gly Leu Glu Ser Phe Gin Leu Trp He Ala Phe 
20 25 30 

Pro Phe Cys Ala Thr Tyr Ala Val Ala Val Val Gly Asn He Thr Leu 
35 40 45 



Leu His Val He Arg He Asp His Thr Leu His Glu Pro Met Tyr Leu 
50 55 60 

Phe Leu Ala Met Leu Ala He Thr Asp Leu Val Leu Ser Ser Ser Thr 
65 70 75 80 

Gin Pro Lys Met Leu Ala He Phe Trp Phe His Ala His Glu He Gin 
85 90 95 



Tyr His Ala Cys Leu He Gin Val Phe Phe He His Ala Phe Ser Ser 

100 105 110 

Val Glu Ser Gly Val Leu Met Ala Met Ala Leu Asp Cys Tyr Val Ala 
115 120 125 



666 



768 



eca gee ett ttt tct ttc etc ace tae egc ttt ggc cat gat gtg ecc 816 
Pro Ala Leu Phe Ser Phe Leu Thr Tyr Arg Phe Gly His Asp Val Pro 
260 265 270 

ega gtt gta cac ate etg ttt get aat etc tat eta etg ata ect cee 864 
Arg Val Val His He Leu Phe Ala Asn Leu Tyr Leu Leu He Pro Pro 
275 280 285 

atg etc aac ecc ate att tat gga gtt aga aec aaa cag ate ggg gac 912 
Met Leu Asn Pro He He Tyr Gly Val Arg Thr Lys Gin He Gly Asp 
290 295 300. 
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Thr C?ys Phe Pro Leu Arg His Ser Ser lie Leu Thr Pro Ser Val Val 
130 135 140 



He Lys Leu Gly Thr He Val Met Leu Arg Gly Leu Leu Trp Val Ser 

150 155 160 

Pro Phe cys Phe Met Val Ser Arg Met Pro Phe Cys Gin His Gin Ala 
165 170 175 

He Pro Gin Ser Tyr Cys Glu His Met Ala Val Leu Lys Leu Val Cys 
180 185 190 

Ala Asp Thr Ser He Ser Arg Gly Tyr Gly Leu Phe Val Ala Phe Ser 
195 200 205 

Val Ala Gly Phe Asp Met He Val He Gly Met Ser Tyr Val Met He 
210 215 220 



Leu Arg Ala Val Leu Gin Leu Pro Ser Gly Glu Ala Arg Leu Lys Ala 
225 230 235 240 

Phe Ser Thr Arg Ala Ser His He Cys Val He Leu Ala Leu Tyr He 
245 250 255 



Pro Ala Leu Phe Ser Phe Leu Thr Tyr Arg Phe Gly His Asp Val Pro 

260 265 270 

Arg Val Val His He Leu Phe Ala Asn Leu Tyr Leu Leu He Pro Pro 
275 280 285 



Met Leu Asn Pro He He Tyr Gly Val Arg Thr Lys Gin He Gly Asp 
290 295 300 



Arg Val He Gin Gly Cys Cys Gly Asn He Pro 
305 310 315 



<210> 447 

<211> 945 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (942) 

<223> 
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<400> 447 

atg acc ctg gga tec ctg gga aac age age age age gtt tct get ace 48 

Met Thr Leu Gly Ser Leu Gly Asn Ser Ser Ser Ser Val Ser Ala Thr 
1 5 10 15 

ttc ctg ctg agt gge ate ect ggg ctg gag cge atg eae ate tgg ate 96 
Phe Leu Leu Ser Gly He Pro Gly Leu Glu Arg Met. His He Trp He 
20 25 30 



tec ate cea ctg tgc ttc atg tat ctg gtt tec ate ccg ggc aac tge 
Ser He Pro Leu Cys Phe Met Tyr Leu Val Ser He Pro Gly Asn Cys 
35 40 45 

aca att ctt ttt ate att aaa aca gag cgc tea ett eat gaa cct atg 
Thr He Leu Phe He He Lys Thr Glu Arg Ser Leu His Glu Pro Met 
50 55 60 

tat etc ttc ctg tec atg ctg get ctg att gae ctg ggt etc tec ett 
Tyr Leu Phe Leu Ser Met Leu Ala Leu He Asp Leu Gly Leu Ser Leu 
65 70 75 80 

tgc act etc cct aca gte ctg ggc ate ttt tgg gtt gga gca cga gaa 
Cys Thr Leu Pro Thr Val Leu Gly He Phe Trp Val Gly Ala Arg Glu 
85 90 95 



ctg ate ctg cge ace gtg ctg tec ate gee tee agg get gag aga ttc 
Leu He Leu Arg Thr Val Leu Ser He Ala Ser Arg Ala Glu Arg Phe 
225 230 235 240 



144 



192 



240 



288 



att age cat gat gee tge ttt get cag etc ttt ttc att eae tgc ttc 336 
He Ser His Asp Ala Cys Phe Ala Gin Leu Phe Phe He His Cys Phe 
100 105 110 

tec ttc etc gag tec tct gtg eta ctg tct atg gee ttt gae cgc ttt 3 84 

Ser Phe Leu Glu Ser Ser Val Leu Leu Ser Met Ala Phe Asp Arg Phe 
115 120 125 

gtg get ate tgc eae cec ttg eac tat gtt tec att etc ace aac aca 432 
Val Ala He Cys His Pro Leu His Tyr Val Ser He Leu Thr Asn Thr 
130 135 140 

gtc att ggc agg att ggc ctg gte tct ctg ggt cgt agt gta gca etc 480 
Val He Gly Arg He Gly Leu Val Ser Leu Gly Arg Ser Val Ala Leu 
145 150 155 160 

att ttt cea tta cct ttt atg etc aaa aga ttc ccc tat tgt ggc tec 528 
He Phe Pro Leu Pro Phe Met Leu Lys Arg Phe Pro Tyr Cys Gly Ser 
165 170 175 

cea gtt etc tea cat tct tat tgt etc eae caa gaa gtg atg aaa ttg 576 
Pro Val Leu Ser His Ser Tyr Cys Leu His Gin Glu Val Met Lys Leu 
180 185 190 

gee tgt gee gae atg aag gee aac age ate tac ggc atg ttt gtc ate - 624 
Ala Cys Ala Asp Met Lys Ala Asn Ser He Tyr Gly Met Phe Val He 
195 200 205 

gtc tct aca gtg ggt ata gae tea ctg etc ate etc ttc tct tat get 672 
Val Ser Thr Val Gly He Asp Ser Leu Leu He Leu Phe Ser Tyr Ala 
210 215 220 
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aag gcc ctt aac acc tgt gtt tec cac ate tgt get gtg ctg etc ttc 
Lys Ala Leu Asn Thr Cys Val Ser His lie Cys Ala Val Leu Leu Phe 
245 250 255 



768 



tac act ccc atg att ggc etc tet gtc ate cat egc ttt gga aag cag 816 
Tyr Thr Pro Met lie Gly Leu Ser Val He His Arg Phe Gly Lys Gin 
260 265 270 

gca ccc cac ctg gtc cag gtg gtc atg ggt ttc atg tat ctt etc ttt 864 
Ala Pro His Leu Val Gin Val Val Met Gly Phe Met Tyr Leu Leu Phe 
275 280 285 



act cct gtg atg aat ccc att gtc tac agt gtg aag acc aaa cag ate 
Pro Pro Val Met Asn Pro He Val Tyr Ser Val Lys Thr Lys Gin He 
290 295 300 

egg gat ega gtg aeg cat gcc ttt tgt tac taa 

His Ala Phe Cys Tyr 
310 



305 




<210> 


448 


<211> 


314 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


448 



Met Thr Leu Gly Ser Leu Gly Asn Ser Ser Ser Ser Val Ser Ala Thr 
1 5 10 . 15 

Phe Leu Leu Ser Gly He Pro Gly Leu Glu Arg Met His He Trp lie 
20 25 30 

Ser He Pro Leu Cys Phe Met Tyr Leu Val Ser He Pro Gly T^n Cys 
35 40 45 

Thr He Leu Phe He He Lys Thr Glu Arg Ser Leu His Glu Pro Met 
50 55 60 

Tyr Leu Phe Leu Ser Met Leu Ala Leu He Asp Leu Gly Leu Ser Leu 

70 75 80 

Cys Thr Leu Pro Thr Val Leu Gly He Phe Trp Val Gly Ala Arg Glu 
85 90 95 

He Ser His Asp Ala Cys Phe Ala Gin Leu Phe Phe He His Cys Phe 
100 105 110 

Ser Phe Leu Glu Ser Ser Val Leu Leu Ser Met Ala Phe Asp Arg Phe 

120 125 

Val Ala He Cys His Pro Leu His Tyr Val Ser He Leu Thr Asn Thr 
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Val lie Gly Arg He Gly Leu Val Ser Leu Gly Arg Ser Val Ala Leu 
145 150 155 160 

He Phe Pro Leu Pro Phe Met Leu Lys Arg Phe Pro Tyr Cys Gly Ser 
165 170 175 



Pro Val Leu Ser His Ser Tyr Cys Leu His Gin Glu Val Met Lys Leu 
180 185 190 

Ala Cys Ala Asp Met Lys Ala Asn Ser He Tyr Gly Met Phe Val He 
195 200 205 

Val ser Thr Val Gly He Asp Ser Leu Leu He Leu Phe Ser Tyr Ala 
210 215 220 

Leu He Leu Arg Thr Val Leu Ser He Ala Ser Arg Ala Glu Arg Phe 
225 230 235 240 

I 

Lys Ala Leu Asn Thr Cys Val Ser His He Cys Ala Val Leu Leu Phe 
245 250 255 

Tyr Thr Pro Met He Gly Leu Ser Val He His Arg Phe Gly Lys Gin 
260 265 270 

Ala Pro His Leu Val Gin Val Val Met Gly Phe Met Tyr Leu Leu Phe 
275 280 285 

Pro Pro Val Met Asn Pro He Val Tyr Ser Val Lys Thr Lys Gin He 
290 295 300 

Arg Asp Arg Val Thr His Ala Phe Cys Tyr 
305 310 



<210> 449 

<211> 942 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (939) 

<223> 



<400> 449 

atg tec att ate aac aca tea tat gtt gaa ate aec ace tte ttc ttg 
Met ser He He Asn Thr Ser Tyr Val Glu He Thr Thr Phe Phe Leu 
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15 10 15 

gtt ggg atg cca ggg eta gaa tat gca cac ate tgg ate tct ate ccc 96 
Val Gly Met Pro Gly Leu Glu Tyr Ala His lie Trp lie Ser lie Pro 
20 25 30 

ate tgc age atg tat ctt att get att eta gga aat tgc ace att ctt 144. 
lie Cys Ser Met Tyr Leu lie Ala lie Leu Gly Asn Cys Thr lie Leu 
35 40 45 

ttt ate ate aag aca gag eee tec ttg eat gag ccc atg tac tat ttt 192 
Phe lie lie Lys Thr Glu Pro Ser Leu His Glu Pro Met Tyr Tyr Phe 
50 55 60 

ctt tec atg ttg get atg tea gac ttg ggt ttg tct tta tea tct ctg 240 
Leu Ser Met Leu Ala Met Ser Asp Leu Gly Leu Ser Leu Ser Ser Leu 
65 70 75 80 

ccc act gtg tta age ate ttc ctg tte aat get ect gaa att tea tec 288 
Pro Thr Val Leu Ser lie Phe Leu Phe Asn Ala Pro Glu lie Ser Ser 
85 90 95 

aat gee tgc ttt gee cag gaa ttc ttc att cat gga ttc tea gta ctg 336 
Asn Ala Cys Phe Ala Gin Glu Phe Phe lie His Gly Phe Ser Val Leu 
100 105 • 110 

gag tee tea gtc etc ctg ate atg tea ttt gat aga ttc eta gee ate 384 
Glu Ser Ser Val Leu Leu lie Met Ser Phe Asp Arg Phe Leu Ala lie 
115 120 125 

cac aac ect ctg aga tac acc tea ate ctg aca act gtc aga gtt gee 432. 
His Asn Pro Leu Arg Tyr Thr Ser lie Leu Thr Thr Val Arg Val Ala 
130 . 135 140 

caa ata ggg ata gta ttc tec ttt aag age atg etc ctg gtt ctt ccc 480* 
Gin lie Gly He Val Phe Ser Phe Lys Ser Met Leu Leu Val Leu Pro 
145 150 155 160 

ttc ect tte act tta aga aac ttg aga tat tgc aag aaa aac caa tta 528 
Phe Pro Phe Thr Leu Arg Asn Leu Arg Tyr Cys Lys Lys Asn Gin Leu 
165 170 175 

tec cat tee tac tgt etc cac cag gat gtc atg aag ttg gee tgt tct 576 
Ser His Ser Tyr Cys Leu His Gin Asp Val Met Lys Leu Ala Cys Ser 
180 185 190 

gac aac aga att gat gtt ate tat gge ttt ttt gga gca etc tgc ctt 624. 
Asp Asn Arg He Asp Val He Tyr Gly Phe Phe Gly Ala Leu Cys Leu 
195 200 205 

atg gta gac ttt att etc att get gtg tct tac acc ctg ate etc aag 672 
Met Val Asp Phe He Leu He Ala Val Ser Tyr Thr Leu He Leu Lys 
210 215 220 

act gta ceg gga att gca tee aaa aag gag cag ctt aag get etc aat 720 
Thr Val Pro Gly He Ala Ser Lys Lys Glu Gin Leu Lys Ala Leu Asn 
225 230 235 240 

act tgt gtt tea cac ate tgt gca gtg ate ate ttc tac ctg ccc ate 768 
Thr Cys Val Ser His He Cys Ala Val He He Phe Tyr Leu Pro He 
245 250 255 
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ate aac ctg gcc gtt gtc cac cgc ttt gcc egg cat gtc tct ccc etc 816 
lie Asn Leu Ala Val Val His Arg Phe Ala Arg His Val Ser Pro Leu 
260 265 270 

att aat gtt etc atg gea aat gtt etc eta ett gta cet eca ctg atg 864 
He Asn Val Leu Met Ala Asn Val Leu Leu Leu Val Pro Pro Leu Met 
275 280 285 

aac eca att gtt tat tgt gta aaa act aaa eag att aga gtg aga gtt 912 
Asn Pro He Val Tyr Cys Val Lys Thr Lys Gin He Arg Val Arg Val 
290 295 300 

gta gea aaa ttg tgt caa egg aag att taa 942 
Val Ala Lys Leu Cys Gin Arg Lys He 
305 310 



<210> 450 

<211> 313 

<212> PRT 

<213> Homo Sapiens 

<400> 450 

Met Ser He He Asn Thr Ser Tyr Val Glu He Thr Thr Phe Phe Leu 
15 10 15 



Val Gly Met Pro Gly Leu Glu Tyr Ala His He Trp He Ser He Pro 
20 25 30 



He Cys Ser Met Tyr Leu He Ala He Leu Gly Asn Cys Thr He Leu 
35 40 45 



Phe He He Lys Thr Glu Pro Ser Leu His Glu Pro Met Tyr Tyr Phe 
50 55 60 



Leu Ser Met Leu Ala Met Ser Asp Leu Gly Leu Ser Leu Ser Ser Leu 
65 70 75 80 



Pro Thr Val Leu Ser He Phe Leu Phe Asn Ala Pro Glu He Ser Ser 
85 90 95 



Asn Ala Cys Phe Ala Gin Glu Phe Phe He His Gly Phe Ser Val Leu 
100 105 110 



Glu Ser Ser Val Leu Leu He Met Ser Phe Asp Arg Phe Leu Ala He 
115 120 125 



His Asn Pro Leu Arg Tyr Thr Ser He Leu Thr Thr Val Arg Val Ala 
130 135 140 
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Gin lie Gly lie Val Phe Ser Phe hys Ser Met Leu Leu Val Leu Pro 
"5 150 155 160 

Phe Pro Phe Thr Leu Arg Asn Leu Arg Tyr Cys Lys Lys Asn Gin Leu 
165 170 * 175 

Ser His Ser Tyr Cys Leu His Gin Asp Val Met Lys Leu Ala Cys Ser 
180 185 190 

Asp Asn Arg He Asp Val He Tyr Gly Phe Phe Gly Ala Leu Cys Leu 
195 200 205 

Met Val Asp Phe He Leu He Ala Val Ser Tyr Thr Leu He Leu Lys 
210 215 220 

I Thr Val Pro Gly He Ala Ser Lys Lys Glu Gin Leu Lys Ala Leu Asn 
225 230 235 240 

Thr Cys Val Ser His He Cys Ala Val He He Phe Tyr Leu Pro He 
245 250 255 

He Asn Leu Ala Val Val His Arg Phe Ala Arg His Val Ser Pro Leu 
260 265 270 

He Asn Val Leu Met Ala Asn Val Leu Leu Leu Val Pro Pro Leu Met 
275 280 285 

Asn Pro He Val Tyr Cys Val Lys Thr Lys Gin He Arg Val Arg Val 
290 295 300 

Val Ala Lys Leu Cys Gin Arg Lys He 
305 310 



<210> 451 

<211> 966 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(963) 

<223> 



<400> 451 

atg aca att ctt ctt aat age age etc eaa aga gee aet tte ttc etg 
Met Thr He Leu Leu Asn Ser Ser Leu Gin Arg Ala Thr Phe Phe Leu 
^5 10 15 



48 



acg ggc tte eaa ggt eta gaa ggt ete eat gge tgg ate tet att ccc 96 

673 
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192 



240 



288 



336 



384 



Thr Gly Phe Gin Gly Leu Glu Gly Leu His Gly Trp lie Ser He Pro 
20 25 30 

ttc tgc ttc ate tac ctg aca gtt ate ttg ggg aac etc acc att etc 144 
Phe Cys Phe He Tyr Leu Thr Val He Leu Gly Asn Leu Thr He Leu 
35 40 45 

eac gtc att tgt act gat gee act etc cat gga cec atg tac tat ttc 
His Val He Cys Thr Asp Ala Thr Leu His Gly Pro Met Tyr Tyr Phe 
50 55 60 

ttg ggc atg eta get gtc aca gac tta ggc ctt tgc ctt tec aca ctg 
Leu Gly Met Leu Ala Val Thr Asp Leu Gly Leu Cys Leu Ser Thr Leu 
65 70 75 80 

ccc act gtg ctg ggc att ttc tgg ttt gat acc aga gag att ggc ate 
Pro Thr Val Leu Gly He Phe Trp Phe Asp- Thr Arg Glu He Gly He 
85 90 9S 

cet gcc tgt ttc act cag etc ttc ttc ate eac ace ttg tet tea atg 
Pro Ala Cys Phe Thr Gin Leu Phe Phe He His Thr Leu Ser Ser Met 
100 105 HO 

gag tea tea gtt ctg tta tee atg tec att gac cgc tec gtg gcc gtc 
Glu Ser Ser Val Leu Leu Ser Met Ser He Asp Arg Ser Val Ala Val 
115 120 125 

tgc aac cea ctg cat gac tec acc gtc ctg aca cet gca tgt att gtc 432 
Cys Asn Pro Leu His Asp Ser Thr Val Leu Thr Pro Ala Cys He Val 
130 135 140 

aag atg ggg eta age tea gtg ctt aga agt get etc etc ate etc ccc 480 
Lys Met Gly Leu Ser Ser Val Leu Arg Ser Ala Leu Leu He Leu Pro 
145 150 155 160 

ttg cca ttc etc ctg aag cgc ttc caa tac tgc eac tec cat gtg ctg 
Leu Pro Phe Leu Leu Lys Arg Phe Gin Tyr Cys His Ser His Val Leu 
165 170 175 

get cat get tat tgt ctt eac ctg gag ate atg aag ctg gcc tgc tot 
Ala His Ala Tyr Cys Leu His Leu Glu He Met Lys Leu Ala Cys Ser 
180 185 150 

age ate att gtc aat eac ate tat ggg etc ttt gtt gtg gcc tgc acc 624 
Ser He He Val Asn His He Tyr Gly Leu Phe Val Val Ala Cys Thr 
195 200 205 

gtg ggt gtg gac tec ctg etc ate ttt etc tea tac gcc etc ate ctt 672 
Val Gly Val Asp Ser Leu Leu He Phe Leu Ser Tyr Ala Leu He Leu 
210 215 220 

cgc ace gtg etc age att gee tec eac cag gag ega etc cga gcc etc 
Arg Thr Val Leu Ser He Ala Ser His Gin Glu Arg Leu Arg Ala Leu 
225 230 235 ^ 240 

aac acc tgt gtc tet cat ate tgt get gta ctg etc ttc tac ate ccc 
Asn Thr Cys Val Ser His He Cys Ala Val Leu Leu Phe Tyr He Pro 
245 250 255 

atg att ggc ttg tet ctt gtg eat cgc ttt ggt gaa eat ctg ccc cgc 
Met He Gly Leu Ser Leu Val His Arg Phe Gly Glu His Leu Pro Arg 



528 



576 



720 



768 



816 



674 
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260 265 270 

gtt gta cac etc ttc atg tec tat gtg tat ctg ctg gta cca ccc ctt 864 
Val Val His Leu Phe Met Ser Tyr Val Tyr Leu Leu Val Pro Pro Leu 
275 280 285 

atg aac ccc ate ate tac age ate aag ace aag caa att egc cag cgc 912 
Met Asn Pro lie He Tyr Ser He Lys Thr Lys Gin He Arg Gin Arg 
290 295 300 

ate att aag aag ttt cag ttt ata aag tea ctt agg tgt ttt tgg aag 960 
He He Lys Lys Phe Gin Phe He Lys Ser Leu Arg Cys Phe Trp Lys 
305 310 315 320 

gat taa 965 
Asp 



<210> 452 

<211> 321 

<212> PRT 

<213> Homo Sapiens 

<400> 452 

Met Thr He Leu Leu Asn Ser Ser Leu Gin Arg Ala Thr Phe Phe Leu 
15 10 15 



Thr Gly Phe Gin Gly Leu Glu Gly Leu His Gly Trp He Ser He Pro 
20 25 30 



Phe Cys Phe He Tyr Leu Thr Val He Leu Gly Asn Leu Thr He Leu 
35 40 45 



His Val He C?ys Thr Asp Ala Thr Leu His Gly Pro Met Tyr Tyr Phe 
50 55 60 



Leu Gly Met Leu Ala Val Thr Asp Leu Gly Leu Cys Leu Ser Thr Leu 
65 70 75 80 



Pro Thr Val Leu Gly He Phe Trp Phe Asp Thr Arg Glu He Gly He 
85 90 95 



Pro Ala Cys Phe Thr Gin Leu Phe Phe He His Thr Leu Ser Ser Met 
100 105 110 



Glu Ser Ser Val Leu Leu Ser Met Ser He Asp Arg Ser Val Ala Val 
115 120 125 



Cys Asn Pro Leu His Asp Ser Thr Val Leu Thr Pro Ala Cys He Val 
130 135 140 
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Lys Met Gly Leu Ser Ser Val Leu Arg Ser Ala Leu Leu He Leu Pro 
145 150 155 160 



Leu Pro Phe Leu Leu Lys Arg Phe Gin Tyr Cys His Ser His Val Leu 
165 170 175 



Ala His Ala Tyr Cys Leu His Leu Glu He Met Lys Leu Ala Cys Ser 
180 185 190 



Ser He He Val Asn His He Tyr Gly Leu Phe Val Val Ala Cys Thr 
195 200 205 



Val Gly Val Asp Ser Leu Leu He Phe Leu Ser Tyr Ala Leu He Leu 

210 215 220 

Arg Thr Val Leu Ser He Ala Ser His Gin Glu Arg Leu Arg Ala Leu 

225 230 235 240 

Asn Thr Cys Val Ser His He Cys Ala Val Leu Leu Phe Tyr He Pro 

245 250 255 



Met He Gly Leu Ser Leu Val His Arg Phe Gly Glu His Leu Pro Arg 
260 265 270' 



Val Val His Leu Phe Met Ser Tyr Val Tyr Leu Leu Val Pro Pro Leu 
275 280 285 



Met Asn Pro He He Tyr Ser He Lys Thr Lys Gin He Arg Gin Arg 
290 295 300 

He He Lys Lys Phe Gin Phe He Lys Ser Leu Arg Cys Phe Trp Lys 
305 310 315 320 



Asp 



<210> 453 

<211> 909 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (l).-(906) 

<223> 



<400> 453 
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atg acg aac ttg aat gca tea cag gcc aac cac cgt aac ttc att ctg 48 
Met Thr Asn Leu Asn Ala Ser Gin Ala Asn His Arg Asn Phe lie Leu 
^5 10 15 

aca ggt ate cca gga acg cca gac aag aac cca tgg ttg gcc ttt ccc 96 
Thr Gly lie Pro Gly Thr Pro Asp Lys Asn Pro Trp Leu Ala Phe Pro 
20 25 30 

ctg gga ttt etc tac aca etc aca etc ctg gga aat ggt acc ate eta 144 
Leu Gly Phe Leu Tyr Thr Leu Thr Leu Leu Gly Asn Gly Thr lie Leu 
35 40 45 

get gte ate aag gtg gag cca agt etc cat gag ccc acg tat tac ttc 192 
Ala Val lie Lys Val Glu Pro Ser Leu His Glu Pro Thr Tyr Tyr Phe 
50 55 60 

ctt tct ate ttg get etc act gac gtt agt etc tec atg tec acc ttg 240 
Leu Ser He Leu Ala Leu Thr Asp Val Ser Leu Ser Met Ser' Thr Leu 
€5 70 75 80 

ccc tec atg etc age ate tac tgg ttt aat gee ect cag att gtt ttt 288 
Pro Ser Met Leu Ser He Tyr Trp Phe Asn Ala Pro Gin He Val Phe 
85 90 95 

gat gca tgc ate atg cag atg ttc ttc ate cat gta ttt gga ata gta 336 
Asp Ala Cys He Met Gin Met Phe Phe He His Val Phe Gly He Val 
100 105 110 

gaa tea gga gtc eta gtg tec atg gee ttt gac aga ttt gtg gcc ate 3 84 

Glu Ser Gly Val Leu Val Ser Met Ala Phe Asp Arg Phe Val Ala He 
115 120 125 

ega aac cca tta cac tat gtt tec ate etc act cac gat gtt att ega 432 
Aafg Asn Pro Leu His Tyr Val Ser lie Leu Thr His Asp Val He Arg 
130 135 140 

aag act gga ata tct gtc etc acc egg gca gtc tgt gtg gta ttc ect 480 
Lys Thr Gly He Ser Val Leu Thr Arg Ala Val Cys Val Val Phe Pro 
145 150 155 160 

gtg ccc ttc ctt ata aag tgc eta ccc ttc tgc cat tec aat gtc ttg 528 
Val Pro Phe Leu He Lys Cys Leu Pro Phe Cys His Ser Asn Val Leu 
165 170 175 

tct eat tea tac tgt ctt cac caa aac atg atg egg eta get tgt gee 576 
Ser His Ser Tyr Cys Leu His Gin Asn Met Met Arg Leu Ala Cys Ala 
180 185 190 

age acc cgc ate aac age etc tac ggc etc ate gtc gtc ate ttc aca 624 
Ser Thr Arg He Asn Ser Leu Tyr Gly Leu He Val Val He Phe Thr 
195 200 205 



ctg ggg etc gat gtt etc etc act eta ctg tct tat gta etc ace ctg 
Leu Gly Leu Asp Val Leu Leu Thr Leu Leu Ser Tyr Val Leu Thr Leu 
210 215 220 



672 



aag act gtg ctg ggc att gtc tec aga ggt gaa agg ctg aaa acc etc .720 
Lys Thr Val Leu Gly He Val Ser Arg Gly Glu Arg Leu Lys Thr Leu 
225 230 235 240 

age aca tgc etc tct cac atg tct acc gtg etc etc ttc tat gtt ect 768 
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Ser Thr Cys Leu Ser His Met Ser Thr Val Leu Leu Phe Tyr Val Pro 
245 250 255 

ttt atg ggt get gcc tec atg ate eae aga ttt tgg gag cat tta tea 
Phe Met Gly Ala Ala Ser Met lie His Arg Phe Trp Glu His Leu Ser 
260 265 270 

cca gta gtg cac atg gtc atg get gat ata tac eta ctg etc eeg cct 
Pro Val Val His Met Val Met Ala Asp He Tyr Leu Leu Leu Pro Pro 
275 280 285 

gtg eta aac ccc att gtc tac agt gtg aag acc aag caa att tga 
Val Leu Asn Pro lie Val Tyr Ser Val Lys Thr Lys Gin He 
290 295 300 



<210> 454 

<211> 302 

<212> PRT 

<213> Homo Sapiens 

<400> 454 

Met Thr Asn Leu Asn Ala Ser Gin Ala Asn His Arg Asn Phe He Leu 
15 10 15 



Thr Gly He Pro Gly Thr Pro Asp Lys Asn Pro Trp Leu Ala Phe Pro 
20 25 30 



Leu Gly Phe Leu Tyr Thr Leu Thr Leu Leu Gly A^n Gly Thr He Leu 
35 40 45 

Ala Val He Lys Val Glu Pro Ser Leu His Glu Pro Thr Tyr Tyr Phe 
50 55 60 

Leu Ser He Leu Ala Leu Thr Asp Val Ser Leu Ser Met Ser Thr Leu 
65 70 75 80 

Pro Ser Met Leu Ser He Tyr Trp Phe Asn Ala Pro Gin He Val Phe 
85 90 95 



Asp Ala Cys He Met Gin Met Phe Phe He His Val Phe Gly He Val 
100 105 110 



Glu Ser Gly Val Leu Val Ser Met Ala Phe Asp Arg Phe Val Ala He 
115 120 125 

Arg Asn Pro Leu His Tyr Val Ser He Leu Thr His Asp Val He Arg 
130 135 140 



Lys Thr Gly He Ser Val Leu Thr Arg Ala Val Cys Val Val Phe Pro 
145 150 155 160 
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816 



864 
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Val Pro Phe Leu He Lys Cys Leu Pro Phe Cys His Ser Asn Val Leu 
165 170 175 

Ser His Ser Tyr Cys Leu His Gin Asn Met Met Arg Leu Ala Cys Ala 
180 185 190 



Ser Thr Arg He Asn Ser Leu Tyr Gly Leu He Val Val He Phe Thr 
195 200 205 



Leu Gly Leu Asp Val Leu Leu Thr Leu Leu Ser Tyr Val Leu Thr Leu 
210 215 220 



Lys Thr Val Leu Gly He Val Ser Arg Gly Glu Arg Leu Lys Thr Leu 
225 230 235 240 

Ser Thr Cys Leu Ser His Met Ser Thr Val Leu Leu Phe Tyr Val Pro 
245 250 255 

Phe Met Gly Ala Ala Ser Met He His Arg Phe Trp Glu His Leu Ser 
260 265 270 



Pro Val Val His Met Val Met Ala Asp He Tyr Leu Leu Leu Pro Pro 
275 280 285 



Val Leu Asn Pro He Val Tyr Ser Val Lys Thr Lys Gin He 
290 295 300 



<210> 455 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> {1)..(936) 

<223> 



<400> 455 

atg tct gtt etc aat aac tec gaa gtc aag ctt ttc ctt ctg att ggg 48 
Met Ser Val Leu Asn Asn Ser Glu Val Lys Leu Phe Leu Leu He Gly 
^5 10 15 

ate cca gga ctg gaa cat gcc cac att tgg ttc tec ate ccc att tgc 96 
He Pro Gly Leu Glu His Ala His He Trp Phe Ser He Pro He Cys 
20 25 30 

etc atg tac ctg ctt gcc ate atg ggc aac tgc acc att etc ttt att 144 
Leu Met Tyr Leu Leu Ala He Met Gly Asn Cys Thr He Leu Phe He 
35 40 45 
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ata aag aca gag ccc teg ctt cat gag ccc atg tat tat ttc ctt gcc 192 
lie Lys Thr Glu Pro Ser Leu His Glu Pro Met Tyr Tyr Phe Leu Ala 
50 55 60 

atg ttg get gtc tct gac atg ggc ctg tec etc tec tee ctt eet aec 
Met Leu Ala Val Ser Asp Met Gly Leu Ser Leu Ser Ser Leu Pro Thr 

70 75 80 



65 



ctg get gee atg eat eac ttt gcc aag cac aaa age cet ctt gtt gtg 
Leu Ala Ala Met His His Phe Ala Lys His Lys Ser Pro Leu Val Val 
260 265 270 

ate ctt att gea gat atg ttc ttg ttg gtg eeg ccc ctt atg aac ccc 
lie Leu He Ala Asp Met Phe Leu Leu Val Pro Pro Leu Met Asn Pro 
275 280 285 



240 



288 



336 



384 



528 



atg ttg agg gtc ttc ttg ttc aat gee atg gga att tea cet aat gcc 
Met Leu Arg Val Phe Leu Phe Asn Ala Met Gly He Ser Pro Asn Ala 
85 90 95 

tgc ttt get caa gaa ttc ttc att eat gga ttc act gtc atg gaa tec 
Cys Phe Ala Gin Glu Phe Phe He His Gly Phe Thr Val Met Glu Ser 
100 105 110 

tea gta ctt eta att atg tct ttg gac cgc ttt ctt gcc att cac aat 
Ser Val Leu Leu He Met Ser Leu Asp Arg Phe Leu Ala He. His Asn 
115 120 125 

ccc tta aga tac agt tct ate etc act age aac agg gtt get aaa atg 432 
Pro Leu Arg Tyr Ser Ser He Leu Thr Ser Asn Arg Val Ala Lys Met 
130 135 140 

gga ctt att tta gcc att agg age att etc tta gtg att cea ttt ccc 480 
Gly Leu He Leu Ala He Arg Ser He Leu Leu Val He Pro Phe Pro 
145 150 155 160 

ttc ace tta agg aga tta aaa tat tgt caa aag aat ctt ctt tct cac 
Phe Thr Leu Arg Arg Leu Lys Tyr Cys Gin- Lys Asn Leu Leu Ser His 
165 170 175 

tea tac tgt ctt cat cag gat ace atg aag ctg gcc tgc tct gac aac 576 
Ser Tyr Cys Leu His Gin Asp Thr Met Lys Leu Ala Cys Ser Asp Asn 
180 185 190 

aag aec aat gtc ate tat ggc ttc ttc att get etc tgt act atg ctg 624 
Lys Thr Asn Val He Tyr Gly Phe Phe He Ala Leu Cys Thr Met Leu 
195 200 205 

gac ttg gea ctg att gtt ttg tct tat gtg ctg ate ttg aag act ata 672 
Asp Leu Ala Leu He Val Leu Ser Tyr Val Leu He Leu Lys Thr He 
210 215 220 

etc age att gea tct ttg gea gag agg ctt aag gcc eta aat ace tgt 720 
Leu Ser He Ala Ser Leu Ala Glu Arg Leu Lys Ala Leu Asn Thr Cys 
225 230 235 240 

gtc tec cac ate tgt get gtg etc aec ttc tat gtg ccc ate ate ace 768 
Val Ser His He Cys Ala Val Leu Thr Phe Tyr Val Pro He He Thr 
245 250 255 



816 



864 



680 
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att gtg tac tgt gta aag act cga caa ate tgg gag aag ate ttg ggg 912 
lie Val Tyr Cys Val Lys Thr Arg Gin lie Trp Glu Lys lie Leu Gly 
290 295 300 

aag ttg ctt aat gta tgt ggg aga taa 939 
Lys Leu Leu Asn Val Cys Gly Arg 

310 



305 




<210> 


456 


<211> 


312 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


456 



Met Ser Val Leu Asn Asn Ser Glu Val Lys Leu Phe Leu Leu lie Gly 
1 5 10 15 



He Pro Gly Leu Glu His Ala His He Trp Phe Ser He Pro He Cys 
20 ' 25 30 



Leu Met Tyr Leu Leu Ala He Met Gly Asn Cys Thr He Leu Phe He 
35 40 45 



He Lys Thr Glu Pro Ser Leu His Glu Pro Met Tyr Tyr Phe Leu Ala 
50 55 60 



Met Leu Ala Val Ser Asp Met Gly Leu Ser Leu Ser Ser Leu Pro Thr 
65 70 75 80 



Met Leu Arg Val Phe Leu Phe Asn Ala Met Gly He Ser Pro Asn Ala 
85 90 95 



Cys Phe Ala Gin Glu Phe Phe He His Gly Phe Thr Val Met Glu Ser 
100 105 110 



Ser Val Leu Leu He Met Ser Leu Asp Arg Phe Leu Ala He His Asn 
115 120 125 



Pro Leu Arg Tyr Ser Ser He Leu Thr Ser Asn Arg Val Ala Lys Met 
130 135 140 



Gly Leu He Leu Ala He Arg Ser He Leu Leu Val He Pro Phe Pro 
145 150 155 160 



Phe Thr Leu Arg Arg Leu Lys Tyr Cys . Gin Lys Asn Leu Leu Ser His 
165 170 175 



Ser Tyr Cys Leu His Gin Asp Thr Met Lys Leu Ala Cys Ser Asp Asn 
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! 



180 185 190 



Lys Thr Asn Val He Tyr Gly Phe Phe He Ala Leu Cys Thr Met Leu 
195 200 205 



Asp Leu Ala Leu He Val Leu Ser Tyr Val Leu He Leu Lys Thr He 
210 215 220 



Leu Ser He Ala Ser Leu Ala Glu Arg Leu Lys Ala Leu Asn Thr Cys 
225 230 235 240 



Val Ser His He Cys Ala Val Leu Thr Phe Tyr Val Pro He He Thr 
245 250 255 



Leu Ala Ala Met His His Phe Ala Lys His Lys Ser Pro Leu Val Val 
260 265 270 



He Leu He Ala Asp Met Phe Leu Leu Val Pro Pro Leu Met Asn Pro 
275 280 285 



He Val Tyr Cys Val Lys Thr Arg Gin He Trp Glu Lys He Leu Gly 
290 295 300 



Lys Leu Leu Asn Val Cys Gly Arg 

310 



305 




<210> 


457 


<211> 


885 


<212> 


DNA 


<213> 


Homo 


<220> 




<221> 


CDS 


<222> 


(1) . 


<223> 




<400> 


457 



atg cca cac etc age aae acc aca tct gag ttc cea ate ttc etc eta 
Met Pro His Leu Ser Asn Thr Thr Ser Glu Phe Pro He Phe Leu Leu 
15 10 15 



ttg gtt gtt att ctg gag cea aae etc cat gaa cec atg tac tgt ttt 
Leu Val Val He Leu Glu Pro Asn Leu His Glu Pro Met Tyr Cys Phe 



682 



48 



aca ggc ttc cct ggg ctg gag gcc ttc cac ate tgg ate tea att cec 96 
Thr Gly Phe Pro Gly Leu Glu Ala Phe His He Trp He Ser He Pro 
20 25 30 

ttc ttc ctt ctg age aca gtt get etc tta ggg aae age atg ate eta 144 
Phe Phe Leu Leu Ser Thr Val Ala Leu Leu Gly Asn Ser Met He Leu 
35 40 45 



192 



NSEOCID: <\NO 0224726A2,_i_> 



wo 02/24726 



PCT/BEOl/00162 



50 55 60 

etc ttc atg ctg tct gcc get gac ctg ggg ctg acc etc tec aca atg 240 
Leu Phe Met Leu Ser Ala Ala Asp Leu Gly Leu Thr Leu Ser Thr Met 
65 70 75 80 

cec aeg acc etc agt gtc etc tgg ttc agt gea egt gaa ate ate etc 288 
Pro Thr Thr Leu Ser Val Leu Trp Phe Ser Ala Arg Glu lie lie Leu 
85 90 95 

aat gca tgt ate ate cag etc ttt ttc etc cae age tct gge ttt atg 336 
Asn Ala Cys lie lie Gin Leu Phe Phe Leu His Ser Ser Gly Phe Met 
100 105 110 

gaa tec tea gta ctg atg gcc atg get ttt gac cgc ttt gtt gee att 384 
Glu Ser Ser Val Leu Met Ala Met Ala Phe Asp Arg Phe Val Ala lie 
115 120 125 

tge aga cec etc aga tat get acc ate ctg aca gac tec aga att eta 432 
Cys Arg Pro Leu Arg Tyr Ala Thr lie Leu Thr Asp Ser Arg lie Leu 
130 135 140 

aag att ggt gta gca ata gtc eta aga aca ttg ate age etc tct eca 480 
Lys lie Gly Val Ala He Val Leu Arg Thr Leu He Ser Leu Ser Pro 
145 150 155 160 

tec etc ttt etc att aag aga ctg tea ttt tgc aaa gtc aat gtc ett 528 
Ser Leu Phe Leu He Lys Arg Leu Ser Phe Cys Lys Val Asn Val Leu 
165 170 175 

tec cat tct tac tgc ttc cae cet gat gcg ett aaa gtt gca tgt tct 576 
Ser His Ser Tyr Cys Phe His Pro Asp Ala Leu Lys Val Ala Cys Ser 
180 185 190 

gat tea agg atg aac age tat gga gge tta get gtt etc att ctg gtc 624 
Asp Ser Arg Met Asn Ser Tyr Gly Gly Leu Ala Val Leu He Leu Val 
195 200 205 



acc ggg gtt ggt aca cca tgt gtt gcg ett tec tac ate ctg ata ate 
Thr Gly Val Gly Thr Pro Cys Val Ala Leu Ser Tyr He Leu He He 
210 215 220 



672 



cae tct gta eta aac ate ate tct tea gag gga egg agg aag gcc ttc 720 
His Ser Val Leu Asn He He Ser Ser Glu Gly Arg Arg Lys Ala Phe 
225 230 235 . 240 

gac act tgt gga tct cae att ggg gca gtt gca gtc ttc tac att cec 768 
Asp Thr Cys Gly Ser His He Gly Ala Val Ala Val Phe Tyr He Pro 
245 250 255 

tgg gtt gtt ett tea gtt gtc cae aga ttt ttc cae aag get tea eca 816 
Trp Val Val Leu Ser Val Val His Arg Phe Phe His Lys Ala Ser Pro 
260 265 270 

ata tgt cca cec act att gtc caa cat eta ttt cet tgg cec etc teg 864 
He Cys Pro Pro Thr He Val Gin His Leu Phe Pro Trp Pro Leu Ser 
275 280 285 

get gaa cec eat cat ata tag 885 
Ala Glu Pro His His He 
290 
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<210> 458 

<211> 294 

<212> PRT 

<213> Homo Sapiens 

<400> 458 

Met Pro His Leu Ser Asn Thr Thr Ser Glu Phe Pro He Phe Leu Leu 
1 5 10 15 



Thr Gly Phe Pro Gly Leu Glu Ala Phe His He Trp He Ser He Pro 
20. 25 30 



Phe Phe Leu Leu Ser Thr Val Ala Leu Leu Gly Asn Ser Met He Leu 
35 40 45 



Leu Val Val He Leu Glu Pro Asn Leu His Glu Pro Met Tyr Cys Phe 
50 . 55 • 60 

Leu Phe Met Leu Ser Ala Ala Asp Leu Gly Leu Thr Leu Ser Thr Met 
65 70 75 80 



Pro Thr Thr Leu Ser Val Leu Trp Phe Ser Ala Arg Glu He He Leu 
85 90 95 

Asn Ala Cys He He Gin Leu Phe Phe Leu His Ser Ser Gly Phe Met 
100 105 110 



Glu Ser Ser Val Leu Met Ala Met Ala Phe Asp Arg Phe Val Ala He 
115 120 125 

Cys Arg Pro Leu Arg Tyr Ala Thr He Leu Thr Asp Ser Arg He Leu 
130 135 140 

Lys He Gly Val Ala He Val Leu Arg Thr Leu He Ser Leu Ser Pro 
145 150 155 160 



Ser Leu Phe Leu He Lys Arg Leu Ser Phe Cys Lys Val Asn Val Leu 
165 170 175 



Ser His Ser Tyr Cys Phe His Pro Asp Ala Leu Lys Val Ala Cys Ser 
180 185 190 



Asp Ser Arg Met Asn Ser Tyr Gly Gly Leu Ala Val Leu He Leu Val 
195 200 205 
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Thr Gly Val Gly Thr Pro Cys Val Ala Leu Ser Tyr He Leu He He 
210 215 220 



His Ser Val Leu Asn He He Ser Ser Glu Gly Arg Arg Lys Ala Phe 
225 230 235 240 



Asp Thr Cys Gly Ser His He Gly Ala Val Ala Val Phe Tyr He Pro 
245 250 255 



Trp Val Val Leu Ser Val Val His Arg Phe Phe His Lys Ala Ser Pro 
260 . 265 270 



He Cys Pro Pro Thr He Val Gin His Leu Phe Pro Trp Pro Leu Ser 
275 280 285 



Ala Glu Pro His His He 
290 



<210> 459 

<211> 984 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (981) 

<223> 



<400> 459 

atg gca ata ttc aat aac acc act teg tct tec tea aac tte etc etc 48 

Met Ala He Phe Asn Asn Thr Thr Ser Ser Ser Ser Asn Phe Leu Leu 
15 10 15 

act gca ttc cct ggg ctg gaa tgt get cat gtc tgg ate tec att cea 96 
Thr Ala Phe Pro Gly Leu Glu Cys Ala His Val Trp He Ser He Pro 
20 25 30 

gtc tgc tgt etc tac ace att gcc etc ttg gga aac agt atg ate ttt 144 
Val Cys Cys Leu Tyr Thr He Ala Leu Leu Gly Asn Ser Met He Phe 
35 40 45 

ctt gtc ate att act aag egg aga etc cae aaa ccc atg tat tat tte 192 
Leu Val He He Thr Lys Arg Arg Leu His Lys Pro Met Tyr Tyr Phe 
50 55 60 

etc tec atg ctg gca get gtt gat eta tgt etg acc att acg ace ctt 240 
Leu Ser Met Leu Ala Ala Val Asp Leu Cys Leu Thr He Thr Thr Leu 
65 70 75 80 

ccc act gtg ctt ggt gtt etc tgg ttt cat gcc egg gag ate age ttt 288 
Pro Thr Val Leu Gly Val Leu Trp Phe His Ala Arg Glu He Ser Phe 
85 90 95 

aaa get tgc ttc att caa atg ttc ttt gtg cat get ttc tee ttg ctg 336 



685 

JSOOOD: <WO_0224726AZJ_> 



wo 02/24726 



PCT/BEOl/00162 



Lys Ala Cys Phe He Gin Met Phe Phe Val His Ala Phe Ser Leu Leu 
100 105 110 

gag tec teg gtg ctg gta gcc atg gcc ttt gac cgc ttc gtg get ate 384 
Glu Ser Ser Val Leu Val Ala Met Ala Phe Asp Arg Phe Val Ala He 
115 120 125 

tgt aac cca ctg aac tat get act ate etc aca gac agg atg gtc ctg 432 
Cys Asn Pro Leu Asn Tyr Ala Thr He Leu Thr Asp Arg Met Val Leu 
130 135 140 

gtg ata ggg ctg gtc ate tge att aga cca gea gtt ttc tta ctt cec 
Val He Gly Leu Val He Cys He Arg Pro Ala Val Phe Leu Leu Pro 
145 150 155 160 

ctt ctt gta gcc ata aac act gtg tct ttt eat ggg ggt cac gag ctt 
Leu Leu Val Ala He Asn Thr Val Ser Phe His Gly Gly His Glu Leu 
165 170 175 



age act tgt gtc tgt cac ate tgt gea gtc act att ttc tat gtg cca 
Ser Thr Cys Val Cys His He Cys Ala Val Thr He Phe Tyr Val Pro 
245 250 255 

ctg ate age etc tct ttg gea cac cgc etc ttc cac tec ace cca agg 
Leu He Ser Leu Ser Leu Ala His Arg Leu Phe His Ser Thr Pro Arg 
260 265 270 

gtg etc tgt age act ttg gcc aat att tat ctg etc tta cca act gtg 
Val Leu Cys Ser Thr Leu Ala Asn He Tyr Leu Leu Leu Pro Pro Val 
275 280 285 



atg ttc cag ctg etc caa tec aag ggt tea tgg ggt ttt aat gtg agg 
Met Phe Gin Leu Leu Gin Ser Lys Gly Ser Trp Gly Phe Asn Val Arg 
305 310 315 320 



480 



528 



tec cat cca ttt tge tac cac cca gaa gtg ate aaa tac aca tat tec 576 
Ser His Pro Phe Cys Tyr His Pro Glu Val He Lys Tyr Thr Tyr Ser 
180 185 190 

aaa cet tgg ate age agt ttt tgg gga ctg ttt ctt cag etc tac ctg 624 
Lys Pro Trp He Ser Ser Phe Trp Gly Leu Phe Leu Gin Leu Tyr Leu 
195 200 2P5 

aat ggc act gac gta ttg ttt att ctt ttc tec tat gtc ctg ate etc 672 
Asn Gly Thr Asp Val Leu Phe He Leu Phe Ser Tyr Val Leu He Leu 
210 215 220 

egt act gtt ctg ggc att gtg gcc ega aag aag caa caa aaa get etc 720 
Arg Thr Val Leu Gly He Val Ala Arg Lys Lys Gin Gin Lys Ala Leu 
225 230 235 240 



768 



816 



864 



Ctg aac ect ate att tac age ttg aag ace aag aca ate cgc cag get 912 
Leu Asn Pro He He Tyr Ser Leu Lys Thr Lys Thr He Arg Gin Ala 
290 295 300 



960 



ggt ctt agg gga aga tgg gat. tga 
Gly Leu Arg Gly Arg T3rp Asp 
325 



<210> 460 
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<211> 327 
<212> PRT 
<213> Homo Sapiens 

<400> 460 

Met Ala lie Phe Asn Asn Thr Thr Ser Ser Ser Ser Asn Phe Leu Leu 
15 10 15 



Thr Ala Phe Pro Gly Leu Glu Cys Ala His Val Trp lie Ser lie Pro 
20 25 30 



Val Cys Cys Leu Tyr Thr lie Ala Leu Leu Gly Asn Ser Met lie Phe 
35 40 45 



Leu Val lie lie Thr Lys Arg Arg Leu His Lys Pro Met Tyr Tyr Phe 
50 55 60 



Leu Ser Met Leu Ala Ala Val Asp Leu Cys Leu Thr lie Thr Thr Leu 
65 70 . . 75 80 



Pro Thr Val Leu Gly Val Leu Trp Phe His Ala Arg Glu lie Ser Phe 
85 90 95 



Lys Ala Cys Phe lie Gin Met Phe Phe Val His Ala Phe Ser Leu Leu 
100 105 110 



Glu Ser Ser Val Leu Val Ala Met Ala Phe Asp Arg Phe Val Ala lie 
115 120 125 



Cys Asn Pro Leu Asn Tyr Ala Thr lie Leu Thr Asp Arg Met Val Leu 
130 135 140 



Val lie Gly Leu Val lie Cys lie Arg Pro Ala Val Phe Leu Leu Pro 
145 150 155 160 



Leu Leu Val Ala lie Asn Thr Val Ser Phe His Gly Gly His Glu Leu 
165 170 175 



Ser His Pro Phe Cys Tyr His Pro Glu Val lie Lys Tyr Thr Tyr Ser 
180 185 190 



Lys Pro Trp lie Ser Ser Phe Trp Gly Leu Phe Leu Gin Leu Tyr Leu 
195 200 205 



Asn Gly Thr Asp Val Leu Phe He Leu Phe Ser Tyr Val Leu He Leu 
210 215 220 
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Arg Thr Val Leu Gly lie Val Ala Arg liys Lys Gin Gin Lys Ala Leu 
225 230 235 240 



Ser Thr Cys Val Cys His lie Cys Ala Val Thr He Phe Tyr Val Pro 
245 250 255 



Leu He Ser Leu Ser Leu Ala His Arg Leu Phe His Ser Thr Pro Arg 
260 265 270 



Val Leu Cys Ser Thr Leu Ala Asn He Tyr Leu Leu Leu Pro Pro Val 
275 280 285 



Leu Asn Pro He He Tyr Ser Leu Lys Thr Lys Thr He Arg Gin Ala 
290 295 300 



Met Phe Gin Leu Leu Gin Ser Lys Gly Ser Trp Gly Phe Asn Val Arg 
305 310 315 320 



Gly Leu Arg Gly Arg Trp Asp 





325 


<210> 


461 


<211> 


975 


<212> 


DNA 


<213> 


Homo Sapiens 


<220> 




<221> 


CDS 


<222> 


(1) . . (972) 


<223> 




<400> 


461 



atg ctg ggt cca get tat aac cac aca atg gaa acc cct gcc tec ttc 48 
Met Leu Gly Pro Ala Tyr Asn His Thr Met Glu Thr Pro Ala Ser Phe 
15 10 15 

etc ctt gtg ggt ate cca gga ctg caa tet tea cat ctt tgg ctg get 96 
Leu Leu Val Gly He Pro Gly Leu Gin Ser Ser His Leu Trp Leu Ala 
20 25 30 

ate tea ctg agt gcc atg tac ate ata gcc ctg tta gga aac acc ate 144 
He Ser Leu Ser Ala Met Tyr He He Ala Leu Leu Gly Asn Thr He 
35 40 45 

ate gtg act gea ate tgg atg gat tec act egg cat gag ccc atg tat 192 . 

He Val Thr Ala He Trp Met Asp Ser Thr Arg His Glu Pro Met Tyr 
50 55 60 

tgc ttt ctg tgt gtt ctg get get gtg gae att gtt atg gee tee teg 240 
Cys Phe Leu Cys Val Leu Ala Ala Val Asp He Val Met Ala Ser Ser 
65 70 75 80 
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gtg gta ccc aag atg gtg age ate ttc tgc tea gga gac age tea ate 288 
Val Val Pro Lys Met Val Ser He Phe Cys Ser Gly Asp Ser Ser He 
85 90 95 

age ttt agt get tgt ttc act cag atg ttt ttt gtc cap tta gcc aca 336 
Ser Phe Ser Ala Cys Phe Thr Gin Met Phe Phe Val His Leu Ala Thr 
100 105 110 

get gtg gag acg ggg ctg etg etg ace atg get ttt gae ege tat gta 384 
Ala Val Glu Thr Gly Leu Leu Leu Thr Met Ala Phe Asp Arg Tyr Val 
115 120 125 

gee ate tgc aag ect eta cae tac aag aga att etc acg ect caa gtg 432 
Ala He Cys Lys Pro Leu His Tyr Lys Arg He Leu Thr Pro Gin Val 
130 135 140 

atg ctg gga atg agt atg gee ate ace ate aga get ate ata gee ata 480 
Met Leu Gly Met Ser Met Ala He Thr He Arg Ala He He Ala He 
145 150 155 160 

act cca ctg agt tgg atg gtg agt cat eta ect ttc tgt gge tec aat 528 
Thr Pro Leu Ser Trp Met Val Ser His Leu Pro Phe Cys Gly Ser Asn 
165 170 175 

gtg gtt gtc cac tec tac tgt gag cac ata get ttg gcc agg tta gca 576 
Val Val Val His Ser Tyr Cys Glu His He Ala Leu Ala Arg Leu Ala 
180 185 190 

tgt get gac ccc gtg ccc age agt etc tac agt ctg att ggt tec tct 624 
Cys Ala Asp Pro Val Pro Ser Ser Leu Tyr Ser Leu He Gly Ser Ser 
195 200 205 



ctt atg gtg gge tct gat gtg gee ttc att get gee tec tat ate tta 
Leu Met Val Gly Ser Asp Val Ala Phe He Ala Ala Ser Tyr He Leu 
210 215 220 



672 



att etc aag gca gta ttt ggt etc tec tea aag act get cag ttg aaa 720 
He Leu Lys Ala Val Phe Gly Leu Ser Ser Lys Thr Ala Gin Leu Lys 
225 230 235 240 

gca tta age aca tgt gge tec cat gtg ggg gtt atg get ttg tac tat 768 
Ala Leu Ser Thr Cys Gly Ser His Val Gly Val Met Ala Leu Tyr Tyr 
245 250 255 

eta ect ggg atg gca tec ate tat geg gee tgg ttg ggg cag gat gta 816 
Leu Pro Gly Met Ala Ser He Tyr Ala Ala Trp Leu Gly Gin Asp Val 
260 265 270 

gtg ccc ttg cac acc caa gtc ctg eta get gac ctg tac gtg ate ate 864 
Val Pro Leu His Thr Gin Val Leu Leu Ala Asp Leu Tyr Val He He 
275 280 285 

cca gee acc tta aat ccc ate ate tat gge atg agg ace aaa caa ctg 912 
Pro Ala Thr Leu Asn Pro lie He Tyr Gly Met Arg Thr Lys Gin Leu 
290 295 300 

egg gag aga ata tgg agt tat ctg atg cat gtc etc ttt gac cat tec 960 
Arg Glu Arg He Trp Ser Tyr Leu Met His Val Leu Phe Asp His Ser 
305 310 315 320 

aac ctg ggt tea tga 975 
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Asn Leu Gly Ser 



<210> 462 

<211> 324 

<212> PRT 

<213> Homo Sapiens 

<400> 462 

Met Leu Gly Pro Ala Tyr Asn His Thr Met Glu Thr Pro Ala Ser Phe 
1 5 10 15 

Leu Leu Val Gly lie Pro Gly Leu Gin Ser Ser His Leu Trp Leu Ala 
20 25 30 



He Ser Leu Ser Ala Met Tyr He He Ala Leu Leu Gly Asn Thr He 
35 40 45 



He Val Thr Ala He Trp Met Asp Ser Thr Arg His Glu Pro Met Tyr 
50 55 60 

Cys Phe Leu Cys Val Leu Ala Ala Val Asp He Val Met Ala Ser Ser 
65 70 75 80 

Val Val Pro Lys Met Val Ser He Phe Cys Ser Gly Asp Ser Ser He 
85 90 95 



Ser Phe Ser Ala Cys Phe Thr Gin Met Phe Phe Val His Leu Ala Thr 
100 X05 110 

Ala Val Glu Thr Gly Leu Leu Leu Thr Met Ala Phe Asp Arg Tyr Val 
115 120 125 

Ala He Cys Lys Pro Leu His Tyr Lys Arg He Leu Thr Pro Gin Val 
130 135 140 

Met Leu Gly Met Ser Met Ala He Thr He Arg Ala He He Ala He 
145 150 155 160 

Thr Pro Leu Ser Trp Met Val Ser His Leu Pro Phe Cys Gly Ser Asn 
165 170 175 



Val Val Val His Ser Tyr Cys. Glu His He Ala Leu Ala Arg Leu Ala 
180 185 190 



Cys Ala Asp Pro Val Pro Ser Ser Leu Tyr Ser Leu He Gly Ser Ser 
195 200 205 
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Leu Met Val Gly Ser Asp Val Ala Phe He Ala Ala Ser Tyr He Leu 
210 215 220 



He Leu Lys Ala Val Phe Gly Leu Ser Ser Lys Thr Ala Gin Leu Lys 
225 230 235 240 



Ala Leu Ser Thr Cys Gly Ser His Val Gly Val Met Ala Leu Tyr Tyr 
245 250 255 



Leu Pro Gly Met Ala Ser He Tyr Ala Ala Trp Leu Gly Gin Asp Val 
260 265 270 



Val Pro Leu His Thr Gin Val Leu Leu Ala Asp Leu Tyr Val He He 
275 280 285 



Pro Ala Thr Leu Asn Pro He He Tyr Gly Met Arg Thr Lys Gin Leu 
290 295 300 



Arg Glu Arg He Trp Ser Tyr Leu Met His Val Leu Phe Asp His Ser 
305 310 315 320 



Asn Leu Gly Ser 



<210> 463 

<211> 963 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (960) 

<223> 



<400> 463 

atg agt tec tgc aac ttc aca cat gcc acc ttt gtg ctt att ggt ate 48 

Met Ser Ser Cys Asn Phe Thr His Ala Thr Phe Val Leu He Gly He 

15 10 15 

cca gga tta gag aaa gcc cat ttc tgg gtt ggc ttc ccc etc ctt tec 96 
Pro Gly Leu Glu Lys Ala His Phe Trp Val Gly Phe Pro Leu Leu Ser 
20 25 30 

atg tat gta gtg gca atg ttt gga aac tgc ate gtg gtc ttc ate gta 144 
Met Tyr Val Val Ala Met Phe Gly Asn Cys He Val Val Phe He Val 
35 40 45 

agg acg gaa cge age ctg cac get ccg atg tac etc ttt etc tgc atg 192 
Arg Thr Glu Arg Ser Leu His Ala Pro Met Tyr Leu Phe Leu Cys Met 
50 55 60 
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ctt gca gcc att gac ctg gcc tta tec aca tec acc atg cct aag ate 
Leu Ala Ala lie Asp Leu Ala Leu Ser Thr Ser Thr Met Pro Lys lie 
65 70 75 80 



240 



ctt gcc ctt ttc tgg ttt gat tec cga gag att age ttt gag gcc tgt 288 
Leu Ala Leu Phe Trp Phe Asp Ser Arg Glu He Ser Phe Glu Ala Cys 
85 90 95 



ctt acc cag atg ttc ttt att cat gcc etc tea gcc att gaa tec acc 
Leu Thr Gin Met Phe Phe He His Ala Leu Ser Ala He Glu Ser Thr 
100 105 110 

ate ctg ctg gcc atg gcc ttt gac cgt tat gtg gcc ate tgc cac cea 
He Leu Leu Ala Met Ala Phe Asp. Arg Tyr Val Ala He Cys His Pro 
115 120 125 



ate gtg get gtg gtc cge gga tec etc ttt ttt ttc cea ctg cct ctg 
He Val Ala Val Val Arg Gly Ser Leu Phe Phe Phe Pro Leu Pro Leu 
145 150 155 160 



gac gta atg ttc ate tec ttg tec tat ttt ctg ata ata cga aeg gtt 
Asp Val Met Phe He Ser Leu Ser Tyr Phe Leu He He Arg Thr Val 
210 215 220 



gtg tea cac att ggt gtg gta etc gcc ttc tat gtg cea ctt att ggc 
Val Ser His He Gly Val Val Leu Ala Phe Tyr Val Pro Leu He Gly 
245 250 255 



336 



384 



ctg cgc cat get gca gtg etc aac aat aca gta aca gcc cag att ggc 432 
Leu Arg His Ala Ala Val Leu Asn Asn Thr Val Thr Ala Gin He Gly 
130 135 140 



480 



ctg ate aag egg ctg gee ttc tgc cac tec aat gtc etc teg cac tec 52 8 

Leu He Lys Arg Leu Ala Phe Cys His Ser Asn Val Leu Ser His Ser 
165 170 175 

tat tgt gtc cac cag gat gta atg aag ttg gee tat gca gac act ttg 576 
Tyr Cys Val His Gin Asp Val Met Lys Leu Ala Tyr Ala Asp Thr Leu 
180 185 190 

ecc aat gtg gta tat ggt ctt act gee att ctg ctg gtc atg ggc gtg 624 
Pro Asn Val Val Tyr Gly Leu Thr Ala He Leu Leu Val Met Gly Val 
195 200 205 



672 



ctg caa ctg cct tec aag tea gag egg gee aag gee ttt gga acc tgt 720. 
Leu Gin Leu Pro Ser Lys Ser Glu Arg Ala Lys Ala Phe Gly Thr Cys 
225 230 235 240 



768 



etc tea gtg gta cac cgc ttt gga aac age ctt eat ecc att gtg cgt 816 
Leu Ser Val Val His Arg Phe Gly Asn Ser Leu His Pro He Val Arg 
260 265 270 

gtt gtc atg ggt gac ate tac ctg ctg ctg cct cct gtc ate aat cec 864 
Val Val Met Gly Asp He Tyr Leu Leu Leu Pro Pro Val He Asn Pro 
275 280 285 

ate ate tat ggt gee aaa ace aaa cag ate aga aca egg gtg ctg get 912 
He He Tyr Gly Ala Lys Thr Lys Gin He Arg Thr Arg Val Leu Ala 
290 295 300 
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atg ttc aag ate age tgt gae aag gae ttg eag get gtg gga gge aag 960 

Met Phe Lys lie Ser Cys Asp Lys Asp Leu Gin Ala Val Gly Gly hys 
305 310 315 320 



tga 



<210> 464 

<211> 320 

<212> PRT 

<213> Homo Sapiens 

<400> 464 



Met Ser Ser Cys Asn Phe Thr His Ala Thr Phe Val Leu lie Gly He 
15 10 15 



Pro Gly Leu Glu Lys Ala His Phe Trp Val Gly Phe Pro Leu Leu Ser 
20 25 30 



Met Tyr Val Val Ala Met Phe Gly Asn Cys He Val Val Phe He Val 
35 40 45 



Arg Thr Glu Arg Ser Leu His Ala Pro Met Tyr Leu Phe Leu Cys Met 
50 55 60 



Leu Ala Ala He Asp Leu Ala Leu Ser Thr Ser Thr Met Pro Lys He 
65 70 75 80 

Leu Ala Leu Phe Trp Phe Asp Ser Arg Glu He Ser Phe Glu Ala Cys 
85 90 95 



Leu Thr Gin Met Phe Phe He His Ala Leu Ser Ala He Glu Ser Thr 
100 105 110 

He Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala He Cys His Pro 
115 120 125 

Leu Arg His Ala Ala Val Leu Asn Asn Thr Val Thr Ala Gin He Gly 
130 135 140 



He Val Ala Val Val Arg Gly Ser Leu Phe Phe Phe Pro Leu Pro Leu 
145 150 155 160 

Leu He Lys Arg Leu Ala Phe Cys His Ser Asn Val Leu Ser His Ser 
165 170 175 

Tyr Cys Val His Gin Asp Val Met Lys Leu Ala Tyr Ala Asp Thr Leu 
180 185 190 
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Pro Asn Val Val Tyr Gly Leu Thr Ala He Leu Leu Val Met Gly Val 
195 200 205 



Asp Val Met Phe He Ser Leu Ser Tyr Phe Leu He He Arg Thr Val 
210 215 220 



Leu Gin Leu Pro Ser Lys Ser Glu Arg Ala Lys Ala Phe Gly Thr Cys 
225 230 235 240 



Val Ser His He Gly Val Val Leu Ala Phe Tyr Val Pro Leu He Gly 
245 250 255 



Leu Ser Val Val His Arg Phe Gly Asn Ser Leu His Pro He Val Arg 
260 265 270 



Val Val Met Gly Asp He Tyr Leu Leu Leu Pro Pro Val He Asn Pro 
275 280 285 



He He Tyr Gly Ala Lys Thr Lys Gin He Arg Thr Arg Val Leu Ala 
290 295 300 



Met Phe Lys He Ser Cys Asp Lys Asp Leu Gin Ala Val Gly Gly Lys 
305 310 315 320 



<210> 


465 


<211> 


957 


<212> 


DNA 


<213> 


Homo Sapiens 


<220> 




<221> 


CDS 


<222> 


(1) - . (954) 


<223> 




<400> 


465 



atg atg gtg gat ccc aat ggc aat gaa tec agt get aca tac ttc ate 48 
Met Met Val Asp Pro Asn Gly Asn Glu Ser Ser Ala Thr Tyr Phe He 
15 10 15 

eta ata ggc etc cct ggt tta gaa gag get cag ttc tgg ttg gee tte 96 
Leu He Gly Leu Pro Gly Leu Glu Glu Ala Gin Phe Trp Leu Ala Phe 
20 25 30 

cea ttg tgc tec etc tac ett att get gtg eta ggt aac ttg aca ate 144 
Pro Leu Cys Ser Leu Tyr Leu He Ala Val Leu Gly Asn Leu Thr He 
35 40 45 



ate tac att gtg egg act gag cac age ctg cat gag cec atg tat ata 
He Tyr He Val Arg Thr Glu His Ser Leu His Glu Pro Met Tyr He 
50 55 60 
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ttt ctt tgc atg ctt tea ggc att gac ate etc ate tec acc tea tec 240 
Phe Leu Cys Met Leu Ser Gly lie Asp lie Leu lie Ser Thr Ser Ser 
65 70 75 80 

atg ccc aaa atg ctg gcc ate ttc tgg ttc aat tec act acc ate cag 288 
Met Pro Lys Met Leu Ala lie Phe Trp Phe Asn Ser Thr Thr lie Gin 
85 90 95 

ttt gat get tgt ctg eta cag atg ttt gcc ate cac tec tta tct ggc 336 
Phe Asp Ala Cys Leu Leu Gin Met Phe Ala lie His Ser Leu Ser Gly 
100 105 110 

atg gaa tec aca gtg ctg ctg gcc atg get ttt gac cge tat gtg gee . 384 
Met Glu Ser Thr Val Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala 
115 120 125 

ate tgt cac eca ctg cge eat gee aca gta ctt aeg ttg cet egt gte 432 
He Cys His Pro Leu Arg His Ala Thr Val Leu Thr Leu Pro Arg Val 
130 135 140 

acc aaa att ggt gtg get get gtg gtg egg ggg get gca ctg atg gca 4 80 

Thr Lys He Gly Val Ala Ala Val Val Arg Gly Ala Ma Leu Met Ala 
145 150 155 160 

ccc ctt cet gte ttc ate aag cag ctg ccc ttc tgc cge tee aat ate 528 
Pro Leu Pro Val Phe He Lys Gin Leu Pro Phe Cys Arg Ser Asn He 
165 170 175 

ctt tec eat tec tac tgc eta cac caa gat gte atg aag ctg gcc tgt 576 
Leu Ser His Ser Tyr Cys Leu His Gin Asp Val Met Lys Leu Ala Cys 
180 185 190 

gat gat ate egg gte aat gte gte tat ggc ctt ate gte ate ate tec 624 
Asp Asp He Arg Val Asn Val Val Tyr Gly Leu He Val He He Ser 
195 200 205 

gee att ggc ctg gac tea ctt etc ate tec ttc tea tat ctg ctt att 672 
Ala He Gly Leu Asp Ser Leu Leu He Ser Phe Ser Tyr Leu Leu He 
210 215 220 

ctt aag act gtg ttg ggc ttg aca egt gaa gcc cag gee aag gea ttt 720 
Leu Lys Thr Val Leu Gly Leu Thr Arg Glu Ala Gin Ala Lys Ala Phe 
225 230 235 240 

ggc act tgc gte tct cat gtg tgt get gtg ttc ata ttc tat gta cet 768 
Gly Thr Cys Val Ser His Val Cys Ala Val Phe He Phe Tyr Val Pro 
245 250 255 

ttc att gga ttg tec atg gtg cat cge ttt age aag egg egt gac tct 816 
Phe He Gly Leu Ser Met Val His Arg Phe Ser Lys Arg Arg Asp Ser 
260 265 270 

ccg ctg ccc gte ate ttg gee aat ate tat ctg ctg gtt cet cet gtg 864 
Pro Leu Pro Val He Leu Tlla Asn He Tyr Leu Leu Val Pro Pro Val 
275 280 285 

etc aac eca att gte tat gga gtg aag aca aag gag att ega cag cge 912 
Leu Asn Pro He Val Tyr Gly Val Lys Thr Lys Glu He Arg Gin Arg 
290 295 300 

ate ctt ega ctt ttc cat gtg gee aca cac get tea gag ccc tag 957 
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lie Leu Arg Leu Phe His Val Ala Thr His Ala Ser Glu Pro 
305 310 315 



<210> 466 

<211> 318 

<212> PRT 

<213> Homo Sapiens 

<400> 466 

Met Met Val Asp Pro Asn Gly Asn Glu Ser Ser Ala Thr Tyr Phe lie 
1 5 10 15 



Leu lie Gly Leu Pro Gly Leu Glu Glu Ala Gin Phe Trp Leu Ala Phe 
20 25 30 



Pro Leu Cys Ser Leu Tyr Leu lie Ala Val Leu Gly Asn Leu Thr He 
35 40 45 



He Tyr He Val Arg Thr Glu His Ser Leu His Glu Pro Met Tyr He 
50 55 60 



Phe Leu Cys Met Leu Ser Gly He Asp He Leu He Ser Thr Ser Ser 
65 70 75 80 



Met Pro Lys Met Leu Ala He Phe Trp Phe Asn Ser Thr Thr He Gin 
85 90 95 



Phe Asp Ala Cys Leu Leu Gin Met Phe Ala He His Ser Leu Ser Gly 
100 105 110 



Met Glu Ser Thr Val Leu Leu Ala Met Ala Phe Asp Arg Tyr Val Ala 
115 120 125 



He Cys His Pro Leu Arg His Ala Thr Val Leu Thr Leu Pro Arg Val 
130 135 140 



Thr Lys He Gly Val Ala Ala Val Val Arg Gly Ala Ala Leu Met Ala 
145 150 155 160 



Pro Leu Pro Val Phe He Lys Gin Leu Pro Phe Cys Arg Ser Asn He 
165 170 175 



Leu Ser His Ser Tyr Cys Leu His Gin Asp Val Met Lys Leu Ala Cys 
180 185 190 



Asp Asp He Arg Val Asn Val Val Tyr Gly Leu He Val He He Ser 
195 200 -205 
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Ala lie Gly Leu Asp Ser Leu Leu lie Ser Phe Ser Tyr Leu Leu lie 
210 215 220 



Leu Lys Thr Val Leu Gly Leu Thr Arg Glu Ala Gin Ala Lys Ala Phe 
225 230 235 240 



Gly Thr Cys Val Ser His Val Cys Ala Val Phe lie Phe Tyr Val Pro 
245 250 255 



Phe lie Gly Leu Ser Met Val His Arg Phe Ser Lys Arg Arg Asp Ser 
260 265 270 



Pro Leu Pro Val lie Leu Ala Asn lie Tyr Leu Leu Val Pro Pro Val 
275 280 285 



Leu Asn Pro lie Val Tyr Gly Val Lys Thr Lys Glu lie Arg Gin T^g 
290 295 300 



lie Leu Arg Leu Phe His Val Ala Thr His Ala Ser Glu Pro 
305 310 315 



<210> 467 

<211> 975 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (972) 

<223> 



<400> 467 

atg ctg ggt cca get tat aac cac aca atg gaa acc cct gcc tec ttc 48 

Met Leu Gly Pro Ala Tyr Asn His Thr Met Glu Thr Pro Ala Ser Phe 
15 10 15 

etc ctt gtg ggt ate eea gga ctg caa tct tea eat ctt tgg ctg get 96 
Leu Leu Val Gly lie Pro Gly Leu Gin Ser Ser His Leu Trp Leu Ala 
20 25 30 

ate tea ctg agt gee atg tae ate ata gee ctg tta gga aac ace ate 144 
lie Ser Leu Ser Ala Met Tyr lie lie Ala Leu Leu Gly Asn Thr lie 
35 40 45 

ate gtg act gca ate tgg atg gat tec act egg eat gag ece atg tat 192 
lie Val Thr Ala lie Trp Met Asp Ser Thr Arg His Glu Pro Met Tyr 
50 55 60 

tgc ttt ctg tgt gtt ctg get get gtg gac att gtt atg gcc tec teg 240 
Cys Phe Leu Cys Val Leu Ala Ala Val Asp He Val Met Ala Ser Ser 
65 70 75 80 



697 



NSDOCID: <WO_0234726A2_L> 



wo 02/24726 



PCT/BEOl/00162 



gtg gta ccc aag atg gtg age ate ttc tgc tea gga gac age tea ate 288 
Val Val Pro Lys Met Val Ser lie Phe Cys Ser Gly Asp Ser Ser lie 
85 90 95 

age ttt agt get tgt ttc act cag atg ttt ttt gtc cap tta gee aca 336 
Ser Phe Ser Ala Cys Phe Thr Gin Met Phe Phe Val His Leu Ala Thr 
100 105 110 

get gtg gag acg ggg ctg ctg ctg acc atg get ttt gac cgc tat gta 384 
Ala Val Glu Thr Gly Leu Leu Leu Thr Met Ala Phe Asp Arg Tyr Val 
115 120 125 

gee ate tgc aag cet eta cac tac aag aga att etc acg cet caa gtg . 432 
Ala He Cys Lys Pro Leu His Tyr Lys Arg He Leu Thr Pro Gin Val 
130 135 140 

atg ctg gga atg agt atg gcc ate acc ate aga get ate ata gee ata 480 
Met Leu Gly Met Ser Met Ala He Thr He Arg Ala He He Ala He 
145 150 155 160 

act cea ctg agt tgg atg gtg agt eat eta cet ttc tgt ggc tec aat 528 
Thr Pro Leu Ser Trp Met Val Ser His Leu Pro Phe Cys Gly Ser Asn 
165 170 175 

gtg gtt gtc cac tec tac tgt gag cac ata get ttg gcc agg tta gea 576 
Val Val Val His Ser Tyr Cys Glu His He Ala Leu Ala Arg Leu Ala 
180 185 190 

tgt get gac ccc gtg ccc age agt etc tac agt ctg att ggt tec tet 624 
Cys Ala Asp Pro Val Pro Ser Ser Leu Tyr Ser Leu He Gly Ser Ser 
195 200 205 

ctt atg gtg ggc tet gat gtg gcc ttc att get gee tec tat ate tta 672 
Leu Met Val Gly Ser Asp Val Ala Phe He Ala Ala Ser Tyr He Leu 
210 215 220 

att etc aag gea gta ttt ggt etc tee tea aag act get cag ttg aaa 720 
He Leu Lys Ala Val Phe Gly Leu Ser Ser Lys Thr Ala Gin Leu Lys 
225 230 235 240 

gea tta age aca tgt ggc tec cat gtg ggg gtt atg get ttg tac tat 768 
Ala Leu Ser Thr Cys Gly Ser His Val Gly Val Met Ala Leu Tyr Tyr 
245 250 255 

cta„cct ggg atg gea tec ate tat gcg gee tgg ttg ggg cag gat gta 816 
Leu Pro Gly Met Ala Ser He Tyr Ala Ala Trp Leu Gly Gin Asp Val 
260 265 270 

gtg ccc ttg cac acc caa gtc ctg eta get gac ctg tac gtg ate ate 864 
Val Pro Leu His Thr Gin Val Leu Leu Ala Asp Leu Tyr Val He He 
275 280 285 

eca gee ace tta aat ccc ate ate tat ggc atg agg acc aaa caa ctg 912 
Pro Ala Thr Leu Asn Pro He He Tyr Gly Met Arg Thr Lys Gin Leu 
290 295 300 

egg gag aga ata tgg agt tat ctg atg cat gtc etc ttt gac cat tec 960 
Arg Glu Arg He Trp Ser Tyr Leu Met His Val Leu Phe Asp His Ser 
305 310 315 320 
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aac ctg ggt tea tga 975 
Asn Leu Gly Ser 



<210> 468 

<211> 324 

<212> PRT 

<213> Homo Sapiens 

<400> 468 

Met Leu Gly Pro Ala Tyr Asn His Thr Met Glu Thr Pro Ala Ser Phe 
1 5 10 15 



Leu Leu Val Gly He Pro Gly Leu Gin Ser Ser His Leu Trp Leu Ala 
20 25 30 



He Ser Leu Ser Ala Met Tyr He He Ala Leu Leu Gly Asn Thr He 
35 40 45 



He Val Thr Ala He Trp Met Asp Ser Thr Arg His Glii Pro Met Tyr 
50 55 60 



Cys Phe Leu Cys Val Leu Ala Ala Val Asp He Val Met Ala Ser Ser 
65 70 75 ' 80. 



Val Val Pro Lys Met Val Ser He Phe Cys Ser Gly Asp Ser Ser He 
85 90 95 



Ser Phe Ser Ala Cys Phe Thar Gin Met Phe Phe Val His Leu Ala Thr 
100 105 110 



Ala Val Glu Thr Gly Leu Leu Leu Thr Met Ala Phe Asp Arg Tyr Val 
115 120 125 



Ala He Cys Lys Pro Leu His Tyr Lys Arg He Leu Thr Pro Gin Val 
130 135 140 



Met Leu Gly Met Ser Met Ala He Thr He Arg Ala He He Ala He 
145 150 155 160 



Thr Pro Leu Ser Trp Met Val Ser His Leu Pro Phe Cys Gly Ser Asn 
165 170 175 



Val Val Val His Ser Tyr Cys Glu His He Ala Leu Ala Arg Leu Ala 
180 185 190 



Cys Ala Asp Pro Val Pro Ser Ser Leu Tyr Ser Leu He Gly Ser Ser 
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195 200 205 



Leu Met Val Gly Ser Asp Val Ala Phe He Ala Ala Ser Tyr He Leu 
210 215 220 



He Leu Lys Ala Val Phe Gly Leu Ser Ser Lys Thr Ala Gin Leu Lys 
225 230 235 240 



Ala Leu Ser Thr Cys Gly Ser His Val Gly Val Met Ala Leu Tyr Tyr 
245 250 255 



Leu Pro Gly Met Ala Ser He Tyr Ala Ala Trp Leu Gly Gin Asp Val 
260 265 270 



Val Pro Leu His Thr Gin Val Leu Leu Ala Asp Leu Tyr Val He He 
275 280 285 



Pro Ala Thr Leu Asn Pro He He Tyr Gly Met Arg Thr Lys Gin Leu 

290 295 300 

Arg Glu Arg He Trp Ser Tyr Leu Met His Val Leu Phe Asp His Ser 

305 310 315. 320 



Asn Leu Gly Ser 



<210> 469 

<211> 975 

<212> DMA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (l)-.{972) 

<223> 



<400> 469 

atg ctg ggt cca get tac aac cac aca atg gaa acc cct gcc tec ttc 
Met Leu Gly Pro Ala Tyr Asn His Thr Met Glu Thr Pro Ala Ser Phe 
15 10 15 



ate tea etg agt gee atg tac ate aca gee etg tta gga aac acc etc 
He Ser Leu Ser Ala Met Tyr He Thr Ala Leu Leu Gly Asn Thr Leu 
35 40 45 

ate gtg act gea ate tgg atg gat tec act egg cat gag eec atg tat 
He Val Thr Ala He Trp Met Asp Ser Thr Arg His Glu Pro Met Tyr 
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48 



etc ctt gtg ggt ate cca gga ctg caa tct tea cat ctt tgg ctg get 96 
Leu Leu Val Gly He Pro Gly Leu Gin Ser Ser His Leu Trp Leu Ala 
20 25 30 
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50 55 60 

tgc ttt ctg tgt gtt ctg get get gtg gac att gtt atg gcc tec tec 240 
Cys Phe Leu Cys Val Leu Ala Ala Val Asp lie Val Met Ala Ser Ser 
65 70 75 80 

gtg gta ccc aag atg gtg age ate ttc tgc teg gga gac age tec ate 288 
Val Val Pro Lys Met Val Ser lie Phe Cys Ser Gly Asp Ser Ser He 
85 90 95 

age ttt agt get tgt tte aet eag atg ttt ttt gtc cac tta gcc aca 336 
Ser Phe Ser Ala Cys Phe Thr Gin Met Phe Phe Val His Leu Ala Thr 
100 105 110 

get gtg gag aeg ggg ctg ctg ctg ace atg get ttt gac cgc tat gta 3 84 

Ala Val Glu Thr Gly Leu Leu Leu Thr Met Ala* Phe Asp Arg Tyr Val 
115 120 125 

gee ate tgc aag ect eta cac tac aag aga att etc acg cet caa gtg 432 
Ala He Cys Lys Pro Leu His Tyr Lys Arg He Leu Thr Pro Gin Val 
130 135 140 

atg ctg gga atg agt atg gcc gtc acc ate aga get gtc aca ttc atg 480 
Met Leu Gly Met Ser Met Ala Val Thr He Arg Ala Val Thr Phe Met 
145 150 155 160 

act eca ctg agt tgg atg atg aat cat eta cct ttc tgt ggc tec aat 528 
Thr Pro Leu Ser Trp Met Met Asn His Leu Pro Phe Cys Gly Ser Asn 
165 170 175 

gtg gtt gtc cac tec tac tgt aag cac ata get ttg gcc agg tta gca 576 
Val Val Val His Ser Tyr Cys Lys His He Ala Leu Ala Arg Leu Ala 
180 185 190 

tgt get gac ccc gtg ccc age agt etc tac agt ctg att ggt tec tet 624 
Cys Ala Asp Pro Val Pro Ser Ser Leu Tyr Ser Leu He Gly Ser Ser 
195 200 205 

ett atg gtg ggc tet gat gtg gcc ttc att get gcc tec tat ate tta 672 
Leu Met Val Gly Ser Asp Val Ala Phe He Ala Ala Ser Tyr He Leu 
210 215 220 

att etc agg gca gta ttt gat etc tec tea aag act get eag ttg aaa 720 
He Leu Arg Ala Val Phe Asp Leu Ser Ser Lys Thr Ala Gin Leu Lys 
225 230 235 240 

gca tta age aca tgt ggc tec cat gtg ggg gtt atg get ttg tac tat 768 
Ala Leu Ser Thr Cys Gly Ser His Val Gly Val Met Ala Leu Tyr Tyr 
245 250 255 

eta cct ggg atg gca tec ate tat gcg gcc tgg ttg ggg eag gat ata 816 
Leu Pro Gly Met Ala Ser He Tyr Ala Ala Trp Leu Gly Gin Asp He 
260 265 270 

gtg ccc ttg cac acc caa gtg ctg eta get gac ctg tac gtg ate ate 864 
Val Pro Leu His Thr Gin Val Leu Leu Ala Asp Leu Tyr Val He He 
275 280 285 

eca gcc act tta aat ccc ate ate tat ggc atg agg acc aaa caa ttg 912 
Pro Ala Thr Leu Asn Pro He He Tyr Gly Met Arg Thr Lys Gin Leu 
290 295 300 



701 



0224726A2 I > 



wo 02/24726 



PCT/BEOl/00162 



ctg gag gga ata tgg agt tat ctg atg cac ttc etc ttt gac cac tec 960 
Leu Glu Gly lie Trp Ser Tyr Leu Met His Phe Leu Phe Asp His Ser 
305 310 315 320 

aae ctg ggt tea tga 975 
Asn Leu Gly Ser 



<210> 470 

<211> 324 

<212> PRT 

<213> Homo Sapiens 

<400> 470 

Met Leu Gly Pro Ala Tyr Asn His Thr Met Glu Thr Pro Ala Ser Phe 
1 5 10 15 



Leu Leu Val Gly lie Pro Gly Leu Gin Ser Ser His Leu Trp Leu Ala 
20 . 25 30 



lie Ser Leu Ser Ala Met Tyr He Thr Ala Leu Leu Gly Asn Thr Leu 
35 40 45 



He Val Thr Ala He Trp Met Asp Ser Thr Arg His Glu Pro Met Tyr 
50 55 60 



Cys Phe Leu cys Val Leu Ala Ala Val Asp He Val Met Ala Ser Ser 
65 70 75 80 



Val Val Pro Lys Met Val Ser He Phe Cys Ser Gly Asp Ser Ser He 
85 90 95 



Ser Phe Ser Ala Cys Phe Thr Gin Met Phe Phe Val His Leu Ala Thr 
100 105 110 



Ala Val Glu Thr Gly Leu Leu Leu Thr Met Ala Phe Asp Arg Tyr Val 
115 120 125 



Ala He Cys Lys Pro Leu His Tyr Lys Arg He Leu Thr Pro Gin Val 
130 135 140 



Met Leu Gly Met Ser Met Ala Val Thr He Arg Ala Val Thr Phe Met 
145 150 155 160 



Thr Pro Leu Ser Trp Met Met Asn His Leu Pro Phe Cys Gly Ser Asn 
165 170 175 
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Val Val Val His Ser Tyr Cys Lys His lie Ala Leu Ala Arg Leu Ala 
180 185 190 



Cys Ala Asp Pro Val Pro Ser Ser Leu Tyr Ser Leu lie Gly Ser Ser 
195 200 * 205 



Leu Met Val Gly Ser Asp Val Ala Phe lie Ala Ala Ser Tyr lie Leu 
210 215 220 



lie Leu Arg Ala Val Phe Asp Leu Ser Ser Lys Thr Ala Gin Leu Lys 
225 230 235 240 



Ala Leu Ser Thr Cys Gly Ser His Val Gly Val Met Ala Leu Tyr Tyr 
245 250 255 



Leu Pro Gly Met Ala Ser lie Tyr Ala Ala Trp Leu Gly Gin Asp lie 
260 265 270 



Val Pro Leu His Thr Gin Val Leu Leu Ala Asp Leu Tyr Val lie He 
275 280 285 



Pro Ala Thr Leu Asn Pro He He Tyr Gly Met Arg Thr Lys Gin Leu 
290 295 300 



Leu Glu Gly He Trp Ser Tyr Leu Met His Phe Leu Phe Asp His Ser 
305 310 315 320 



Asn Leu Gly Ser 



<210> 


471 


<211> 


975 


<212> 


DNA 


<213> 


Homo Sapiens 


<220> 




<221> 


CDS 


<222> 


(1) . . (972) 


<223> 




<400> 


471 



atg cag aag ccc cag etc ttg gtc cct ate ata gcc act tea aat gga 48 
Met Gin Lys Pro Gin Leu Leu Val Pro He He Ala Thr Ser Asn Gly 
15 10 15 

aat ctg gtc eac gca gca tac ttc ctt ttg gtg ggt ate cct ggc ctg 96 
Asn Leu Val His Ala Ala Tyr Phe Leu Leu Val Gly He Pro Gly Leu 
20 25 30 

ggg cct acc ata cac ttt tgg ctg get ttc cca ctg tgt ttt atg tat 144 
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Gly Pro Thr He His Phe Trp Leu Ala Phe Pro Leu Cys Phe Met Tyr 
35 40 45 

gcc ttg gcc acc ctg ggt aac ctg acc att gtc etc ate att cgt gtg 192 
Ala Leu Ala Thr Leu Gly Asn Leu Thr He Val Leu He He T^g Val 
50 55 60 

gag agg cga ctg cat gag ccc atg tac etc ttc ctg gee atg ett tec 240 
Glu Arg Arg Leu His Glu Pro Met Tyr Leu Phe Leu Ala Met Leu Ser 
65 70 75 80 

act att gac eta gtc etc tec tot ate ace atg cee aag atg gee agt 288 
Thr He Asp Leu Val Leu Ser Ser He Thr Met Pro Lys Met Ala Ser 
85 90 95 

ett ttc ctg atg gge ate eag gag ate gag ttc aac att tge ctg gcc 33 6 

Leu Phe Leu Met Gly He Gin Glu He Glu Phe Asn He Cys Leu Ala 
100 105 110 

cag atg ttc ett ate cat get ctg tea gee gtg gag tea get gtc ctg 384 
Gin Met Phe Leu He His Ala Leu Ser Ala Val Glu Ser Ala Val Leu 
115 120 125 

ctg gcc atg get ttt gac cgc ttt gtg gee att tge cac cea ttg ego 432 
Leu Ala Met Ala Phe Asp Arg Phe Val Ala He Cys His Pro Leu Arg 
130 135 140 

cat get tet gtg ctg aca ggg tgt act gtg gcc aag att gga eta tet 480 
His Ala Ser Val Leu Thr Gly Cys Thr Val Ala Lys He Gly Leu Ser 
145 150 155 160 

gcc ctg acc agg ggg ttt gta ttc ttc ttc cea ctg ccc ttc ate etc 528 
Ala Leu Thr Arg Gly Phe Val Phe Phe Phe. Pro Leu Pro Phe He Leu 
165 170 175 

aag tgg ttg tec tac tge caa aca cat act gtc aca cac tec ttc tgt 576 
Lys Trp Leu Ser Tyr Cys Gin Thr His Thr Val Thr His Ser Phe Cys 
180 185 190 

ctg cac caa gat att atg aag ctg tec tgt act gac acc agg gtc aat 624 
Leu His Gin Asp He Met Lys Leu Ser Cys Thr Asp Thr Arg Val Asn 
195 200 205 

gtg gtt tat gga etc ttc ate ate etc tea gtc atg ggt gtg gac tet 672 
Val Val Tyr Gly Leu Phe He He Leu Ser Val Met Gly Val Asp Ser 

210 215 220 

etc ttc att gge ttc tea tat ate etc ate ctg tgg get gtt ttg gag 720 
Leu Phe He Gly Phe Ser Tyr He Leu He Leu Trp Ala Val Leu Glu 
225 230 235 240 

ctg tec tet egg agg gea gea etc aag get ttc aac acc tge ate tec 768 
Leu Ser Ser Arg Arg Ala Ala Leu Lys Ala Phe Asn Thr Cys He Ser 
245 250 "~ 255 

cac etc tgt get gtt ctg gtc ttc tat gta ccc etc att ggg etc teg 816 
His Leu Cys Ala Val Leu Val Phe Tyr Val Pro Leu He Gly Leu Ser 
260 265 270 

gtg gtg cat agg ctg ggt ggt ccc acc tec etc etc cat gtg gtt atg 864 
Val Val His Arg Leu Gly Gly Pro Thr Ser Leu Leu His Val Val Met 
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275 280 285 

get aat acc tac ttg ctg eta cca ect gta gtc aac ccc ett gtc tat 912 
Ala Asn Thr Tyr Leu Leu Leu Pro Pro Val Val Asn Pro Leu Val Tyr 
290 295 , 300 

gga gee aag aec aaa gag ate tgt tea agg gte ete tgt atg ttc tea 960 
Gly Ala Lys Thr Lys Glu lie Cys Ser Arg Val Leu Cys Met Phe Ser 
305 310 315 320 

caa ggt gge aag tga 975 
Gin Gly Gly Lys 



<210> 472 

<211> 324 

<212> PRT 

<213> Homo Sapiens 

<400> 472 

Met Gin Lys Pro Gin Leu Leu Val Pro lie lie Ala Thr Ser Asn Gly 
1 5 10 15 



Asn Leu Val His Ala Ala Tyr Phe Leu Leu Val Gly lie Pro Gly Leu 
20 25 .30 



Gly Pro Thr lie His Phe Trp Leu Ala Phe Pro Leu Cys Phe Met Tyr 
35 40 45 



Ala Leu Ala Thr Leu Gly Asn Leu Thr lie Val Leu lie He Arg Val 
50 55 60 



Glu Arg Arg Leu His Glu Pro Met Tyr Leu Phe Leu Ala Met Leu Ser 
65 70 75 80 



Thr He Asp Leu Val Leu Ser Ser He Thr Met Pro Lys Met Ala Ser 
85 90 95 



Leu Phe Leu Met Gly He Gin Glu He Glu Phe Asn He Cys Leu Ala 
100 105 110 



Gin Met Phe Leu He His Ala Leu Ser Ala Val Glu Ser Ala Val Leu 
115 - 120 125 



Leu Ala Met Ala Phe Asp Arg Phe Val TVla He Cys His Pro Leu Arg 
130 135 140 



His Ala Ser Val Leu Thr Gly Cys Thr Val Ala Lys He Gly Leu Ser 
145 150 155 160 
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Ala Leu Thr Arg Gly Phe Val Phe Phe Phe Pro Leu Pro Phe He Leu 
165 170 175 



Lys Trp Leu Ser Tyr Cys Gin Thr His Thr Val Thr His Ser Phe Cys 
180 185 190 



Leu His Gin Asp He Met Lys Leu Ser Cys Thr Asp Thr Arg Val Asn 
195 200 205 



Val Val Tyr Gly Leu Phe He He Leu Ser Val Met Gly Val Asp Ser 
210 215 220 



Leu Phe He Gly Phe Ser Tyr He Leu He Leu Trp Ala Val Leu Glu 
225 230 235 240 



1 Leu Ser Ser Arg Arg Ala Ala Leu Lys Ala Phe Asn Thr Cys He Ser 

245 250 255 



His Leu Cys Ala Val Leu Val Phe Tyr Val Pro Leu He Gly Leu Ser 
260 265 270 



Val Val His Arg Leu Gly . Gly Pro Thr Ser Leu Leu His Val Val Met 
275 280 285 



Ala Asn Thr Tyr Leu Leu Leu Pro Pro Val Val Asn Pro Leu Val Tyr 
290 295 300 



Gly Ala Lys Thr Lys Glu He Cys Ser Arg Val Leu Cys Met Phe Ser 
305 310 315 320 



Gin Gly Gly Lys 



<210> 473 

<211> 943 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(942) 

<223> 



<400> 473 

atg etc act ttt cat aat gtc tgc tea gta ccc age tec ttc tgg etc 48 
Met Leu Thr Phe His Asn Val Cys Ser Val Pro Ser Ser Phe Trp Leu 
15 10 15 
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act ggc ate cca ggg ctg gag tec eta cac gtc tgg etc tec ate ccc 96 
Thr Gly lie Pro Gly lieu Glu Ser Leu His Val Trp Leu Ser lie Pro 
20 25 30 

ttt ggc tec atg tac ctg gtg get gtg gtg ggg aat gtg ace ate ctg 144 
Phe Gly Ser Met Tyr Leu Val Ala Val Val Gly Asn Val Thr lie Leu 
35 40 45 

get gtg gta aag ata gaa cgc age ctg cac cag ccc atg tac ttt ttc 192 
Ala Val Val Lys lie Glu Arg Ser Leu His Gin Pro Met Tyr Phe Phe 
50 55 60 

ttg tge atg ttg get gee att gae ctg gtt ctg tet act tec act ata 240 
Leu Cys Met Leu Ala Ala lie Asp Leu Val Leu Ser Thr Ser Thr lie 
65 70 75 80 

ccc aaa ett ctg gga ate ttc tgg ttc ggt get tgt gae att ggc ctg 288 
Pro Lys Leu Leu Gly lie Phe Trp Phe Gly Ala Cys Asp lie Gly Leu 
85 90 95 

gae gee tgc ttg ggc caa atg ttc ett ate cac tge ttt gee act gtt 336 
Asp Ala Cys Leu Gly Gin Met Phe Leu lie His Cys Phe Ala Thr Val 
100 105 110 

gag tea ggc ate ttc ett gee atg get ttt gat ege tac gtg gee ate 384 
Glu Ser Gly lie Phe Leu Ala Met Ala Phe Asp Arg Tyr Val Ala lie 
115 120 125 

tge aac cca eta egt cat age atg gtg etc act tat aca gtg gtg ggt 432 
Cys Asn Pro Leu Arg His Ser Met Val Leu Thr Tyr Thr Val Val Gly 
130 135 140 

egt ttg ggg ett gtt tet etc etc egg ggt gtt etc tac att gga cct 480 
Arg Leu Gly Leu Val Ser Leu Leu Arg Gly Val Leu Tyr lie Gly Pro 
145 150 155 160 

ctg cct ctg atg ate cgc ctg egg ctg ccc ett tat aaa ace cat gtt 528 • 

Leu Pro Leu Met lie Arg Leu Arg Leu Pro Leu Tyr Lys Thr His Val 
165 170 175 

ate tee eac tee tac tgt gag eae atg get gta gtt gee ttg aca tgt 576 
lie Ser His Ser Tyr Cys Glu His Met Ala Val Val Ala Leu Thr Cys 
180 185 190 

ggc gae age agg gtc aat aat gtc tat ggg ctg age ate ggc ttt ctg 624 
Gly Asp Ser Arg Val Asn Asn Val Tyr Gly Leu Ser lie Gly Phe Leu 
195 200 205 

gtg ttg ate ctg gae tea gtg get att get gea tec tat gtg atg att 672 
Val Leu lie Leu Asp Ser Val Ala He Ala Ala Ser Tyr Val Met He 
210 215 220 

ttc agg gee gtg atg ggg tta gee act cct gag get agg ett aaa ace 720 
Phe Arg Ala Val Met Gly Leu Ala Thr Pro Glu Ala Arg Leu Lys Thr 
225 230 235 240 

ctg ggg aca tgc get tet eae etc tgt gee ate ctg ate ttt tat gtt 768 
Leu Gly Thr Cys Ala Ser His Leu Cys Ala He Leu He Phe Tyr Val 
245 250 255 

ccc att get gtt tet tee ctg att eac cga ttt ggt cag tgt gtg cct 816 
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Pro lie Ala Val Ser Ser Leu lie His Arg Phe Gly Gin Cys Val Pro 
260 265 270 

cct cca gtc cac act ctg ctg gcc aac ttc tat etc etc att cct cca 864 
Pro Pro Val His Thr Leu Leu Ala Asn Phe Tyr Leu Leu lie Pro Pro 
275 280 285 

ate etc aat ccc att gtc tat get gtt cgc ace aag cag ate cga gag 912 
lie Leu Asn Pro lie Val Tyr Ala Val Arg Thr Lys Gin He Arg Glu 
290 295 300 

age ctt etc caa at a cca agg ata gaa atg a 943 
Ser Leu Leu Gin He Pro Arg He Glu Met 
305 310 



<210> 474 

<211> 314 

<212> PRT 

<213> Homo Sapiens 

<400> 474 

Met Leu Thr Phe His Asn Val Cys Ser Val Pro Ser Ser Phe Trp Leu 
15 10 15 



Thr Gly He Pro Gly Leu Glu Ser Leu His Val Trp Leu Ser He Pro 
20 25 30 



Phe Gly Ser Met Tyr Leu Val Ala Val Val Gly Asn Val Thr He Leu 
35 40 45 



Ala Val Val Lys He Glu Arg Ser Leu His Gin Pro Met Tyr Phe Phe 
50 55 60 



Leu Cys Met Leu Ala Ala He Asp Leu Val Leu Ser Thr Ser Thr He 
65 70 75 80 



Pro Lys Leu Leu Gly He Phe Trp Phe Gly Ala Cys Asp He Gly Leu 
85 90 95 



Asp Ala Cys Leu Gly Gin Met Phe Leu He His Cys Phe Ala Thr Val 
100 105 110 



Glu Ser Gly He Phe Leu Ala Met Ala Phe Asp Arg Tyr Val Ala He 
115 120 125 



Cys Asn Pro Leu Arg His Ser Met Val Leu Thr Tyr Thr Val Val Gly 
130 135 140 



Arg Leu Gly Leu Val Ser Leu Leu Arg Gly Val Leu Tyr He Gly Pro 
145 150 155 160 
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Leu Pro Leu Met He Arg Leu Arg Leu Pro Leu Tyr Lys Thr His Val 
165 170 X75 

He Ser His Ser Tyr Cys Glu His Met Ala Val Val Ala Leu Thr Cys 
180 185 190 

Gly Asp Ser Arg Val Asn Asn Val Tyr Gly Leu Ser He Gly Phe Leu 
195 . 200 205 

Val Leu He Leu Asp Ser Val Ala He Ala Ala Ser Tyr Val Met He 
210 215 220 

Phe Arg Ala Val Met Gly Leu Ala Thr Pro Glu Ala Arg Leu Lys Thr 
225 230 235 240 

Leu Gly Thr Cys Ala Ser His Leu Cys Ala He Leu He Phe Tyr Val 
245 250 255 

Pro He Ala Val Ser Ser Leu He His Arg Phe Gly Gin Cys Val Pro 
260 265 270 

Pro Pro Val His Thr Leu Leu Ala Asn Phe Tyr Leu Leu He Pro Pro 
275 280 285 

He Leu Asn Pro He Val Tyr Ala Val Arg Thr Lys Gin He Arg Glu 
250 295 300 

Ser Leu Leu Gin He Pro Arg He Glu Met 
305 310 

<210> 475 

<211> 942 

<212> DMA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(939) 

<223> 

<400> 475 

atg age cct gag aac cag age age gtg tec gag ttc etc ctt ctg ggc 48 
Met Ser Pro Glu Asn Gin Ser Ser Val Ser Glu Phe Leu Leu Leu Glv 
1 5 10 " 



15 



etc ccc ate egg eca gag cag eag get gtg ttc ttc ace ctg ttc etg 
Leu Pro He Arg Pro Glu Gin Gin Ala Val Phe Phe Thr Leu Phe Leu 
20 25 30 
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ggc atg tac ctg acc acg gtg ctg ggg aac ctg etc ate atg ctg etc 
Gly Met Tyr Leu Thr Thr Val Leu Gly Asn Leu Leu lie Met Leu Leu 
35 40 45 



cac ttg get etc act gac ate tec ttt tea tct gtc act gtc cct aag 
His Leu Ala Leu Thr Asp lie Ser Phe Ser Ser Val Thr Val Pro Lys 
65 70 75 80 

atg ctg atg gac atg egg act aag tac aaa teg ate etc tat gag gaa 
Met Leu Met Asp Met Arg Thr Lys Tyr Lys Ser lie Leu Tyr Glu Glu 
85 90 95 



gtg get gta tct tgg att ctg tct tgt gee age tec etc tct cac acc 
Val Ala Val Ser Trp He Leu Ser Cys Ala Ser Ser Leu Ser- His Thr 
145 150 155 160 

ett etc ctg acc egg ctg tct ttc tgt get geg aac acc ate ccc cat 
Leu Leu Leu Thr Arg Leu Ser Phe Cys Ala Ala Asn Thr He Pro His 
165 170 175 



ggc cag tac ett ttc ceg act gta age agt tct att gac aag gat gtc 
Gly Gin Tyr Leu Phe Pro Thr Val Ser Ser Ser He Asp Lys Asp Val 
260 265 270 



144 



192. 



ate cag ctg gac tct cac ett cac acc ccc atg tac ttc ttc etc age 
He Gin Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ser | 
50 55 60 I 



240 



288 



tgc att tct cag atg tat ttt ttt ata ttt ttt act gac ctg gac age 336 
Cys He Ser Gin Met Tyr Phe Phe He Phe Phe Thr Asp Leu Asp Ser 
100 105 110 

ttc ett att aca tea atg gca tat gac ega tat gtt gee ata tgt cac 3 84 

Phe Leu He Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala lie- Cys His 
115 120 125 

cct etc cac tac act gtc ate atg agg gaa gag etc tgt gtc ttc tta 432 
Pro Leu His Tyr Thr Val He Met Arg Glu Glu Leu Cys Val Phe Leu 
130 135 140 



480 



528 



gtc ttc tgt gac ett get gee ctg etc aag ctg tec tgc tea gat ate 576 
Val Phe Cys Asp Leu Ala Ala Leu Leu Lys Leu Ser Cys Ser J^p He 
180 185 190 



225 230 235 240 

tgt ggc tec cat etc tct gtg gtg tct etc tat tat ggg tea ata ttt 768 
Cys Gly Ser His Leu Ser Val Val Ser Leu Tyr Tyr Gly Ser He Phe 
245 250 255 



816 



ttc etc aat gag ctg gtc atg ttc aca gta ggg gtg gtg gtc att acc 624 | 

Phe Leu Asn Glu I^eu Val Met Phe Thr Val Gly Val Val Val He Thr | 

195 200 205 I 

ctg cca ttc atg tgt ate ctg gta tea tat ggc tac att ggg gee acc 672 % 

Leu Pro Phe Met Cys He Leu Val Ser Tyr Gly Tyr He Gly Ala Thr § 

210 215 220 I 

ate ctg agg gtc cct tea ace aaa ggg ate cac aaa gca ttg tec aca 720 * 1 

He Leu Arg Val Pro Ser Thr Lys Gly He His Lye Ala Leu Ser Thr | 



i 
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att gtg get etc atg tac acg gtg gtc aca ecc atg ttg aae ccc ttt 864 

lie Val Ala Leu Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 
275 280 285 

ate tac age ctt agg aac agg gae atg aaa gag gee ett ggg aaa etc 912 

lie Tyr Ser Leu Arg Asn Arg Asp Met Lys Glu Ala Leia Gly Lys Leu 
290 295 300 

g tga 942 



ttc agt aga gca aca 


ttt 


ttc 


tct 


Phe Ser Arg Ala Thr 


Phe 


Phe 


Ser 


305 




310 






<210> 


476 








<211> 


313 








<212> 


PRT 








<213> 


Homo Sapiens 








<400> 


476 









Met Ser Pro Glu Asn Gin Ser Ser Val Ser Glu Phe Leu Leu Leu Gly 
1 5 10 15 



Leu Pro lie Arg Pro Glu Gin Gin Ala Val Phe Phe Thr Leu Phe Leu 
20 25 30 



Gly Met Tyr Leu Thr Thr Val Leu Gly Asn Leu Leu lie Met Leu Leu 
35 40 45 



lie Gin Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 



His Leu Ala Leu Thr Asp lie Ser Phe Ser Ser Val Thr Val Pro Lys 
65 70 75 80 



Met Leu Met Asp Met Arg Thr Lys Tyr Lys Ser He Leu Tyr Glu Glu 
85 90 95 



.Cys He Ser Gin Met Tyr Phe Phe lie Phe Phe Thr Asp Leu Asp Ser 
100 105 110 



Phe Leu He Thr Ser Met Ala Tyr Asp Arg Tyr Val Ala He Cys His 
115 120 125 



Pro Leu His Tyr Thr Val He Met Arg Glu Glu Leu Cys Val Phe Leu 
130 135 140 



Val Ala Val Ser Trp He Leu Ser Cys Ala Ser Ser Leu Ser His Thr 
145 150 155 160 



Leu Leu Leu Thr Arg Leu Ser Phe Cys Ala Ala Asn Thr He Pro His 
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165 170 175 



Val Phe Cys Asp Leu Ala Ala Leu Leu Lys Leu Ser Cys Ser Asp lie 
180 185 190 



Phe Leu Asn Glu Leu Val Met Phe Thr Val Gly Val Val Val He Thr 
195 200 205 



Leu Pro Phe Met Cys He Leu Val Ser Tyr Gly Tyr He Gly Ala Thr 
210 215 220 

He Leu Arg Val Pro Ser Thr Lys Gly He His Lys Ala Leu Ser Thr 
225 230 235 240 



Cys Gly Ser His Leu Ser Val Val Ser Leu Tyr Tyr Gly Ser He Phe 
245 250 255 



Gly Gin Tyr Leu Phe Pro Thr Val Ser Ser Ser He Asp Lys Asp Val 
260 265 270 



He Val Ala Leu Met Tyr Thr Val Val Thr Pro Met Leu Asn Pro Phe 
275 280 285 



He Tyr Ser Leu Arg Asn Arg Asp Met Lys Glu Ala Leu Gly Lys Leu 
290 295 300 



Phe Ser Arg Ala Thr Phe Phe Ser Trp 
305 ; 3X0 



<210> 


477 


<211> 


996 


<212> 


DNA 


<213> 


Homo Sapiens 


<220> 




<221> 


CDS 


<222> 


(1) . . (993) 


<223> 




<400> 


477 



atg tgc tgg act atg ccc tct cca ttt aca ggt age tct act aga aat 
Met Cys Trp Thr Met Pro Ser Pro Phe Thr Gly Ser Ser Thr Arg Asn 
15 10 15 

atg gag age gga aac caa tea aca gtg act gaa ttt ate ttc act gga 
Met Glu Ser Gly Asn Gin Ser Thr Val Thr Glu Phe He Phe Thr Gly 
20 25 30 

ttc cct cag ctt cag gat ggt agt etc ctg tac ttc ttt cct tta ctt 
Phe Pro Gin Leu Gin Asp Gly Ser Leu Leu Tyr Phe Phe Pro Leu Leu 
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35 40 45 5 

3- 

ttc ate tat act ttt att ate att gat aac tta tta ate ttc tct get 192 T 

Phe lie Tyr Thr Phe lie lie lie Asp Asn lieu Leu lie Phie Ser Ala f 
50 55 60 , J 

gta agg ctg gac aec cat etc cac aac ecc atg tat aat ttt ate agt 240 
Val Arg Leu Asp Thr His Leu His Asn Pro Met Tyr Asn Phe lie Ser 
65 70 75 80 

ata ttt tec ttt ctg gag ate tgg tac ace aca gee ace att cec aag 288 
lie Phe Ser Phe Leu Glu lie Trp Tyr Thr Thr Ala Thr lie Pro Lys r 
85 90 95 . 

atg etc tec aac etc ate agt gaa aag aag gee ate tea atg act ggc 336 
Met Leu Ser Asn Leu lie Ser Glu Lys Lys Ala lie Ser Met Thr Gly 
100 105 110 

tge ate ttg eag atg tat ttc ttc cac tea ett gaa aac tea gag ggg 384 < 

Cys lie Leu Gin Met Tyr Phe Phe His Ser. Leu Glu Asn Ser Glu Gly ? 

115 120 125 ( 

I 

ate ttg ctg aec acc atg gee att gac aga tac gtt gee ate tge aac 432 
lie Leu Leu Thr Thr Met Ala lie Asp Arg Tyr Val Ala lie Cys Asn | 
130 135 140 * 

.i 

cct ett ege tat caa atg ate atg acc ecc egg etc tgt get eaa etc 480 > 

Pro Leu Arg Tyr Gin Met lie Met Thr Pro Arg Leu Cys Ala Gin Leu 
145 150 155 160 

tct gea ggt tec tge etc ttc ggt ttc ett ate ctg ett ecc gag att 528 
Ser Ala Gly Ser Cys Leu Phe Gly Phe Leu lie Leu Leu Pro Glu lie 
165 170 175 

gtg atg att tec aca ctg cct ttc tgt ggg ecc aac caa ate cat eag 576 
Val Met lie Ser Thr Leu Pro Phe Cys Gly Pro Asn Gin lie His Gin 
180 185 190 

ate ttc tgt gac ttg gtc cct gtg eta age ctg gee tgt aca gac aeg 624 
lie Phe Cys Asp Leu Val Pro Val Leu Ser Leu Ala Cys Thr Asp Thr 5 . 

195 200 205 

tec atg att ctg att gag gat gtg att cat get gtg aec ate ate att 672 
Ser Met lie Leu lie Glu Asp Val lie His Ala Val Thr lie lie He 
210 215 220 

aec ttc eta ate att gee ctg tee tat gta aga att gtc act gtg ata 720 
Thr Phe Leu He He Ala Leu Ser Tyr Val Arg He Val Thr Val He 
225 230 235 240 

ttg agg att ecc tct tct gaa ggg agg eaa aag get ttt tct ace tgt 768 
Leu Arg He Pro Ser Ser Glu Gly Arg Gin Lys Ala Phe Ser Thr Cys 
245 250 255 

gea gge cac etc atg gtc ttc eeg ata ttc ttt ggc agt gta tea etc 816 
Ala Gly His Leu Met Val Phe Pro He Phe Phe Gly Ser Val Ser Leu 
260 265 270 

atg tac ttg egt ttc age gac act tat cea eca gtt ttg gac aca gee 864 
Met Tyr Leu Arg Phe Ser Asp Thr Tyr Pro Pro Val Leu Asp Thr Ala 
275 280 285 
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att gca ctg atg ttt act gta ctt get cca ttc ttc aat ccc ate att 912 

lie Ala Leu Met Phe Thr Val Leu Ala Pro Phe Phe Asn Pro lie lie 
290 295 300 

tat age ctg aga aac aag gac atg aac aat geg att aaa aaa ctg ttc 960 

Tyx Ser Leu Arg Asn Lys Asp Met Asii Asn Ala lie Lys Lys Leu Phe 

305 310 315 320 

tgt ctt caa aaa gtg ttg aac aag cct gga ggt taa 996 

Cys Leu Gin Lys Val Leu Asn Lys Pro Gly Gly 

325 330 



<210> 478 

<211> 331 

<212> PRT 

<213> Homo Sapiens 

<400> 478 

Met Cys Trp Thr Met Pro Ser Pro Phe Thr Gly Ser Ser Thr Arg Asn 
1 5 ' 10 15 



Met Glu Ser Gly Asn Gin Ser Thr Val Thr Glu Phe lie Phe Thr Gly 
20 25 30 



Phe Pro Gin Leu Gin Asp Gly Ser Leu Leu Tyr Phe Phe Pro Leu Leu 
35 40 45 



Phe lie Tyr Thr Phe lie He He Asp Asn Leu Leu He Phe Ser Ala 
50 55 60 



Val Arg Leu Asp Thr His Leu His Asn Pro Met Tyr Asn Phe He Ser 
65 70 75 80 



He Phe Ser Phe Leu Glu He Trp Tyr Thr Thr Ala Thr He Pro Lys 
85 90 95 



Met Leu Ser Asn Leu He Ser Glu Lys Lys Ala He Ser Met Thr Gly 
100 105 110 



Cys He Leu Gin Met Tyr Phe Phe His Ser Leu Glu Asn Ser Glu Gly 
115 120 125 



He Leu Leu Thr Thr Met Ala He Asp Arg Tyr Val Ala He Cys Asn 
130 135 140 



Pro Leu Arg Tyr Gin Met He Met Thr Pro Arg Leu Cys Ala Gin Leu 
145 150 155 160 
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Ser Ala Gly Ser Cys Leu Phe Gly Phe Leu He Leu Leu Pro Glu He | 
165 170 175 i 



Val Met He Ser Thr Leu Pro Phe Cys Gly Pro Asn Gin He His Gin 
180 185 190 



He Phe Cys Asp Leu Val Pro Val Leu Ser Leu Ala Cys Thr Asp Thr 
195 200 205 



Ser Met He Leu He Glu Asp Val He His Ala Val Thr He He He 
210 215 220 



Thr Phe Leu He He Ala Leu Ser Tyr Val Arg He Val Thr Val He 
225 230 235 240 

Leu Arg He Pro Ser Ser Glu Gly Arg Gin Lys Ala Phe Ser Thr Cys j 

245 250 255 ^ 

i 

Ala Gly His Leu Met Val Phe Pro He Phe Phe Gly Seir Val Ser Leu ? 

260 265 270 r 



Met Tyr Leu Arg Phe Ser Asp Thr Tyr Pro Pro Val Leu Asp Thr Ala 
275 280 285 



He Ala Leu Met Phe Thr Val Leu Ala Pro Phe Phe Asn Pro He He 
290 295 300 



Tyr Ser Leu Arg Asn Lys Asp Met Asn Asn Ala He Lys Lys Leu Phe 
305 310 315 320 



Cys Leu Gin Lys Val Leu Asn Lys Pro Gly Gly 
325 330 



<210> 479 

<211> 945 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (942) 

<223> 



<400> 479 

atg gag aca aga aat tac tct gcc atg act gaa ttc ttt ctg gtg ggg 48 
Met Glu Thr Arg Asn Tyr Ser Ala Met Thr Glu Phe Phe Leu Val Gly 
15 10 15 

ctt tec caa tat cca gag etc cag ctt ttt ctg ttc ctg etc tgc etc 96 
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20 
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Glu 
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25 
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30 
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He 
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tac 
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35 
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Met 
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He 
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He 
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Leu 


ctg 
Leu 
40 
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etc 
Leu 


etc 
Leu 
45 


He 


ci 

He 


He 


JL*X*X 


ace 
Thr 


ate 
He 
50 


ttg gat 
Leu Asp 
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etc 
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65 
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aca tec 
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75 
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tec 
Ser 


acc 
He 
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He 
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He 
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He 
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Leu 
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Leu 
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Leu 
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He 
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ate 
He 


tec tat gtg 
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etc 
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ate 
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Leu Arg 


att 
He 


aat 
Asn 


tgt 
Cys 
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816 
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260 265 270 

att att ggg ctg tct tat gga gtg gta age cca atg tta aat ccc ate 864 
lie lie Gly Leu Ser Tyx Gly Val Val Ser Pro Met Leu Asn Pro lie 
275 280 285 

ate tat age ete agg aat aaa gag gtc aaa gag get gta aag aaa gtc 912 
lie Tyr Ser Leu Arg Asn Lys Glu Val Lys Glu Ala Val Lys Lys Val 
290 295 300 

ctg age aga cat ctg cat tta ttg aaa atg tga 945 
Leu Ser Arg His Leu His Leu Leu Lys Met 

310 



305 




<210> 


480 


<211> 


314 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


480 



Met Glu Thr Arg Asn Tyr Ser Ala Met Thr Glu Phe Phe Leu Val Gly 
15 10 15 



Leu Ser Gin Tyr Pro Glu Leu Gin Leu Phe Leu Phe Leu Leu Cys Leu 
20 25 30 



lie Met Tyr Met lie lie Leu Leu Gly Asn Ser Leu Leu He He He 
35 40 45 



Thr He Leu Asp Ser Arg Leu His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 



Asn Leu Ser Phe Leu Asp He Cys Tyr Thr Ser Ser Ser He Pro Pro 
65 70 75 80 



Met Leu He He Phe Met Ser Glu Arg Lys Ser He Ser Phe He Gly 
85 90 95 



Cys Ala Leu Gin Met Val Val Ser Leu Gly Leu Gly Ser Thr Glu Cys 
100 105 110 



Val Leu Leu Ala Val Met Ala Tyr Asp His Tyr Val Ala He Cys Asn 
115 120- - 125 



Pro Leu Arg Tyr Ser He He Met Asn Gly Val Leu Tyr Val Gin Met 
130 135 140 



Ala Ala Trp Ser Trp He He Gly Cys Leu Thr Ser Leu Leu Gin Thr 
145 150 155 160 
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Val Leu Thr Met Met Leu Pro Phe Cys Gly Asn Asn Val lie Asp His 
165 170 175 



lie Thr Cys Glu lie Leu Ala Leu Leu Lys Leu Val Cys Ser Asp lie 
180 185 190 



Thr lie Asn Val Leu lie Met Thr Val Thr Asn lie Val Ser Leu Val 
195 200 . 205 



lie Leu Leu Leu Leu He Phe He Ser Tyr Val Phe He Leu Ser Ser 
210 215 220 



He Leu Arg He Asn Cys Ala Glu Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Ser Ala His Ser He Val Val He Leu Phe Tyr Gly Ser Ala Leu 
245 250 255 



Phe Met Tyr Met Lys Pro Lys Ser Lys Asn Thr Asn Thr Ser Asp Glu 
260 265 270 



He He Gly Leu Ser Tyr Gly Val Val Ser Pro Met Leu Asn Pro He 
275 _ 280 285 



He Tyr Ser Leu Arg Asn Lys Glu Val Lys Glu Ala Val Lys Lys Val 
290 295 300 



Leu Ser Arg His Leu His Leu Leu Lys Met 

310 



305 




<210> 


481 


<211> 


972 


<212> 


DNA 


<213> 


Homo Sapiens 


<220> 




<221> 


CDS 


<222> 


(1) . . (969) 


<223> 




<400> 


481 



atg tea aca tta cca act cag ata gcc ccc aat age age act tea atg 
Met Ser Thr Leu Pro Thr Gin He Ala Pro Asn Ser Ser Thr Ser Met 
15 10 15 



48 



gcc ccc acc ttc ttg ctg gtg ggc atg cca ggc eta tea ggt gca ccc 96 
Ala Pro Thr Phe Leu Leu Val Gly Met Pro Gly Leu Ser Gly Ala Pro 
20 25 30 
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tec tgg tgg aca ttg ccc etc att get gtc tac ett etc tct gea ctg 144 
Ser Trp Trp Thr Leu Pro Leu lie Ala Val Tyr Leu Leu Ser Ala Leu 
35 40 45 

gga aat ggc acc ate etc tgg ate att gee ctg cag ccc gee ctg cac 192. 
Gly Asn Gly Thr lie Leu Trp lie He Ala Leu Gin Pro Ala Leu His 
50 55 60 

cgc cca atg cac ttc tte etc ttc ttg ctt agt gtg tct gat att gga 240 
Arg Pro Met His Phe Phe Leu Phe Leu Leu Ser Val Ser Asp He Gly 
65 70 75 80 

ttg gtc act gee ctg atg eec aca ctg ctg ggc ate gee ett get ggt 288 
Leu Val Thr Ala Leu Met Pro Thr Leu Leu Gly He Ala Leu Ala Gly 
85 90 95 

get cac act gtc cct gee tea gee tgc ctt eta cag atg gtt ttt ate 336 
Ala His Thr Val Pro Ala Ser Ala Cys Leu Leu Gin Met Val Phe He 
100 105 110 

cat gtc ttt tct gtc atg gag tec tct gtc ttg etc gee atg tec att 384 
His Val Phe Ser Val Met Glu Ser Ser Val Leu Leu Ala Met Ser He 
115 120 125 

gat egg gca ctg gee ate tgc ega cct etc cac tac cca gcg etc etc 432 
Asp Arg Ala Leu Ala He Cys Arg Pro Leu His Tyr Pro Ala Leu Leu 
130 135 140 

acc aat ggt gta att age aaa ate age ctg gee att tct ttt cga tgc 480 
Thr Asn Gly Val He Ser Lys He Ser Leu Ala He Ser Phe Arg Cys 
145 150 155 160 

ctg ggt etc cat ctg ccc ctg cca ttc ctg ctg gee tac atg ccc tac 528 
Leu Gly Leu His Leu Pro Leu Pro Phe Leu Leu Ala Tyr Met Pro Tyr 
165 170 175 

tgc etc cca cag gtc eta acc eat tct tat tgc ttg cat cca gat gtg 576. 
Cys Leu Pro Gin Val Leu Thr His Ser Tyr Cys Leu His Pro Asp Val 
180 185 190 

get egt ttg gee tgc cca gaa get tgg ggt gea gee tac age eta ttt 624 
Ala Arg Leu Ala Cys Pro Glu Ala Trp Gly Ala Ala Tyr Ser Leu Phe 
195 200 205 

gtg gtt ctt tea gee atg ggt ttg gac ccc ctg ett att tte tte tec 672 
Val Val Leu Ser Ala Met: Gly Leu Asp Pro Leu Leu He Phe Phe Ser 
210 215 220 

tat ggc ctg att ggc aag gtg ttg caa ggt gtg gag tec aga gag gat 720 
Tyr Gly Leu He Gly Lys Val Leu Gin Gly Val Glu Ser Arg Glu Asp 
225 230 235 240 

cgc tgg aag get ggt caa acc tgt get gee cac etc tct gca gtg etc 768 
Arg Trp Lys Ala Gly Gin Thr Cys Ala Ala His Leu Ser Ala Val Leu 
245 250 255 

etc ttc tat ate cct atg ate etc ctg gca ctg att aac eat cct gag 816 
Leu Phe Tyr He Pro Met He Leu Leu Ala Leu He Asn His Pro Glu 
260 265 270 

ctg cca ate act cag cat acc eat act ett eta tec tat gtc cat tte 864 
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Leu Pro lie Thr Gin His Thr His Thr Leu Leu Ser Tyr Val His Phe 
275 280 285 

ctt ctt cct cca ttg ata aac cct att etc tat agt gtc aag atg aag 912 
Leu Leu Pro Pro Leu lie Asn Pro lie Leu Tyr Ser Val Lys Met Lys . 
290 295 300 

gag att aga aag aga ata etc aac agg ttg cag ccc agg aag gtg ggt 960 
Glu lie Arg Lys Arg lie Leu Asn Arg Leu Gin Pro Arg Lys Val Gly 
305 310 315 320 

ggt get cag tga 972 
Gly Ala Gin 



<210> 482 

<211> 323 

<212> PRT 

<213> Homo Sapiens 

<400> 482 

Met Ser Thr Leu Pro Thr Gin lie Ala Pro Asn Ser Ser Thr Ser Met 
15 10 15 



Ala Pro Thr Phe Leu Leu Val Gly Met Pro Gly Leu Ser Gly Ala Pro 
20 25 30 



Ser Trp Trp Thr Leu Pro Leu lie Ala Val Tyr Leu Leu Ser Ala Leu 
35 40 45 



Gly Asn Gly Thr lie Leu Trp lie lie Ala Leu Gin Pro Ala Leu His 
50 55 60 



Arg Pro Met His Phe Phe Leu Phe Leu Leu Ser Val Ser Asp lie Gly 
65 70 75 80 



Leu Val Thr Ala Leu Met Pro Thr Leu Leu Gly lie Ala Leu TVla Gly 
85 90 95 



Ala His Thr Val Pro Ala Ser Ala Cys Leu Leu Gin Met Val Phe He 
100 105 110 



His Val Phe Ser Val Met Glu Ser Ser Val Leu Leu Ala Met Ser He 
115 120 125 



Asp Arg Ala Leu Ala He Cys Arg Pro Leu His Tyr Pro Ala Leu Leu 
130 135 140 



Thr Asn Gly Val He Ser Lys He Ser Leu Ala He Ser Phe Arg Cys 
145 150 155 160 
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Leu Gly Leu His Leu Pro Leu Pro Phe Leu Leu Ala Tyr Met Pro Tyr 
165 170 175 



Cys Leu Pro Gin Val Leu Thr His Ser Tyr Cys Leu His Pro Asp Val 
180 185 190 



Ala Arg Leu Ala Cys Pro Glu Ala Trp Gly Ala Ala Tyr Ser Leu Phe 
195 200 205 



Val Val Leu Ser Ala Met Gly Leu Asp Pro Leu Leu He Phe Phe Ser 
210 215 220 



Tyr Gly Leu He Gly Lys Val Leu Gin Gly Val Glu Ser Arg Glu Asp 
225 230 235 240 



Arg Tip Lys Ala Gly Gin Thr Cys Ala Ala His Leu Ser Ala Val Leu 
245 250 255 



Leu Phe Tyr He Pro Met He Leu Leu Ala Leu He Asn His Pro Glu 
260 265 270 



Leu Pro He Thr Gin His Thr His Thr Leu Leu Ser Tyr Val His Phe 
275 280 285 



Leu Leu Pro Pro Leu He Asn Pro He Leu Tyr Ser Val Lys Met Lys 
290 295 300 



Glu He Arg Lys Arg He Leu Asn Arg Leu Gin Pro Arg Lys Val Gly 
305 310 315 320 



Gly Ala Gin 



<210> 


483 


<211> 


1047 


<212> 


DNA 


<213> 


Homo Sapiens 


<220> 




<221> 


CDS 


<222> 


(1) . . (1044) 


<223> 





<400> 4 83atg gat ctg ggg aac tea ggg aat gat tea gtt gtg acc aag ttt gtc 
48 

Met Asp Leu Gly Asn Ser Gly Asn Asp Ser Val Val Thr Lys Phe Val 
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X 5 10 15 

ctg ctg ggc etc aca gag act gca get eta eag ccc ate etc ttt gtc 96 
Leu Leu Gly Leu Thr Glu Thr Ala Ala Leu Gin Pro lie Leu Phe Val 
20 25 30 

ate tte ett ctt get tac gtc act acc att gga ggc acc etc age ate 144 
He Phe Leu Leu Ala Tyr Val Thr Thr He Gly Gly Thr Leu Ser He 
35 40 45 



ctg gcg gee ate ctt atg gaa acc aaa etc cae age ccc atg tac tte 
Leu Ala Ala He Leu Met Glu Thr Lys Leu His Ser Pro Met Tyr Phe 
50 55 60 



gca gac tgc tte ttg ctg acc ate atg gee tat gae cgc tat ctg gee 
Ala Asp Cys Phe Leu Leu Thr He Met Ala Tyr Asp Arg Tyr Leu Ala 
lis 120 125 



caa gee ctg gtg ggc atg tea tgt gtc ttt tee tte ace aat gca ctg 
Gin Ala Leu Val Gly Met Ser Cys Val Phe Ser Phe Thr Asn Ala Leu 

ISO 155 160 



145 



ate aat cac tte tac tgt gac etc cca cag ccc tte eag etc tec tgc 
He Asn His Phe Tyr Cys Asp Leu Pro Gin Pro Phe Gin Leu Ser Cys 
180 185 190 



192 



tte ctg ggg aac ttg tee ctg cca. gat gtg ggg tgt gtc agt gtc act 240 
Phe Leu Gly Asn Leu Ser Leu Pro Asp Val Gly Cys Val Ser Val Thr 
65 70 75 80 

gtc ect gee atg ctg age cat tte ata tec aac gac aga age att ccc 288 
Val Pro Ala Met Leu Ser His Phe He Ser Asn Asp Arg Ser He Pro 
85 90 95 

tat aag gcc tgc etc tec gag etc tte tte tte cac etc ctg get ggg 336 
Tyr Lys Ala Cys Leu Ser Glu Leu Phe Phe Phe His Leu Leu Ala Gly 
100 105 110 



384 



ate tgc cag tec etc acc tac age age cgc atg age tgg gga ate cag 432 
He Cys Gin Ser Leu Thr Tyr Ser Ser Arg Met Ser Trp Gly He Gin 
130 135 140 



480 



acc caa act gtt gcc ctg tct cct ctt aac tte tgt ggc ccc aat gtg 528 
Thr Gin Thr Val Ala Leu Ser Pro Leu Asn Phe Cys Gly Pro Asn Val 
165 170 175 



576 



gcc agt gtt cat etc aat ggg cag ttg ctg ttt gta gca gca get tte 624 
Ala Ser Val His Leu Asn Gly Gin Leu Leu Phe Val Ala Ala Ala Phe 
195 200 205 

atg ggt gtg gcc ccc ttg gtc etc ate act gtg tec tat gcc cat gtg 672 
Met Gly Val Ala Pro Leu Val Leu He Thr Val Ser Tyr Ala His Val 
210 215 220 

gca get gca gtc ctg ega ate cgc tct gca gag ggc aaa aag aaa gcc 720 
Ala Ala Ala Val Leu Arg He Arg Ser Ala Glu Gly Lys Lys Lys Ala 
225 230 235 240 

tte tee aeg tgt agt tee cac etc act gtg gtg ggc ate tte tat ggg 768 
Phe ser Thr Cys Ser Ser His Leu Thr Val Val Gly He Phe Tyr Gly 
245 250 255 
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acg ggc gtc ttc age tac aca agg ctg ggt tea gtg gag tct teg gac 816 
Thr Gly Val Phe Ser Tyr Thr Arg Leu Gly Ser Val Glu Ser Ser Asp 
260 265 270 

aag gac aag ggc att ggc ate etc aac act gtc ate age ccc atg ctg 864 
Lys Asp Lys Gly lie Gly He Leu Asn Thr Val He Ser Pro Met Leu 
275 280 285 

aac cca etc ate tac tgg aca tct ctg ctg gac gtc ggg tge ate agt 912 
Asn Pro Leu He Tyr Trp Thr Ser Leu Leu Asp Val Gly Cys He Ser 
290 295 300 

eac tgt tee tec gat get ggc gtg tct cca ggc cca cca gtg cag agt 960 
His Cys Ser Ser- Asp Ala Gly Val Ser Pro Gly Pro Pro Val Gin Ser 
305 310 315* 320 

tec eta tge tge ctg cag ttc aca get ett ctt tec cca cct ect ggc 1008 
Ser Leu Cys Cys Leu Gin Phe Thr Ala Leu Leu Ser Pro Pro Pro Gly 
325 330 335 

tgg ggt gga ctg tea cct ctt aat age cat ggc eta tga 1047 
■ Trp Gly Gly Leu Ser Pro Leu Asn Ser His Gly Leu 
340 345 

<210> 484 
<211> 348 
<212> PRT 
<213> Homo Sapiens 

<400> 484 

Met Asp Leu Gly Asn Ser Gly Asn Asp Ser Val Val Thr Lys Phe Val 
15 10 15 

Leu Leu Gly Leu Thr Glu Thr Ala Ala Leu Gin Pro He Leu Phe Val 
20 25 30 

He Phe Leu Leu Ala Tyr Val Thr Thr He Gly Gly Thr Leu Ser He 
35 40 45 

Leu Ala Ala He Leu Met Glu Thr Lys Leu His Ser Pro Met Tyr Phe 
50 55 60 

Phe Leu Gly Asn Leu Ser Leu Pro Asp Val Gly Cys Val Ser Val Thr 
65 70 75 80 

Val Pro Ala Met Leu Ser His Phe He Ser Asn Asp Arg Ser He Pro 
85 90 95 

Tyr Lys Ala Cys Leu Ser Glu Leu Phe Phe Phe His Leu Leu Ala Gly 
100 105 110 

Ala Asp Cys Phe Leu Leu Thr He Met Ala Tyr Asp Arg Tyr Leu Ala 
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115 120 125 



lie Cys Gin Ser Leu Thr Tyr Ser Ser Arg Met Ser Trp Gly lie Gin 
130 135 140 



Gin Ala Leu Val Gly Met Ser Cys Val Phe Ser Phe Thr Asn Ala Leu 
145 150 155 160 

Thr Gin Thr Val Ala Leu Ser Pro Leu Asn Phe Cys Gly Pro Asn Val 
165 170 175 



lie Asn His Phe Tyr Cys Asp Leu Pro Gin Pro Phe Gin Leu Ser Cys 
180 185 190 



Ala Ser Val His Leu Asn Gly Gin Leu Leu Phe Val Ala Ala Ala Phe 
195 200 205 



Met Gly Val Ala Pro Leu Val Leu lie Thr Val Ser Tyr Ala His Val 
210 215 220 

Ala Ala Ala Val Leu Arg lie Arg Ser Ala Glu Gly Lys Lys Lys Ala 
225 230 235 240 

Phe Ser Thr Cys Ser Ser His Leu Thr Val Val Gly lie Phe Tyr Gly 
245 250 255 



Thr Gly Val Phe Ser Tyr Thr Arg Leu Gly Ser Val Glu Ser Ser Asp 
260 265 270 



Lys Asp Lys Gly He Gly He Leu Asn Thr Val He Ser Pro Met Leu 
275 280 285 



Asn Pro Leu He Tyr Trp Thr Ser Leu Leu Asp Val Gly Cys He Ser 
290 295 300 

His Cys Ser Ser Asp Ala Gly Val Ser Pro Gly Pro Pro Val Gin Ser 
305 310 315 320 

Ser Leu Cys Cys Leu Gin Phe Thr Ala Leu Leu Ser Pro Pro Pro Gly 
325 330 335 



Trp Gly Gly Leu Ser Pro Leu Asn Ser His Gly Leu 
340 345 



<210> 485 
<211> 1053 
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<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (1050) 

<223> 



<220> 

<221> misc_f eature 

<222> (26) . . (26) 

<223> any nucleotide 



<400> 485atg tat cat agg aat ata ttt att tnt att cac ggt ttt gag gga ccc 
48 

Met Tyr His Arg Asn He Phe He Xaa He His Gly Phe Glu Gly Pro 
15 10 15 

tat tat att etc tta aag ata ctg gag aca gag cat gat ggg aca aaa 96 
Tyr Tyr He Leu Leu Lys He Leu Glu Thr Glu His Asp Gly Thr Lys 
20 25 30 

tea aac cag cat etc aga ctt cet get cet ggc ctg ccc ate caa cca 144- 
Ser Asn Gin His Leu Arg Leu Pro Ala Pro Gly Leu Pro He Gin Pro 
35 40 45 

gag cag caa aac ctg tgc tat gee ctg ttc ttg gcc atg tat\ctt ace 192 • - 

Glu Gin Gin Asn Leu Cys Tyr Ala Leu Phe Leu Ala Met Tyr Leu Thr 
50 55 60 

acc etc ctg ggg aac etc etc ate att gtc etc att cga ctg gac tec 240 
Thr Leu Leu Gly Asn Leu Leu He He Val Leu He Arg Leu Asp Ser 
65 70 75 80 

cat etc cac acg cet gtg tat ttg ttt etc age aac ttg tec ttc tet 288 
His Leu His Thr Pro Val Tyr Leu Phe Leu Ser Asn Leu Ser Phe Ser 
85 90 95 

gac etc tgc ttt tec tea gtc- aca atg ccc aaa ttg ctg cag aac atg 336 
Asp Leu Cys Phe Ser Ser Val Thr Met Pro Lys Leu Leu Gin Asn Met 
100 105 110 

cag aac caa gac cca tee ate ccc tat gea gac tgc ctg acc caa atg 384 
Gin Asn Gin Asp Pro Ser He Pro Tyr Ala Asp Cys Leu Thr Gin Met 
115 120 125 

tac ttc ttc ttg tat ttt teg gat eta gag age ttc etc ctt gtg gcc 432 
Tyr Phe Phe Leu Tyr Phe Ser Asp Leu Glu Ser Phe Leu Leu Val Ala 
130 135 140 

atg gcc tat gac cgc tat gtg gcc ate tgc ttc ccc atg cac tac acc 480 
Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe Pro Met His Tyr Thr 
145 150 155 160 

gee ate tgc ttc etc ctg cac tac acc gee ate atg age ccc atg etc 528 
Ala He Cys Phe Leu Leu His Tyr Thr Ala He Met Ser Pro Met Leu 
165 170 175 

tgt etc tec gtg gtg gcg ctg tec tgg gtg ctg acc acc ttc eat gcc 576 
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Cys Leu Ser Val Val Ala Leu Ser Trp Val Leu Thr Thr Phe His Ala 
180 185 190 



atg tta cac act tta etc atg gcc agg ttg tgt ttt tgt gca gac aat 
Met Leu His Thr Leu Leu Met Ala Arg Leu Cys Phe Cys Ala Asp Asn 
195 200 205 



624 



gtg ate ccc cac ttt ttc tgt gat atg tct get ctg ctg aag ctg gcc 672 
Val lie Pro His Phe Phe Cys Asp Met Ser Ala Leu Leu Lys Leu Ala 

210 215 220 j 

tgc tct gac act cga gtt aat gaa tgg gtg ata ttt ate atg gga ggg 720 |; 

Cys Ser Asp Thr Arg Val Asn Glu Trp Val lie Phe lie Met Gly Gly | 

225 230 235 240 ! 

i 

etc att ett gtc ate eca ttc eta etc ate ett ggg tec tat gca aga 768 \ 

Leu lie Leu Val lie Pro Phe Leu Leu lie Leu' Gly Ser Tyr Ala Arg ^ 

245 250 255 :| 

'4 

att gtc tec tec ate etc aag gtc cet tct tct aag ggt ate tgc aag 816 'j. 

lie Val Ser Ser lie Leu Lys Val Pro Ser Ser Lys Gly lie Cys Lys | 
260 265 270 I 

I 

gee ttc tct act tgt ggc tec cac etc tct gtg gtg tea ctg ttc tat 864 | 

Ala Phe Ser Thr Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr | 
275 280 285 \ 

* 

ggg acc gtt att ggt etc tac tta tgc eca tea get aat agt tct act 912 : 

Gly Thr Val lie Gly Leu Tyr Leu Cys Pro Ser Ala Asn Ser Ser Thr 

290 295 300 | 

eta aag gac act gtc atg get atg atg tac act gtg gtg ace cet atg 960 | 

Leu Lys Asp Thr Val Met Ala Met Met Tyr Thr Val Val Thr Pro Met | 
305 310 315 320 | 

! 

ctg acc ccc ttc ate tac age ctg agg aac aga gac atg aag gga gcc 1008 
Leu Thr Pro Phe lie Tyr Ser Leu Arg Asn Arg Asp Met Lys Gly Ala | 
325 330 335 | 

I 

ctg gaa agg gtc att tgt aaa agg aaa aat ccc ttc ett eta tga 1053 
Leu Glu Arg Val He Cys Lys Arg Lys Asn Pro Phe Leu Leu | 
340 345 350 | 



<210> 


486 


<211> 


350 


<212> 


PRT 


<213> 


Homo Sapiens 


<220> 




<221> 


misc feature 


<222> 


(9) (9) 


<223> 


The "Xaa" at location 


<220> 




<221> 


mi s cofeature 


<222> 


(26) . . (26) 


<223> 


soiy nucleotide 


<400> 


486 



Met Tyr His Arg Asn lie Phe He Xaa He His Gly Phe Glu Gly Pro 
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10 15 



Tyr Tyr lie Leu Leu Lys lie Leu Glu Thr Glu His Asp Gly Thr Lys 
20 25 30 



Ser Asn Gin His Leu Arg Leu Pro Ala Pro Gly Leu Pro lie Gin Pro 
35 40 45 



Glu Gin Gin Asn Leu Cys Tyr Ala Leu Phe Leu Ala Met Tyr Leu Thr 
50 55 60 



Thr Leu Leu Gly Asn Leu Leu lie lie Val Leu lie Arg Leu Asp Ser 
65 70 75 80 



His Leu His Thr Pro Val Tyr Leu Phe Leu Ser Asn Leu Ser Phe Ser 
85 90 95 



Asp Leu Cys Phe Ser Ser Val- Thr Met Pro Lys Leu Leu Gin Asn Met 
100 105 lia 



Gin Asn Gin Asp Pro Ser He Pro Tyr Ala Asp Cys Leu Thr Gin Met 
115 120 125 



Tyr Phe Phe Leu Tyr Phe Ser Asp Leu Glu Ser Phe Leu Leu Val Ala 
130 135 140 



Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe Pro Met His Tyr Thr 
145 150 155 160 



Ala He Cys Phe Leu Leu His Tyr Thr Ala He Met Ser Pro Met Leu 
165 170 175 



Cys Leu Ser Val Val Ala Leu Ser Trp Val Leu Thr Thr Phe His Ala 
180 185 190 



Met Leu His Thr Leu Leu Met Ala Arg Leu Cys Phe Cys Ala Asp Asn 
195 200 205 



Val He Pro His Phe Phe Cys Asp Met Ser Ala Leu Leu Lys Leu Ala 
210 215 220 



Cys Ser Asp Thr Arg Val Asn Glu Trp Val He Phe He Met Gly Gly 
225 230 235 240 



Leu He Leu Val He Pro Phe Leu Leu He Leu Gly Ser Tyr Ala Arg 
245 250 255 
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He Val Ser Ser He Leu Lys Val Pro Ser Ser Lys Gly He Cys Lys 
260 265 270 



Ala Phe Ser Thr Cys Gly Ser His Leu Ser Val Val Ser Leu Phe Tyr 
275 280 285 

Gly Thr Val He Gly Leu Tyr Leu Cys Pro Ser Ala Asn Ser Ser Thr 
290 295 300 



Leu Lys Asp Thr Val Met Ala Met Met Tyr Thr Val Val Thr Pro Met 
305 310 315 320 

Leu Thr Pro Phe He Tyr Ser Leu Arg Asn Arg Asp Met Lys -Gly Ala 
325 330 335 



Leu Glu Arg Val He Cys Lys Arg Lys Asn Pro Phe Leu Leu 
340 • 345 350 



<210> 487 

<211> 972 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(969) 

<223> 

<400> 487atg atg gga caa aat caa acc age ate tea gac ttc ctg etc etg ggc 
48 

Met Met Gly Gin Asn Gin Thr Ser He Ser Asp Phe Leu Leu Leu Gly 
1 5 10 15 

ctg ccc ate caa cca gag cag caa aac ctg tgc tat gcc ctg ttc ttg 
Leu Pro He Gin Pro Glu Gin Gin Asn Leu Cys Tyr Ala Leu Phe Leu 
20 25 30 

gcc atg tat ett acc acc etc ctg ggg aac etc etc ate att gtc etc 
Ala Met Tyr Leu Thr Thr Leu Leu Gly Asn Leu Leu He He Val Leu 
35 40 45 

att cga ctg gac tec cat etc cac acg ect gtg tat ttg ttt etc age 
He Arg Leu Asp Ser His Leu His Thr Pro Val Tyr Leu Phe Leu Ser 
50 55 60 

aac ttg tec ttc tct gac etc tgc ttt tec tea gtc aca atg eec aaa 
Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Pro Lys 
65 70 75 80 

ttg etg cag aac atg cag aac caa gac cca tec ate ccc tat gea gac 
Leu Leu Gin Asn Met Gin Asn Gin Asp Pro Ser He Pro Tyr Ala Asp 
85 90 95 
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tgc ctg acc caa atg tac ttc ttc ttg tat ttt teg gat eta gag age 
Cys Leu Thr Gin Met Tyr Phe Phe Leu Tyr Phe Ser Asp Leu Glu Ser 
100 105 110 

ttc etc ett gtg gcc atg gee tat gac cgc tat gtg gcc ate tgc ttc 
Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe 
115 120 125 

eec atg cae tac ace gee ate tgc ttc etc etg cac tac ace gee ate 
Pro Met His Tyr Thr Ala He Cys Phe Leu Leu His Tyr Thr Ala He 
130 135 140 

atg age cec atg etc tgt etc tec gtg gtg gcg etg tee tgg gtg etg 
Met Ser Pro Met Leu Cys Leu Ser Val Val Ala Leu Ser Trp Val Leu 
145 150 155 160 

ace ace ttc eat gee atg tta cac act tta etc atg gcc agg ttg tgt 
Thr Thr Phe His Ala Met Leu His Thr Leu Leu Met Ala Arg Leu Cys 
165 170 175 

ttt tgt gca gac aat gtg ate cec cac ttt ttc tgt gat atg tet get 
Phe Cys Ala Asp Asn Val He Pro His Phe Phe Cys. Asp Met Ser Ala 
180 185 190 

ctg etg aag ctg gcc tgc tet gac act ega gtt aat gaa tgg gtg ata 
Leu Leu Lys Leu Ala Cys Ser Asp Thr Arg Val Asn Glu Trp Val He 
195 200 205 

ttt ate atg gga ggg etc att ett gtc ate cea ttc eta etc ate ett 
Phe He Met Gly Gly Leu He Leu Val He Pro Phe Leu Leu He Leu 
210 215 220 

ggg tec tat gca aga att gtc tec tec ate etc aag gtc cet tet tet 
Gly Ser Tyr Ala Arg He Val Ser Ser He Leu Lys Val Pro Ser Ser 
225 230 235 240 

aag ggt ate tgc aag gcc ttc tet act tgt ggc tec cac etc tet gtg 
Lys Gly He Cys Lys Ala Phe Ser Thr Cys Gly Ser His Leu Ser Val 
245 250 255 

gtg tea etg ttc tat ggg acc gtt att ggt etc tac tta tgc eca tea 
Val Ser Leu Phe Tyr Gly Thr Val He Gly Leu Tyr Leu Cys Pro Ser 
260 265 270 

get aat agt tet act eta aag gac act gtc atg get atg atg tac act 
Ala Asn Ser Ser Thr Leu Lys Asp Thr Val Met Ala Met Met Tyr Thr 
275 280 285 

gtg gtg acc cet atg ctg ace cec ttc ate tac age etg agg aac aga 
Val Val Thr Pro Met Leu Thr Pro Phe He Tyr Ser Leu Arg Asn Arg 
290 295 300 

gac atg aag gga gcc ctg gaa agg gtc att tgt aaa agg aaa aat cec 
Asp Met Lys Gly Ala Leu Glu Arg Val He Cys Lys Arg Lys Asn Pro 
305 310 315 320 



ttc ett eta tga 
Phe Leu Leu 



336 



384 



432 



480. 



528 



576 



624 



672 



720 



768 



816 



864 



912 



960 



972 
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<210> 488 

<211> 323 

<212> PRT 

<213> Homo Sapiens 

<400> 488 

Met Met Gly Gin Asn Gin Thr Ser He Ser Asp Phe Leu Leu Leu Gly 
1 5 10 15 



Leu Pro He Gin Pro Glu Gin Gin Asn Leu Cys Tyr Ala Leu Phe Leu 
20 25 30 



Ala Met Tyr Leu Thr Thr Leu Leu Gly Asn Leu Leu He He Val Leu 
35 40 45 



He Arg Leu Asp Ser His Leu His Thr Pro Val Tyr Leu Phe Leu Ser 
50 55 60 



Asn Leu Ser Phe Ser Asp Leu Cys Phe Ser Ser Val Thr Met Pro Lys 
65 70 75 80 



Leu Leu Gin Asn Met Gin Asn Gin Asp Pro Ser He Pro Tyr Ala Asp 
85 90 95 



Cys Leu Thr Gin Met Tyr Phe Phe Leu Tyr Phe Ser Asp Leu Glu Ser 
100 105 110 



Phe Leu Leu Val Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Phe 
115 120 125 

Pro Met His Tyr Thr Ala He Cys Phe Leu Leu His Tyr Thr Ala He 
130 135 140 

Met Ser Pro Met Leu Cys Leu Ser Val Val Ala Leu Ser Trp Val Leu 
145 150 155 160 



Thr Thr Phe His Ala Met Leu His Thr Leu Leu Met Ala Arg Leu Cys 
165 170 175 



Phe Cys Ala Asp Asn Val He Pro His Phe Phe Cys Asp Met Ser Ala 
180 185 190 



Leu Leu Lys Leu Ala Cys Ser Asp Thr Arg Val Asn Glu Trp Val He 
195 200 205 



Phe He Met Gly Gly Leu He Leu Val He Pro Phe Leu Leu He Leu 
210 215 220 
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Gly Ser Tyr Ala Arg He Val Ser Ser He Leu Lys Val Pro Ser Ser 
225 230 235 240 



Lys Gly He Cys Lys Ala Phe Ser Thr Cys Gly Ser His Leu Ser Val 
245 250 255 



Val Ser Leu Phe Tyr Gly Thr Val He Gly Leu Tyr Leu Cys Pro Ser 
260 265 270 



Ala Asn Ser Ser Thr Leu Lys Asp Thr Val Met Ala Met Met Tyr Thr 
275 280 285 



Val Val Thr Pro Met Leu Thr Pro Phe He Tyr Ser Leu Arg Asn Arg 
290 295 300 



Asp Met Lys Gly Ala Leu Glu Arg Val He Cys Lys Arg Lys Asn Pro 
305 310 315 320 



Phe Leu Leu 



<210> 489 

<211> 954 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (951) 

<223> 



<400> 489atg gaa gga aag aat caa aca get cca tct gaa ttc ate ate ttg ggg 
48 

Met Glu Gly Lys Asn Gin Thr Ala Pro Ser Glu Phe He He Leu Gly 
15 10 15 

ttc gac cac ctg aat gaa ttg cag tat tta etc ttc acc ate ttc ttt 96 
Phe Asp His Leu Asn Glu Leu Gin Tyr Leu Leu Phe Thr He Phe Phe 
20 25 30 

ctg acc tac ata tgc act tta gga ggc aat gtt ttt ate att gtg gtg 144 
Leu Thr Tyr He Cys Thr Leu Gly Gly Asn Val Phe He He Val Val 
35 40 45 

ace ata get gat tee eac eta cac aca ecc atg tat tat ttc eta gga 192 
Thr He Ala Asp Ser His Leu His Thr Pro Met Tyr Tyr Phe Leu Gly 
50 55 60 

aat ctt gee ctt att gac ate tgc tac act act act aat gtc ecc cag 240 
Asn Leu Ala Leu He Asp He Cys Tyr Thr Thr Thr Asn Val Pro Gin 
65 70 75 80 
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atg atg gtg cat ctt ctg tea gag aag aaa ate att tec tat gga ggc 2 88 

Met Met Val His Leu Leu Ser Glu Lys Lys lie He Ser Tyr Gly Gly 
85 90 95 

tgt gtg acc cag etc ttt gca tte att ttc ttt gtt ggc tea gag tgt 336 
Cys Val Thr Gin Leu Phe Ala Phe He Phe Phe Val Gly Ser Glu Cys 
100 105 110 

etc etc ctg gca gca atg gca tat gat cga tat att get ate tgt aag 384 
Leu Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr He Ala He Cys Lys 
X15 120 125 

ccg tta agg tac tea ttt att atg aac aag gee ctg tgc age tgg tta 432 
Pro Leu Arg Tyr Ser Phe He Met Asn Lys Ala Leu Cys Ser Trp Leu 
130 135 140 

gca gcc tea tgc tgg aca tgt ggg ttt etc aac tea gtg ttg eac acc 480 
Ala Ala Ser Cys Trp Thr Cys Gly Phe Leu Asn Ser Val Leu His Thr 
145 150 155 160 

gtt ctg acc ttc eac ctg ecc ttc tgt ggt aac aat cag ate aat tat 52a 
Val Leu Thr Phe His Leu Pro Phe Cys Gly Asn Asn Gin He Asn Tyr 
165 170 175 

ttc tte tgt gac ata cet ecc ttg etc ate ttg tet tgt ggt gat act 576 
Phe Phe Cys Asp He Pro Pro Leu Leu He Leu Ser Cys Gly Asp Thr 
180 185 190 

tec etc aat gaa ctg get ttg ctg tec att ggg ate etc ata age tgg 624 
Ser Leu Asn Glu Leu Ala Leu Leu Ser He Gly He Leu He Ser Trp 
195 200 205 

act cet ttc ctg tgc ate ate ctt tec tac ctt tac ate ate tec acc 672 
Thr Pro Phe Leu Cys He He Leu Ser Tyr Leu Tyr He He Ser Thr 
210 215 220 

ate ctg agg ate egt tec tct gag ggg agg eac aaa gcc ttt tec acc 720 
He Leu Arg He Arg Ser Ser Glu Gly Arg His Lys Ala Phe Ser Thr 
225 230 235 240 

tgt gcc tec eac ctg etc att gtt att etc tat tat ggc agt get ate 768 
Cys Ala Ser His Leu Leu He Val He Leu Tyr Tyr Gly Ser Ala He 
245 250 255 

ttc aeg tat gtg agg ecc ate tea tct tac tct eta gag aaa gat aga 816 
Phe Thr Tyr Val Arg Pro He Ser Ser Tyr Ser Leu Glu Lys Asp Arg 
260 265 270 

ttg ate tea gtg ctg tat agt gtt gtc aca ecc atg ctg aat cet gta 864 
Leu He Ser Val Leu Tyr Ser Val Val Thr Pro Met Leu Asn Pro Val 
275 280 285 

att tat aeg eta agg aat aag gac ate aaa gag get gtg aag gcc ata 912 
He Tyr Thr Leu Arg Asn Lys Asp He Lys Glu Ala Val Lys Ala He 
290 295 300 

ggg aga aag tgg cag cea cea gtt ttc tct tct gat ata taa 954 
Gly Arg Lys Trp Gin Pro Pro Val Phe Ser Ser Asp He 
305 310 315 
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<210> 490 

<211> 317 

<212> PRT 

<213> Homo Sapiens 

<400> 490 

Met Glu Gly Lys Asn Gin Thr Ala Pro Ser Glu Phe lie lie Leu Gly 
15 10 15 



Phe Asp His lieu Asn Glu Leu Gin tyr Leu Leu Phe Thr lie Phe Phe 
20 25 30 



Leu Thr Tyr lie Cys Thr Leu Gly Gly Asn Val Phe lie lie Val Val 
35 40 45 



Thr lie Ala Asp Ser His Leu His Thr Pro Met Tyr Tyr Phe Leu Gly 
50 . 55 60 



Asn Leu Ala Leu lie Asp He Cys Tyr Thr Thr Thr Asn Val Pro Gin 
65 70 75 ' 80 



Met Met Val His Leu Leu Ser Glu Lys Lys He He Ser Tyr Gly Gly 
85 90 95 



Cys Val Thr Gin Leu Phe Ala Phe He Phe Phe Val Gly Ser Glu Cys 
100 105 110 



Leu Leu Leu Ala Ala Met Ala Tyr Asp Arg Tyr He Ala He Cys Lys 
115 120 125 



Pro Leu Arg Tyr Ser Phe He Met Asn Lys Ala Leu Cys Ser Trp Leu 
130 135 140 



Ala Ala Ser Cys Trp Thr Cys Gly Phe Leu Asn Ser Val Leu His Thr 
145 150 155 160 



Val Leu Thr Phe His Leu Pro Phe Cys Gly Asn Asn Gin He Asn Tyr 
165 170 175 



Phe Phe Cys Asp He Pro Pro Leu Leu He Leu Ser Cys Gly Asp Thr 
180 185 190 



Ser Leu Asn Glu Leu Ala Leu Leu Ser He Gly He Leu He Ser Trp 
195 200 205 



Thr Pro Phe Leu Cys He He Leu Ser Tyr Leu Tyr He He Ser Thr 
210 215 220 
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lie Leu Arg He Arg Ser Ser Glu Gly Arg His Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Leu He Val He Leu Tyr Tyr Gly Ser Ala He 
245 250 255 



Phe Thr Tyr Val Arg Pro He Ser Ser Tyr Ser Leu Glu Lys Asp Arg 
260 265 270 

Leu He Ser Val Leu Tyr Ser Val Val Thr Pro Met Leu Asn Pro Val 
275 280' 285 

He Tyr Thr Leu Arg Asn Lys Asp He Lys Glu Ala Val Lys Ala He 
290 295 300 

Gly Arg Lys Trp Gin Pro Pro Val Phe Ser Ser Asp He 
305 310 315 



<210> 491 

<211> ,975 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(975) 

<223> 

<400> 49latg get gaa gtt aat ate att tat gtc act gta ttc att ctg aaa gga 
48 

Met Ala Glu Val Asn He He Tyr Val Thr Val Phe He Leu Lys Gly 
15 10 15 

att acc aac egg cca gag ctt cag gee ccg tgc ttt ggg gtg ttt tta 96 
He Thr Asn Arg Pro Glu Leu Gin Ala Pro Cys Phe Gly Val Phe Leu 
20 25 30 

gtt ate tat etg gtc aca gtg ctg ggc aat ctt ggg ttg att act tta 144 
Val He Tyr Leu Val Thr Val Leu Gly Asn Leu Gly Leu He Thr Leu 
35 40 45 



ate aag att gat act cga etc eac aca cct atg tac tat ttc etc age 
He Lys He Asp Thr Arg Leu His Thr Pro Met Tyr Tyr Phe Leu Ser 
50 55 60 

eac ctg gcc ttt gtt gac ctt tgt tac tec tct get att aca ccg aag 
His Leu Ala Phe Val Asp Leu Cys Tyr Ser Ser Ala He Thr Pro Lys 
65 70 75 80 

atg atg gtg aat ttt gtt gtg gaa cgc aac acc att cct ttc cat get 
Met Met Val Asn Phe Val Val Glu Arg Asn Thr He Pro Phe His Ala 
85 90 95 
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tgt gca acc caa ctg ggt tgt ttt etc acc ttc atg ate act gag tgt 336 
Cys Ala Thr Gin Leu Gly Cys Phe Leu Thr Phe Met lie Thr Glu Cys 
100 105 110 

ttc ctt eta gcc tec atg gee tac gat tgc tat gtc gcc ate tgt agt 384 
Phe Leu Leu Ala Ser Met Ala Tyr Asp Cys Tyr Val TQa lie Cys Ser 
115 120 125 

ecc ctg cat tat tea aca ctg atg tea aga aga gtc tgc att caa ctg 432 
Pro Leu His Tyr Ser Thr Leu Met Ser Arg Arg Val Cys lie Gin Leu 
130 135 140 

gtg gca gtt cca tat ata tac age ttc ctg gtt gcc etc ttc eac ace 480 
Val Ala Val Pro Tyr He Tyr Ser Phe Leu Val Ala Leu Phe His Thr 
145 150 155' 160 

gtt ate act ttc cgt ctg act tac tgt ggc cca aac tta att aac cat 528 
Val He Thr Phe Arg Leu Thr Tyr Cys Gly Pro Asn Leu He Asn His 
165 170 175 

ttc tat tgt gat gae etc ecc ttc tta get ctg tec tgc tea gae aca 57.6 
Phe Tyr Cys Asp Asp Leu Pro Phe Leu Ala Leu Ser Cys Ser Asp Thr 
180 185 190 

eac atg aag gaa att ctg ata ttt gcc ttt get ggc ttt gat atg ate 624 
His Met Lys Glu He Leu He Phe Ala Phe Ala Gly Phe Asp Met He 
195 200 205 

tet tec tet tec att gtc etc acc tec tac ate ttt att att gcc get 672 
Ser Ser Ser Ser He Val Leu Thr Ser Tyr He Phe He He Ala Ala 
210 215 220 

ate eta agg ate cgc tet act cag ggg caa eac aaa gcc att tec acc 720 
He Leu Arg He Arg Ser Thr Gin Gly Gin His Lys Ala He Ser Thr 
225 230 235 240 

tgt ggc tec cat atg gtg act gtc act att ttc tat ggc aca ctg ate 768 
Cys Gly Ser His Met Val Thr Val Thr He Phe Tyr Gly Thr Leu He 
245 250 255 

ttt atg tac eta cag ecc aaa tea aat eac tec ttg gae aca gae aag 816 
Phe Met Tyr Leu Gin Pro Lys Ser Asn His Ser Leu Asp Thr Asp Lys 
260 265 270 

atg get tet gta ttt tac aca gtg gtg ate ecc atg tta aac ecc eta 864 
Met Ala Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu 
275 280 285 

ate tat agt eta agg aac aaa gaa gtg aaa gat gee tea aag aaa gcc 912 
He Tyr Ser Leu Arg Asn Lys Glu Val Lys Asp Ala Ser Lys Lys Ala 
290 295 300 

ttg gat aaa ggt tgt gaa aac tta cag ata tta aca ttt tta aaa ata 960 
Leu Asp Lys Gly Cys Glu Asn Leu Gin He Leu Thr Phe Leu Lys He 
305 310 315 320 

aga aaa ctt tat taa 975 
Arg Lys Leu Tyr 
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<210> 492 

<211> 324 

<212> PRT 

<213> Homo Sapiens 

<400> 492 

Met Ala Glu Val Asn He He Tyr Val Thr Val Phe He Leu Lys Gly 
1 5 10 15 . 



He Thr Asn Arg Pro Glu Leu Gin Ala Pro Cys Phe Gly Val Phe Leu 
20 25 30 



Val He Tyr Leu Val Thr Val Leu Gly Asn Leu Gly Leu He Thr Leu 
35 40 45 

He Lys He Asp Thr Arg Leu His Thr Pro Met Tyr Tyr Phe Leu Ser 
50 55 60 

His Leu Ala Phe Val Asp Leu Cys Tyr Ser Ser Ala He Thr Pro Lys 
65 70 75 80 

Met Met Val Asn Phe Val Val Glu Arg Asn Thr He Pro Phe His Ala 
85 90 95 



Cys Ala Thr Gin Leu Gly Cys Phe Leu Thr Phe Met He Thr Glu Cys 
100 105 110 

Phe Leu Leu Ala Ser Met Ala Tyr Asp Cys Tyr Val Ala He Cys Ser 
1X5 120 125 

Pro Leu His Tyr Ser Thr Leu Met Ser Arg Arg Val Cys He Gin Leu 
130 135 140 

Val Ala Val Pro Tyr He Tyr Ser Phe Leu Val Ala Leu Phe His Thr 
145 150 155 160 

Val He Thr Phe Arg Leu Thr Tyr Cys Gly Pro Asn Leu He Asn His 
165 170 175 



Phe Tyr Cys Asp Asp Leu Pro Phe Leu Ala Leu Ser Cys Ser Asp Thr 
180 185 190 



His Met Lys Glu He Leu He Phe Ala Phe Ala Gly Phe Asp Met He 
195 200 205 



Ser Ser Ser Ser He Val Leu Thr Ser Tyr He Phe He He Ala Ala 
210 215 220 
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He Leu Arg He Arg Ser Thr Gin Gly Gin His Lys Ala He Ser Thr 
225 230 235 240 



Cys Gly Ser His Met Val Thr Val Thr He Phe Tyr Gly Thr Leu He 
245 250 255 



Phe Met Tyr Leu Gin Pro Lys Ser Asn His Ser Leu Asp Thr Asp Lys 
260 265 270 



Met Ala Ser Val Phe Tyr Thr Val Val He Pro Met Leu Asn Pro Leu 
275 280 285 



He Tyr Ser Leu Arg Asn Lys Glu Val Lys Asp Ala Ser Lys Lys Ala 
290 295 300 



Leu Asp Lys Gly Cys Glu Asn Leu Gin He Leu Thr Phe Leu Lys He 
305 310 315 320 



Arg Lys Leu Tyr 



<210> 493 

<211> 945 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(942) 

<223> 



<400> 493atg gcc aga aaa gat atg get cac ate aat tgc acc cag gcg aca gag 
48 

Met Ala Arg Lys Asp Met Ala His He Asn Cys Thr Gin Ala Thr Glu 
15 10 15 

ttt att ctt gtg ggc etc aea gac eat cag gag ttg aag atg ccc etc 96 
Phe He Leu Val Gly Leu Thr Asp His Gin Glu Leu Lys Met Pro Leu 
20 25 30 

ttt gtg eta ttc tta tec ate tac etc ttc aea gtg gta ggc aac ttg 144 
Phe Val Leu Phe Leu Ser He Tyr Leu Phe Thr Val Val Gly Asn Leu 
35 40 45 

ggt ttg ate eta etc att aga gcg gat aca agt etc aac aca cca atg 192 
Gly Leu He Leu Leu He Arg Ala Asp Thr Ser Leu Asn Thr Pro Met 
50 55 60 

tac ttc ttt ctt age aac eta get ttt gtg gat ttc tgt tac tct tct 240 
Tyr Phe Phe Leu Ser Asn Leu Ala Phe Val Asp Phe Cys Tyr Ser Ser 
65 70 75 80 
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gtc att aca ccc aaa atg ctt ggg aat ttc ttg tac aaa caa aat gtt 
Val lie Thr Pro Lys Met Leu Gly Asn Phe Leu Tyr Lys Gin Asn Val 
85 90 95 



288 



528 



ata tec ttt gat gca tgt get act caa ctg ggc tgc ttt etc ace ttc 33 6 

lie Ser Phe Asp Ala Cys Ala Thr Gin Leu Gly Cys Phe Leu Thr Phe 
100 105 110 

atg ata tea gaa tec ttg eta ctg get tec atg gee tat gac cga tat 384 
Met lie Ser Glu Ser Leu Leu Leu Ala Ser Met Ala Tyr Asp Arg Tyr 
115 120 125 

gtg gee att tgt aac cet eta ttg tat atg gtt gta atg act cca gga 432 
Val Ala lie Cys Asn Pro Leu Leu Tyr Met Val Val Met Thr Pro Gly 
130 135 140 

ate tgc att caa ctt gta gca gtt cct tat age tat age ttc eta atg 480 
lie Cys lie Gin Leu Val Ala Val Pro Tyr Ser Tyr Ser Phe Leu Met 
145 150 155 160 

gca eta ttt cac ace ate etc acc ttc cgc etc tec tat tgc cac tec 
Ala Leu Phe His Thr lie Leu Thr Phe Arg Leu Ser Tyr Cys His Ser 
165 170 175 

aac att gtc aac cat ttc tat tgt gat gac atg cct etc etc agg eta 576 
Asn lie Val Asn His Phe Tyr Cys Asp Asp Met Pro Leu Leu Arg Leu 
180 185 190 

act tgc tea gac act cgc ttc aaa cag etc tgg ate ttt gee tgt get 
Thr Cys Ser Asp Thr Arg Phe Lys Gin Leu Trp lie Phe Ala Cys Ala 
195 200 205 

ggt ate atg ttc att tec tec ctt ctg att gtc ttt gtc tec tac atg 
Gly He Met Phe He Ser Ser Leu Leu He Val Phe Val Ser Tyr Met 
210 215 220 

ttc ate att tet gee ate ctg agg atg cat tea get gag gga aga cag 
Phe He He Ser Ala He Leu Arg Met His Ser Ala Glu Gly Arg Gin 
225 230 235 240 



624 



672 



720 



816 



aag get ttc teg aeg tgt ggc tet cac atg ctg gca gtc acc ata ttc 768 
Lys Ala Phe Ser Thr Cys Gly Ser His Met Leu Ala Val Thr He Phe 
245 250 255 

tat ggg acc etc att ttt atg tac tta cag cct age tet age cat gee 
Tyr Gly Thr Leu He Phe Met Tyr Leu Gin Pro Ser Ser Ser His Ala 
260 265 270 

ctg gac aca gac aag atg gee tet gtc ttc tac aca gtg ate att ccc 864 
Leu Asp Thr Asp Lys Met Ala Ser Val Phe Tyr Thr Val He He Pro 
275 280 285 

atg ttg aat ccc tta ate tat age etc cag aat aag gag gtg aaa gaa 912 
Met Leu Asn Pro Leu He Tyr Ser Leu Gin Asn Lys Glu Val Lys Glu 
290 295 300 

get ctg aag aaa ate att ate aat aaa aac tag 945 
Ala Leu Lys Lys He He He Asn Lys Asn 
305 310 
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<210> 494 I 

<211> 314 I 

<212> PRT I 

<213> Homo Sapiens ] 

<400> 494 5 
Met Ala Arg Lys Asp Met Ala His lie Asn Cys Thr Gin Ala Thr Glu 
1 5 10 15 

Phe lie Leu Val Gly Leu Thr Asp His Gin Glu Leu Lys Met Pro Leu ^1 

20 25 30 i 

Phe Val Leu Phe Leu Ser He Tyr Leu Phe Thr Val Val Gly Asn Leu 
35 40 45 

i 

^ Gly Leu He Leu Leu He T^g Ala Asp Thr Ser Leu Asn Thr Pro Met I 

50 55 60 j 

? 

Tyr Phe Phe Leu Ser Asn Leu Ala Phe Val Asp Phe Cys Tyr Ser Ser } 

65 70 75 80 ^ 



Val He Thr Pro Lys Met Leu Gly Asn Phe Leu Tyr Lys Gin Asn Val 
85 90 95 



He Ser Phe Asp Ala Cys Ala Thr Gin Leu Gly Cys Phe Leu Thr Phe 
100 105 110 



Met He Ser, Glu Ser Leu Leu Leu Ala Ser Met Ala Tyr Asp Arg Tyr 
115 120 125 



Val Ala He Cys Asn Pro Leu Leu Tyr Met Val Val Met Thr Pro Gly 
130 135 140 



He Cys He Gin Leu Val Ala Val Pro Tyr Ser Tyr Ser Phe Leu Met 
145 150 155 160 



Ala Leu Phe His Thr He Leu Thr Phe Arg Leu Ser Tyr Cys His Ser 
165 170 175 



Asn He Val Asn His Phe Tyr Cys Asp Asp Met Pro Leu Leu Arg Leu 
ISO 185 190 



Thr Cys Ser Asp Thr Arg Phe Lys Gin Leu Trp He Phe Ala Cys Ala 
195 200 205 



Gly He Met Phe He Ser Ser Leu Leu He Val Phe Val Ser Tyr Met 
210 215 220 
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Phe lie lie Ser Ala He Leu Arg Met His Ser Ala Glu Gly Arg Gin 
225 230 235 240 

Lys Ala Phe Ser Thr Cys Gly Ser His Met Leu Ala Val Thr He Phe 
245 250 255 

Tyr Gly Thr Leu He Phe Met Tyr Leu Gin Pro Ser Ser Ser His Ala 
260 265 270 

Leu Asp Thr Asp Lys Met Ala Ser Val Phe Tyr Thr Val He He Pro 
275 280 285 

Met Leu Asn Pro Leu He Tyr Ser Leu Gin Asn Lys Glu Val Lys Glu 
290 295 300 



Ala Leu Lys Lys lie He He Asn Lys Asn 
305 310 



<210> 495 

<211> 945 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (942) 

<223> 

<400> 495atg gag aac aac aca gag gtg act gaa ttc ate ctt gtg ggg tta act 
48 

Met Glu Asn Asn Thr Glu Val Thr Glu Phe He Leu Val Gly Leu Thr 
15 10 15 

gat gac cca gaa ctg cag ate oca etc ttc ata gtc ttc ctt ttc ate 96 
Asp Asp Pro Glu Leu Gin He Pro Leu Phe He Val Phe Leu Phe He 
20 25 30 

tac etc ate act ctg gtt ggg aac ctg ggg atg att gaa ttg att eta 144 
Tyr Leu He Thr Leu Val Gly Asn Leu Gly Met He Glu Leu He Leu 
35 40 45 

ctg gac tec tgt etc cae aec ccc atg tac ttc ttc etc agt aac etc 192 
Leu Asp Ser Cys Leu His Thr Pro Met Tyr Phe Phe Leu Ser Asn Leu 
50 55 60 

tec ctg gtg gac ttt ggt tat tec tea get gtc act ccc aag gtg atg 240 
Ser Leu Val Asp Phe Gly Tyr Ser Ser Ala Val Thr Pro Lys Val Met 
65 70 75 80 



gtg ggg ttt etc aca gga gac aaa ttc ata tta tat aat get tgt gee 
Val Gly Phe Leu Thr Gly Asp Lys Phe He Leu Tyr Asn Ala Cys Ala 
85 90 95 



288 



740 
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5 
f 

aca caa ttc ttc ttc ttt gta gcc ttt ate act gca gaa agt ttc etc 336 J. 

Thr Gin Phe Phe Phe Phe Val Ala Phe He Thr Ala Glu Ser Phe Leu I 
100 105 110 I 

ctg gca tea atg gcc tat gac cgc tat gca gca ttg tgt aaa ccc ctg 384 I 

Leu Ala Ser . Met Ala Tyr Asp Arg Tyr Ala Ala Leu Cys Lys Pro Leu I 
115 120 125 } 



cat tac acc acc acc atg aca aca aat gta tgt get tgc ctg gcc ata 
His Tyr Thr Thr Thr Met Thr Thr Asn Val Cys Ala Cys Leu Ala He 
130 135 140 

ggc tec tac ate tgt ggt ttc ctg aat gca tec att cat act ggg aac 
Gly Ser Tyr He Cys Gly Phe Leu Asn Ala Ser He His Thr Gly Asn 
145 150 155 160 



aag gca aag gcc tet ata gga ttc ata ttt taa 
Lys Ala Lys Ala Ser He Gly Phe He Phe 
305 310 



432 



480 



act ttc agg etc tec ttc tgt aga tec aat gta gtt gaa -cac ttt ttc 528 
Thr Phe Arg Leu Ser Phe Cys Arg Ser Asn Val Val Glu His Phe Phe 
165 170 175 

tgt gat get cct ect etc ttg act etc tea tgt tea gac aac tac ate 576 
Cys Asp Ala Pro Pro Leu Leu Thr Leu Ser Cys Ser Asp Asn Tyr He 
180 185 190 

agt gag atg gtt att ttt ttt gtg gtg gga ttc aat gac etc ttt tet 624 
Ser Glu Met Val He Phe Phe Val Val Gly Phe Asn Asp Leu Phe Ser 
155 200 205 

ate ctg gta ate ttg ate tec tac tta ttt ata ttt ate acc ate atg 672 
He Leu Val He Leu He Ser Tyr Leu Phe He Phe He Thr He Met 
210 215 220 

aag atg cgc tea cct gaa gga cgc cag aag gee ttt tet act tgt get 720 
Lys Met Arg Ser Pro Glu Gly Arg Gin Lys Ala Phe Ser Thr Cys Ala 
225 230 235 240 

tec cac ett act gca gtt tec ate ttt tat ggg aca gga ate ttt atg 768 
Ser His Leu Thr Ala Val Ser He Phe Tyr Gly Thr Gly He Phe Met 
245 250 255 

tac tta cga cct aac tee age cat ttc atg ggc aca gac aaa atg gca 816 
Tyr Leu Arg Pro Asn Ser Ser His Phe Met Gly Thr Asp Lys Met Ala 
260 265 270 

tet gtg ttc tat gcc ata gte att ccc atg ttg aat cca ctg gtc tac 864 
Ser Val Phe Tyr Ala He Val He Pro Met Leu Asn Pro Leu Val Tyr 
275 280 285 

age ctg agg aac aaa gag gtt aag agt gcc ttt aaa aag act gta ggg 912 
Ser Leu Arg Asn Lys Glu Val Lys Ser Ala Phe Lys Lys Thr Val Gly 
290 295 300 



945 



<210> 496 
<211> 314 
c212> PRT 
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<213> Homo Sapiens 
<400> 496 

Met Glu Asn Asn Thr Glu Val Thr Glu Phe lie Leu Val Gly Leu Thr 
1 5 10 15 

Asp Asp Pro Glu Leu Gin lie Pro Leu Phe lie Val Phe Leu Phe lie 
20 25 30 



Tyr Leu lie Thr Leu Val Gly Asn Leu Gly Met lie Glu Leu He Leu 
35 40 45 



Leu Asp Ser Cys Leu His Thr Pro Met Tyr Phe Phe Leu Ser Asn Leu 
50 55 60 

Ser Leu Val Asp Phe Gly Tyr Ser Ser Ala Val Thr Pro Lys Val Met 
65 70 75 80 

Val Gly Phe Leu Thr Gly Asp Lys Phe He Leu Tyr Asn Ala Cys Ala 
85 90 95 



Thr Gin Phe Phe Phe Phe Val Ala Phe He Thr Ala Glu Ser Phe Leu 
100 105 110 



Leu Ala Ser Met Ala Tyr. Asp Arg Tyr Ala Ala Leu Cys Lys Pro Leu 
115 120 125 

His Tyr Thr Thr Thr Met Thr Thr Asn Val Cys Ala Cys Leu Ala He 
130 135 140 

Gly Ser Tyr He Cys Gly Phe Leu Asn Ala Ser He His Thr Gly Asn 
145 150 155 160 

Thr Phe Arg Leu Ser Phe Cys Arg Ser Asn Val Val Glu His Phe Phe 
165 170 175 

Cys Asp Ala Pro Pro Leu Leu Thr Leu Ser Cys Ser Asp Asn Tyr He 
180 185 190 



ser Glu Met Val He Phe Phe Val Val Gly Phe Asn Asp Leu Phe Ser 
X95 200 205 



He Leu Val He Leu He Ser Tyr Leu Phe He Phe He Thr He Met 
210 215 220 

Lys Met Arg Ser Pro Glu Gly Arg Gin Lys Ala Phe Ser Thr Cys Ala 
225 230 235 240 
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Ser His Leu Thr Ala Val Ser lie Phe Tyr Gly Thx Gly lie Phe Met 
245 250 255 



Tyr Leu Arg Pro Asn Ser Ser His Phe Met Gly Thr Asp Lys Met Ala 
26.0 265 270 



Ser Val Phe Tyr Ala He Val He Pro Met Leu Asn Pro Leu Val Tyr 
275 280 285 



Ser Leu Arg Asn Lys Glu Val Lys Ser Ala Phe Lys Lys Thr Val Gly 
290 295 300 



Lys Ala Lys Ala Ser He Gly Phe He Phe 
305 310 



<210> 497 

<211> 930 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (!) . . (927) 

<223> 



<400> 497atg gag aat tgt acg gaa gtg aca aag ttc att ctt eta gga eta ace 
48 

Met Glu Asn Cys Thr Glu Val Thr Lys Phe He Leu Leu Gly Leu Thr 
15 10 15 

agt gtc cca gaa eta cag ate ccc etc ttt ate ttg ttc ace ttc ate 96 
Ser Val Pro Glu Leu Gin He Pro Leu Phe He Leu Phe Thr Phe He 
20 25 30 

tac etc etc act ctg tgt ggg aac ctg ggg atg atg ttg ctg ate ctg 144 
Tyr Leu Leu Thr Leu Cys Gly Asn Leu Gly Met Met Leu Leu He Leu 
35 40 45 

atg gac tet tgt etc cac acc ccc atg tac ttt ttc etc agt aac ctg 192. 
Met Asp Ser Cys Leu His Thr Pro Met Tyr Phe Phe Leu Ser Asn Leu 
50 55 60 

tet ctg gtg gac ttt gga tac tee tea get gtc act ccc aag gtc atg 240 
Ser Leu Val Asp Phe Gly Tyr Ser Ser Ala Val Tlir Pro Lys Val Met 
65 70 75 80 

get ggg ttc ctt aga gga gac aag gtc ate tec tac aat gca tgt get 288 
Ala Gly Phe Leu Arg Gly Asp Lys Val He Ser Tyr Asn Ala Cys Ala 
85 90 95 

gtt cag atg ttc ttc ttt gta gee ttg gee acg gtg gaa aat tac ttg 336 
Val Gin Met Phe Phe Phe Val Ala Leu Ala Thr Val Glu Asn Tyr Leu 
100 105 110 
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ttg gcc tea atg gcc tat gac cgc tat gca gca gtg tgc aaa ccc eta 3 84 

Leu Ala Ser Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys Lys Pro Leu 
115 120 125 

cac tac acc acc acc atg acg gcc agt gta ggt gcc tgt ctg gcc eta 432 
His Tyr Thr Thr Thr Met Thr Ala Ser Val Gly Ala Cys Leu Ala Leu 
130 135 140 



ggc tea tat gtc tgt ggc ttc eta aat gee tea ttc cac att ggg ggc 
Gly Ser Tyr Val Cys Gly Phe Leu Asn Ala Ser Phe His lie Gly Gly 
145 150 155 160 



aag atg cat tea get aag gga cac caa aaa gca ttg tec acc tgt gcc 
Lys Met His Ser Ala Lys Gly His Gin Lys Ala Leu Ser Thr Cys Ala 
225 230 235 240 

tct cac ttc act gca gtc tec gtc ttc tat ggg aea gta ate ttc ate 
Ser His Phe Thr Ala Val Ser Val Phe Tyr Gly Thr Val lie Phe lie 
245 250 255 

tac ttg eag ccc age tec age cac tee atg gac aea gae aaa atg gca 
Tyr Leu Gin Pro Ser Ser Ser His Ser Met Asp Thr Asp Lys Met Ala 
260 265 270 

tct gtg ttc tat get atg ate ate eec atg ctg aac cet gtg gtc tac 
Ser Val Phe Tyr Ala Met lie lie Pro Met Leu Asn Pro Val Val Tyr 
275 280 285 

age ctg agg aac aga gaa gtc cag aat gca ttc aag aaa gtg ttg aga 
Ser Leu Arg Asn Arg Glu Val Gin Asn Ala Phe Lys Lys Val Leu Arg 
290 295 300 

agg caa aaa ttt eta taa 
Arg Gin Lys Phe Leu 
305 



480 



ata ttc agt etc tet ttc tgt aaa tec aat ctg gta eat cac ttt ttc 528 
lie Phe Ser Leu Ser Phe Cys Lys Ser Asn Leu Val His His Phe Phe 
165 170 175 

tgt gat gtt cca gca gtc atg get ctg tct tgc tct gat aaa cac act 576 
Cys Asp Val Pro Ala Val Met Ala Leu Ser Cys Ser Asp Lys His Thr 
180 185 190 

agt gag gtg att ctg gtt ttt atg tea age ttt aat ate ttt ttt gtt 624 
Ser Glu Val lie Leu Val Phe Met Ser Ser Phe Asn He Phe Phe Val 
195 200 205 

ctt eta gtt ate ttt ate tec tac ttg ttc ata ttc ate ace ate ttg 672 
Leu Leu Val He Phe He Ser Tyr Leu Phe He Phe He Thr He Leu 
210 215 220 



720 



768 



816 



864 



912 



930 



<210> 


498 


<211> 


309 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


498 



Met Glu Asn Cys Thr Glu Val Thr Lys Phe lie Leu Leu Gly Leu Thr 

744 



BNSDCX^ID: <WO 0224726A2_I_> 



wo 02/24726 PCT/BEOl/00162 
15 10 15 

Ser Val Pro Glu Leu Gin lie Pro Leu Phe lie Leu Phe Thr Phe lie 
20 25 30 

Tyr Leu Leu Thr Leu Cys Gly Asn Leu Gly Met Met Leu Leu lie Leu 
35 40 45 

Met Asp Ser Cys Leu His Thr Pro Met Tyr Phe Phe Leu Ser Asn Leu 
50 55 60 

Ser Leu Val Asp Phe Gly Tyr Ser Ser Ala Val Thr Pro Lys Val Met 
^5 70 75 80 

^ Ala Gly Phe Leu Arg Gly Asp Lys Val lie Ser Tyr Asn Ala Cys Ala 

85 90 95 

Val Gin Met Phe Phe Phe Val Ala Leu Ala Thr Val Glu Asn Tyr Leu 
100 105 110 

Leu Ala Ser Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys Lys Pro Leu 
115 120 125 

His Tyr Thr Thr Thr Met Thr Ala Ser Val Gly Ala Cys Leu Ala Leu 
130 135 140 

Gly Ser Tyr Val Cys Gly Phe Leu Asn Ala Ser Phe His He Gly Gly 
145 150 155 160 

He Phe Ser Leu Ser Phe Cys Lys Ser Asn Leu Val His His Phe Phe 
165 170 175 

Cys Asp Val Pro Ala Val Met Ala Leu Ser Cys Ser Asp Lys His Thr 
180 185 190 

Ser Glu Val He Leu Val Phe Met Ser Ser Phe Asn He Phe Phe Val 
195 200 205 

Leu Leu Val He Phe He Ser Tyr Leu Phe He Phe He Thr He Leu 
210 215 220 

Lys Met His Ser Ala Lys Gly His Gin Lys Ala Leu Ser Thr Cys Ala 
225 230 235 240 

Ser His Phe Thr Ala Val Ser Val Phe Tyr Gly Thr Val He Phe He 
245 250 255 
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Tyr Leu Gin Pro Ser Ser Ser His Ser Met Asp Thr Asp Lys Met Ala 
260 265 270 



Ser Val Phe Tyr Ala Met lie lie Pro Met Leu Asn Pro Val Val Tyr 
275 280 285 



Ser Leu Arg Asn Arg Glu Val Gin Asn Ala Phe Lys Lys Val Leu Arg 
290 295 300 



Arg Gin Lys Phe Leu 
305 



<210> 499 

<211> 945 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (942) 

<223> 



<400> 499atg gaa aat aag aca gaa gta aca caa ttc att ctt eta gga eta acc 
48 

Met Glu Asn 
1 

aat gac tea 
Asn Asp Ser 



tat att ate 
Tyr lie lie 
35 

tgg gat tec 
Trp Asp Ser 
50 

tet eta gtg 
Ser Leu Val 
65 

get gga ttc 
Ala Gly Phe 



get caa atg 
Ala Gin Met 



ttg gcc tea 
Leu Ala Ser 
115 



746 



Lys Thr Glu Val Thr Gin Phe He Leu Leu Gly Leu Thr 
5 10 15 

gaa etg cag gtt eec cte ttt ata aeg tte ecc ttc ate 96 
Glu Leu Gin Val Pro Leu Phe He Thr Phe Pro Phe He 
20 25 30 

act etg gtt gga aae ctg gga att att gta ttg ata ttc 144 
Thr Leu Val Gly Asn Leu Gly He He Val Leu He Phe 
40 45 

tgt etc cac aat eec atg tac ttt ttt etc agt aac ttg 192 
Cys Leu His Asn Pro Met Tyr Phe Phe Leu Ser Asn Leu 
55 60 



gae ttt tge tac tet tea get gte act eec ate gtc atg 
Asp Phe Cys Tyr Ser Ser Ala Val Thr Pro He Val Met 
70 75 80 



240 



ctt ata gaa gac aag gtc ate tet tac aat gca tgt get 288 
Leu He Glu Asp Lys Val He Ser Tyr Asn Ala Cys Ala 
85 90 95 

tat ate ttt gta get ttt gcc act gtg gaa aat tac etc 336 
Tyr He Phe Val Ala Phe Ala Thr Val Glu Asn Tyr Leu 
100 105 110 

atg gee tat gac cgc tat gca gca gtg tge aaa cce eta 384 
Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys Lys Pro Leu 
120 125 
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cat tac acc aca acc atg aca aca act gtg tgt get cgt ctg gcc ata 432 
His Tyr Thr Thr Thr Met Thr Thr Thr Val Cys Ala Arg Leu Ala lie 
130 135 140 

ggc tec tac etc tgt ggt ttc ctg aat gcc tec ate cac act ggg gac 480 
Gly Ser Tyr Leu Cys Gly Phe Leu Asn Ala Ser lie His Thr Gly Asp 
3-45 150 155 160 

aca ttt agt etc tct ttc tgt aag tec aat gaa gtc cat cac ttt ttc 528 
Thr Phe Ser Leu Ser Phe Cys Lys Ser Asn Glu Val His His Phe Phe 
165 170 175 

tgt gat att cea gca gtc atg gtt etc tct tgc tct gat aga cat att 576 
Cys Asp lie Pro Ala Val Met Val Leu Ser Cys Ser Asp Arg His lie 
180 185 190 

age gag ctt gtt ett att tat gtt gtg age ttc aat ate ttt ata get 624 
Ser Glu Leu Val Leu He Tyr Val Val Ser Phe Asn He Phe He Ala 
195 200 205 



etc ctg gtt ate ttg ata tec tac aca ttc att ttt ate ace ate eta 
Leu Leu Val He Leu He Ser Tyr Thr Phe He Phe He Thr He Leu 
210 215 220 



672 



aag atg cac tea get tea gta tac cag aag cct ttg tec ace tgt gcc 720 
Lys Met His Ser Ala Ser Val Tyr Gin Lys Pro Leu Ser Thr Cys Ala 
225 230 235 240 

tct cat ttc att gca gtc ggc ate ttc tat ggg act att ate ttc atg 768 
Ser His Phe He Ala Val Gly He Phe Tyr Gly Thr He He Phe Met 
245 250 255 

tac tta caa ecc age tec agt cac tec atg gac aca gac aaa atg gca 816 
Tyr Leu Gin Pro Ser Ser Ser His Ser Met Asp Thr Asp Lys Met Ala 
260 265 270 

cct gtg ttc tat aca atg gtc ate ecc atg ctg aac cct ctg gtc tat 864 
Pro Val Phe Tyr Thr Met Val He Pro Met Leu Asn Pro Leu Val Tyr 
275 280 285 

agt ctg agg aac aag gaa gtg aag agt gca ttc aag aaa gtt gtt gag 912 
Ser Leu Arg Asn Lys Glu Val Lys Ser Ala Phe Lys Lys Val Val Glu 
290 295 300 

aag gca aaa ttg tct gta gga tgg tea gtt taa 945 
Lys Ala Lys Leu Ser Val Gly Trp Ser Val 
305 310 



<210> 500 |. 

<211> 314 - . f: 

<212> PRT 

<213> Homo Sapiens 

<400> 500 

Met Glu Asn Lys Thr Glu Val Thr Gin Phe He Leu Leu Gly Leu Thr 
3^ 5 10 15 



Asn Asp Ser Glu Leu Gin Val Pro Leu Phe He Thr Phe Pro Phe He 
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Tyr lie lie Thr Leu Val Gly Asn Leu Gly lie lie Val Leu He Phe 
35 40 45 

Trp Asp Ser Cys Leu His Asn Pro Met Tyr Phe Phe Leu Ser Asn Leu 
50 55 60 



Ser Leu Val Asp Phe Cys Tyr Ser Ser Ala Val Thr Pro He Val Met 
65 70 75 80 

Ala Gly Phe Leu He Glu Asp Lys Val He Ser Tyr Asn Ala Cys Ala 
85 . 90 95 



Ala Gin Met Tyr He Phe Val Ala Phe Ala Thr Val Glu Asn Tyr Leu 
100 105 110 



Leu Ala Ser Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys Lys Pro Leu 
115 120 125 

His Tyr Thr Thr Thr Met Thr Thr Thr Val Cys Ala Arg Leu Ala He 
130 135 140 

Gly Ser Tyr Leu Cys Gly Phe Leu Asn Ala Ser He His Thr Gly Asp 
145 150 155 160 

Thr Phe Ser Leu Ser Phe Cys Lys Ser Asn Glu Val His His Phe Phe 
165 170 175 

Cys Asp He Pro Ala Val Met Val Leu Ser Cys Ser Asp Arg His He 
180 185 190 



Ser Glu Leu Val Leu He Tyr Val Val Ser Phe Asn He Phe He Ala 
195 200 205 

Leu Leu Val He Leu He Ser Tyr Thr Phe He Phe He Thr He Leu 
210 215 220 

Lys Met His Ser Ala Ser Val Tyr Gin Lys Pro Leu Ser Thr Cys Ala 
225 230 235 240 

Ser His Phe He Ala Val Gly He Phe Tyr Gly Thr He He Phe Met 
245 250 255 



Tyr Leu Gin Pro Ser Ser Ser His Ser Met Asp Thr Asp Lys Met Ala 
260 265 270 
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Pro Val Phe Tyr Thr Met Val lie Pro Met Leu Asn Pro Leu Val Tyr 
275 280 285 



Ser Leu Arg Asn Lys Glu Val Lys Ser Ala Phe Lys Lys Val Val Glu 
290 295 300 



Lys Ala Lys Leu Ser Val Gly Trp Ser Val 
305 310 



<210> 501 

<211> 930 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (927) ' 

<223> 



<4 00> 501atg aaa aac aga acc atg ttt ggt gag ttt att eta ctg ggc ctt aca 
48 

Met Lys Asn Arg Thr Met Phe Gly Glu Phe lie Leu Leu Gly. Leu Thr 
3- 5 10 15 

aat caa cct gaa etc caa gtg atg ata ttc ate ttt etg ttc cte aec 96 
Asn Gin Pro Glu Leu Gin Val Met lie Phe lie Phe Leu Phe Leu Thr 
20 25 30 



tac atg eta agt ate eta gga aat ctg act att ate acc etc acc tta 
Tyr Met Leu Ser He Leu Gly Asn Leu Thr He He Thr Leu Thr Leu 
35 40 45 



144 



eta gae cec cae etc cag ace cec atg tat ttc tte etc egg aat ttc 192 
Leu Asp Pro His Leu Gin Thr Pro Met Tyr Phe Phe Leu Arg Asn Phe 
50 55 60 

tee ttc tta gaa att tec ttc aca tee att ttt att cec aga ttt etg 240 
Ser Phe Leu Glu He Ser Phe Thr Ser He Phe He Pro Arg Phe Leu 
65 70 75 80 

aec age atg aca aca gga aat aaa gtt ate age ttt get ggc tge ttg 288 
Thr Ser Met Thr Thr Gly Asn Lys Val He Ser Phe Ala Gly Cys Leu 
85 90 95 

act cag tat ttt ttt get ata ttt ctt gga get aec gag ttt tac etc 336 
Thr Gin Tyr Phe Phe Ala He Phe Leu Gly Ala Thr Glu Phe Tyr Leu 
100 105 110 

ctg gee tec atg tet tat gat egt tat gtg gee ate tge aaa cec ttg 384 
Leu Ala Ser Met Ser Tyr Asp Arg Tyr Val Ala He Cys Lys Pro Leu 
115 120 125 

eat tac ctg act att atg age age aga gte tge ata caa eta gtg ttc 432 
His Tyr Leu Thr He Met Ser Ser Arg Val Cys He Gin Leu Val Phe 
130 135 140 
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tgc tec tgg ttg ggg gga ttc eta gea ate tta cca cca ate ate ctg 4 80 | 

Cys Ser Trp Leu Gly Gly Phe Leu Ala He Leu Pro Pro He He Leu | 

145 150 155 160 I 

atg ace cag gta gat ttc tgt gtc tec aac att ctg aat cac tat tac 528 ^ 

Met Thr Gin Val Asp Phe Cys Val Ser Asn He Leu Asn His Tyr Tyr i 

165 170 175 • 

tgt gac tat ggg ect etc gtg gag ctt gee tgc tea gae aca age etc 576 

Cys Asp Tyr Gly Pro Leu Val Glu Leu Ala Cys Ser Asp Thr Ser Leu r| 

180 185 190 I 

tta gaa ctg atg gtc ate etc ttg gee gtt gtg act etc atg gtt act 624 | 

Leu Glu Leu Met Val He Leu Leu Ala Val Val Thr Leu Met Val Thr | 

195 200' 205 I 

$ 

ctg gtg ctg gtg aca ctt tct tac aca tac att ' ate agg act att ctg 672 | 

Leu Val Leu Val Thr Leu Ser Tyr Thr Tyr He He Arg Thr He Leu | 

210 215 220 I 

agg ate ect tct gee cag caa agg aca aag gee ttt tec act tgt tec 720 | 

Arg He Pro Ser Ala Gin Gin Arg Thr Lys Ala Phe Ser Thr Cys Ser | 
225 230 235 240 

tec cac atg att gtc ate tec etc tct tat ggc age tgc atg ttt atg 768 
Ser His Met He Val He Ser Leu Ser Tyr Gly Ser Cys Met Phe Met 



245 250 255 | 

tac att aat cet tct gea aaa gaa gga ggt get ttc aac aaa gga ata 816 j 

Tyr He Asn Pro Ser Ala Lys Glu Gly Gly Ala Phe Asn Lys Gly He { 
260 265 270 

i 

get gta etc att act teg gtt act ccc tta ctg aat ccc ttc ata tat 864 ] 

Ala Val Leu He Thr Ser Val Thr Pro Leu Leu Asn Pro Phe He Tyr 
275 280 285 

act tta aga aat cag caa gtg aaa caa get ttc aag gac tea gtc aaa 912 . 

Thr Leu Arg Asn Gin Gin Val Lys Gin Ala Phe Lys Asp Ser Val Lys i 
290 295 300 . 

f 

aag att gtg aaa ctt taa 

Lys He Val Lys Leu ' 
3 05 

<210> 502 
<211> 309 
<212> PRT 
<213> Homo Sapiens 

i 

<400> 502 ' 
Met Lys Asn Arg Thr Met Phe Gly Glu Phe He Leu Leu Gly Leu Thr 
1 5 10 15 

Asn Gin Pro Glu Leu Gin Val Met He Phe He Phe Leu Phe Leu Thr i 
20 25 30 I 

Tyr Met Leu Ser He Leu Gly Asn Leu Thr He He Thr Leu Thr Leu 1 
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Leu Asp Pro His Leu Gin Thr Pro Met Tyr Phe Phe Leu Arg Asn Phe 
50 55 60 

Ser Phe Leu Glu lie Ser Phe Thr Ser lie Phe lie Pro Arg Phe Leu 
^5 70 75 80 

Thr Ser Met Thr Thr Gly Asn Lys Val lie Ser Phe Ala Gly Cys Leu 
85 90 95 

Thr Gin Tyr Phe Phe Ala lie Phe Leu Gly Ala Thr Glu Phe Tyr Leu 
100 105 110 

Leu Ala Ser Met Ser Tyr Asp Arg Tyr Val Ala He Cys Lys Pro Leu 
115 120 125 

His Tyr Leu Thr He Met Ser Ser Arg Val Cys He Gin Leu Val Phe 
130 135 

Cys Ser Trp Leu Gly Gly Phe Leu Ala He Leu Pro Pro He He Leu 

150 155 160 

Met Thr Gin Val Asp Phe Cys Val Ser Asn He Leu Asn His Tyr Tyr 
1^5 170 175 

Cys Asp Tyr Gly Pro Leu Val Glu Leu Ala Cys Ser Asp Thr Ser Leu 
180 185 190 

Leu Glu Leu Met Val He Leu Leu Ala Val Val Thr Leu Met Val Thr 
155 200 205 

Leu Val Leu Val Thr Leu Ser Tyr Thr Tyr He He Arg Thr He Leu 
210 215 220 

Arg He Pro Ser Ala Gin Gin Arg Thr Lys Ala Phe Ser Thr Cys Ser 
225 230 235 240 

Ser His Met He Val He Ser Leu Ser Tyr Gly Ser Cys Met Phe Met 
245 250 255 

Tyr He Asn Pro Ser Ala Lys Glu Gly Gly Ala Phe Asn Lys Gly He 
260 265 270 

Ala Val Leu He Thr Ser Val Thr Pro Leu Leu TVsn Pro Phe He Tyr 
275 280 285 
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Thr Leu Arg Asn Gin Gin Val I>ys Gin Ala Phe Lys Asp Ser Val Lys 
290 295 300 



Lys lie Val Lys Leu 
305 



<210> 503 

<211> 930 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..{927) 

<223> 

<400> 503atg aaa aat aaa acc gtg tta act gag ttt ate ctt ctg ggt eta aca 
48 

Met Lys Asn Lys Tlir Val Leu Thr Glu Phe lie Leu Leu Gly Leu Thr 
15 10 15 

gat gtc cct gaa etc cag gtg gca gtt ttc acc ttt ctt ttc ctt gcg 96 
Asp Val Pro Glu Leu Gin Val Ala Val Phe Thr Phe Leu Phe Leu Ala 
20 25 30 

tat tta etc age ate ctt gga aat ctg act ate etc ate etc acc ttg 144 
Tyr Leu Leu Ser He Leu Gly Asn Leu Thr He Leu He Leu Thr Leu 
35 40 45 

ctg gac tec cac ctt cag act ccc atg tat ttc ttt etc egg aac ttc 192 
Leu Asp Ser His Leu Gin Thr Pro Met Tyr Phe Phe Leu Arg Asn Phe 
50 55 60 

tec ttc ttg gaa att tee ttc aca aac ate ttc att eca agg gtc ctg 240 
Ser Phe Leu Glu He Ser Phe Thr Asn He Phe He Pro Arg Val Leu 
65 70 75 80 

att age ate aca aca ggg aac aag agt ate age ttt get ggc tgc ttc 288 
He Ser He Thr Thr Gly Asn Lys Ser He Ser Phe Ala Gly Cys Phe 
85 90 95 

act cag tat ttc ttt gee atg ttc ctt ggg get aca gag ttt tac ctt 336 
Thr Gin Tyr Phe Phe Ala Met Phe Leu Gly Ala Thr Glu Phe Tyr Leu 
100 105 110 

ctg get gee atg tec tat gac cgc tat gtg gee ate tgc aaa cct ctg 384 
Leu Ala Ala Met Ser Tyr Asp Arg Tyr Val Ala He Cys Lys Pro Leu 
115 120 125 

cat tac ace acc ate atg age age aga ate tgc ate cag ctg att ttc 432 
His Tyr Thr Thr He Met Ser Ser Arg He Cys He Gin Leu He Phe 
130 135 140 

tgc tct tgg ctg ggt ggg eta atg get att ata eca aca ate acc etg 480 
Cys Ser Trp Leu Gly Gly Leu Met Ala He He Pro Thr He Thr Leu 
145 150 155 160 
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atg agt cag cag gac ttt tgt gca tec aac aga ctg aat cat tac ttc 528 ^ 

Met Ser Gin Gin Asp Phe Cys Ala Ser Asn Arg Leu Asn His Tyr Phe i 



165 



175 



tgt gac tat gag cct ctt ctg gaa etc tea tgt tea gac aca age etc 576 • 

Cys Asp Tyr Glu Pro Leu Leu Glu Leu Ser Cys Ser Asp Thr Ser Leu • 
180 185 190 1 

ata gag aag gtt gtc ttt ctt gtg gca tct gtg ace ctg gtg gtc act 624 I 

lie Glu Lys Val Val Phe Leu Val Ala Ser Val Thr Leu Val Val Thr } 
195 200 205 3 

ctg gtg eta gtg att etc tec tat gca ttc att ate aag act att ctg 672 ^ 

Leu Val Leu Val lie Leu Ser Tyr Ala Phe He He Lys Thr He Leu * 

210 215 220 I 

» 

aag etc ecc tct gee caa caa agg aca aaa gee ttt tec aca tgt tct 720 ^ 

Lys Leu Pro Ser Ala Gin Gin Arg Thr Lys Ala Phe Ser Thr' Cys Ser V 
225 230 235 240 

tec cac atg att gtc ate tec etc tct tac gga age tgc atg ttt atg 768 
Ser His Met He Val He Ser Leu Ser Tyr Gly Ser Cys Met Phe Met 
245 250 255 

tac att aat ecc tct gca aaa gaa ggg gat aca ttc aac aag gga gta 816 
Tyr He Asn Pro Ser Ala Lys Glu Gly Asp Thr Phe Asn Lys Gly Val 
260 265 270 

get eta etc att act tea gtt get cct ttg ttg aac ecc ttt :att tac 864 
Ala Leu Leu He Thr Ser Val Ala Pro Leu Leu Asn Pro Phe He Tyr 
275 280 285 



ace eta agg aac caa cag gta aaa caa ecc ttc aag gat atg gtc aaa 912 i 

Thr Leu Arg Asn Gin Gin Val Lys Gin Pro Phe Lys Asp Met Val Lys I 
290 295 300 I 

s 

I 

aag ctt ctg aat ctt taa | 
Lys Leu Leu Asn Leu § 



305 




<210> 


504 


<211> 


309 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


504 


Met Lys 


Asn Lys Thr 


1 


5 



10 15 

Asp Val Pro Glu Leu Gin Val Ala Val Phe Thr Phe Leu Phe Leu Ala 
20 25 30 

Tyr Leu Leu Ser He Leu Gly Asn Leu Thr He Leu He Leu Thr Leu 
35 40 45 



Leu Asp Ser His Leu Gin Thr Pro Met Tyr Phe Phe Leu Arg Asn 



753 



Phe 



BNSOOCID: <WO_0224726A2_L> 



wo 02/24726 
50 



55 



60 



PCT/BEOl/00162 



I 



Ser Phe I*eu Glu lie Ser Phe Thr Asn lie Phe lie Pro Arg Val Leu 
65 70 75 80 



lie Ser lie Thr Thr Gly Asn Lys Ser lie Ser Phe Ala Gly Cys Phe 
85 90 95 



Thr Gin Tyr Phe Phe Ala Met Phe Leu Gly Ala Thr Glu Phe Tyr Leu 
100 105 110 



Leu Ala Ala Met Ser Tyr Asp Arg Tyr Val Ala lie Cys Lys Pro Leu 
115 120 125 



His Tyr Thr Thr He Met Ser Ser Arg He Cys He Gin Leu He Phe 
130 135 140 



Cys Ser Trp Leu Gly Gly Leu Met Ala He He Pro Thr lie Thr Leu 
145 150 155 160 



Met Ser Gin Gin Asp Phe Cys Ala Ser Asn Arg Leu Asn His Tyr Phe 
165 170 175 



Cys Asp Tyr Glu Pro Leu Leu Glu Leu Ser Cys Ser Asp Thr Ser Leu 
180 185 190 



He Glu Lys Val Val Phe Leu Val Ala Ser Val Thr Leu Val Val Thr 
195 200 205 



Leu Val Leu Val He Leu Ser Tyr Ala Phe He He Lys Thr He Leu 
210 215 220 



Lys Leu Pro Ser Ala Gin Gin Arg Thr Lys Ala Phe Ser Thr Cys Ser 
225 230 235 240 



Ser His Met He Val He Ser Leu Ser Tyr Gly Ser Cys Met Phe Met 
245 250 255 



Tyr He Asn Pro Ser Ala Lys Glu Gly Asp Thr Phe Asn Lys Gly Val 
260 265 270 



Ala Leu Leu lie Thr Ser Val Ala Pro Leu Leu Asn Pro Phe He Tyr 
275 280 285 



Thr Leu Arg Asn Gin Gin Val Lys Gin Pro Phe Lys Asp Met Val Lys 
290 295 300 
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Lys Leu Leu Asn Leu 
305 



<210> 505 

<211> 942 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(939) 

<223> 



<400> 
48 



505atg gaa act gcai aat tac acc aag gtg aca gaa ttt gtt etc act ggc 

Met Glu Thr Ala Asn Tyr Thr Lys Val Thr Glu Phe Val Leu Thr Glv 
1 5 10 " 



15 

eta tec cag act cca gag gte caa eta gtc eta ttt gtt ata ttt eta 
Leu Ser Gin Thr Pro Glu Val Gin Leu Val Leu Phe Val lie Phe Leu 
20 25 30 

tec ttc tat ttg ttc ate eta cca gga aat ate ctt ate att tgc ace 
Ser Phe Tyr Leu Phe lie Leu Pro Gly Asn lie Leu lie lie Cys Thr 
35 40 45 

ate agt eta gac ect cat etg acc tct cet atg tat ttc etg ttg get 
He Ser Leu Asp Pro His Leu Thr Ser Pro Met Tyr Phe Leu Leu TQa 
50 55 60 

aat etg gee ttc ctt gat att tgg tac tct tec att aca gee cet gaa 
Asn Leu Ala Phe Leu Asp He Trp Tyr Ser Ser He Thr Ala Pro Glu 
65 70 



75 80 



96 



144 



192 



240 



atg etc ata gac ttc ttt gtg gag agg aag ata att tct ttt gat gga 288 
Met Leu He Asp Phe Phe Val Glu Arg Lys He He Ser Phe Asp Gly 
85 90 95 

tgc att gea cag etc ttc ttc tta cac ttt get ggg get teg gag atg 336 
Cys He Ala Gin Leu Phe Phe Leu His Phe Ala Gly Ala Ser Glu Met 
100 105 110 



ttc ttg etc aca gtg atg gee ttt gac etc tac act get ate tgc cga 384 
Phe Leu Leu Thr Val Met Ala Phe Asp Leu Tyr Thr Ala He Cys Arg 
115 120 125 



cec etc cac tat get ace ate atg aat caa cgt etc tgc tgt ate etg 432 
Pro Leu His Tyr Ala Thr He Met Asn Gin Arg Leu Cys Cys He Leu 
130 135 140 



gtg get etc tec tgg agg ggg ggc ttc att cat tct ate ata cag gtg 
Val Ala Leu Ser Trp Arg Gly Gly Phe He His Ser He He Gin Val 
145 150 155 



160 



get etc att gtt ega ctt cet ttc tgt ggg cec aat gag tta gac agt 
Ala Leu He Val Arg Leu Pro Phe Cys Gly Pro Asn Glu Leu Asp Ser 
165 170 175 



480 



528 
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tac ttc tgt gac ate aca cag gtt gtc egg att gcc tgt gcc aac acc 576 
Tyr Phe Cys Asp lie Thr Gin Val Val Arg lie Ala Cys Ala Asn Thr 
180 185 190 

ttc cca gag gag tta gtg atg ate tgt agt agt ggt ctg ate tct gtg 624 
Phe Pro Glu Glu Leu Val Met lie Cys Ser Ser Gly Leu He Ser Val 
195 200 205 

gtg tgt ttg att get etg tta atg tec tat gcc tte ctt etg gcc ttg 672 
Val Cys Leu He Ala Leu Leu Met Ser Tyr Ala Phe Leu Leu Ala Leu 
210 215 220 

ttc aag aaa ett tea ggc tea ggt gag aat acc aac agg gcc atg tec 720 
Phe Lys Lys Leu Ser Gly Ser Gly Glu Asn Thr Asn Arg Ala Met Ser 
225 230 235 240 

acc tgc tat tee cae att ace att gtg gtg eta atg ttt ggg eea tec 768 
Thr Cys Tyr Ser His He Thr He Val Val Leu Met Phe Gly Pro Ser 
245 250 255 

ate tac att tat get ege cca ttt gac teg ttt tec eta gat aaa gtg 816 
He Tyr He Tyr Ala Arg Pro Phe Asp Ser Phe Ser Leu Asp Lys Val 
260 265 270 

gtg tct gtg ttc aat act tta ata ttc cct tta cgt aat ecc att att 864 
Val Ser Val Phe Asn Thr Leu He Phe Pro Leu Arg Asn Pro He He 
275 280 285 

tac aca ttg aga aac aag gaa gta aag gea gee atg agg aag ttg gtc 912 
Tyr Thr Leu Arg Asn Lys Glu Val Lys Ala Ala Met Arg Lys Leu Val 
290 295 300 

acc aaa tat att ttg tgt aaa gag aag tga 942 
Thr Lys Tyr He Leu Cys Lys Glu Lys 
305 310 



<210> 506 

<211> 313 

<212> PRT 

<213> Homo Sapiens 

<400> 506 

Met Glu Thr Ala Asn Tyr Thr Lys Val Thr Glu Phe Val Leu Thr Gly 
1 5 10 15 



Leu Ser Gin Thr Pro Glu Val Gin Leu Val Leu Phe Val He Phe Leu 
20 25 30 



Ser Phe Tyr Leu Phe He Leu Pro Gly Asn He Leu He He Cys Thr 
35 40 45 



He Ser Leu Asp Pro His Leu Thr Ser Pro Met Tyr Phe Leu Leu Ala 
50 55 60 



Asn Leu Ala Phe Leu Asp He Trp Tyr Ser Ser He Thr Ala Pro Glu 
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Met Leu lie Asp Phe Phe Val Glu Arg Lys lie He Ser Phe Asp Gly 
85 90 95 

Cys He Ala Gin Leu Phe Phe Leu His Phe Ala Gly Ala Ser Glu Met 
100 105 110 

Phe Leu Leu Thr Val Met Ala Phe Asp Leu Tyr Thr Ala He Cys Arc 
115 120 125 

Pro Leu His Tyr Ala Thr He Met Asn Gin Arg Leu Cys Cys He Leu 
130 135 140 

val Ala Leu Ser Trp Arg Gly Gly Phe He His Ser He He Gin Val 
1 150 155 160 

Ala Leu He Val Arg Leu Pro Phe Cys Gly Pro Asn Glu Leu Asp Ser 
165 170 175 

Tyr Phe Cys Asp He Thr Gin Val Val Arg He Ala Cys Ala Asn Thr 
180 185 190 

Phe Pro Glu Glu Leu Val Met He Cys Ser Ser Gly Leu He Ser Val 
195 200 205 

Val Cys Leu He Ala Leu Leu Met Ser Tyr Ala Phe Leu Leu Ala Leu 
210 215 220 

Phe Lys Lys Leu Ser Gly Ser Gly Glu Asn Thr Asn Arg Ala Met Ser 

230 235 240 

Thr Cys Tyr Ser His He Thr He Val Val Leu Met Phe Gly Pro Ser 
245 250 255 

He Tyr He Tyr Ala Arg Pro Phe Asp Ser Phe Ser Leu Asp Lys Val 
260 265 270 

Val ser Val Phe Asn Thr Leu He Phe Pro Leu Arg Asn Pro He He 
275 280 285 

Tyr Thr Leu Arg Asn Lys Glu Val Lys Ala Ala Met Arg Lys Leu Val 
290 295 300 

Thr Lys Tyr He Leu Cys Lys Glu Lys 
305 310 
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<210> 507 

<211> 951 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (948) 

<223> 

<400> 507atg aag ata gca aac aac aca gta gtg aca gaa ttt ate etc ctt ggt 
48 

Met Iiys lie Ala Asn Asn Thr Val Val Thr Glu Phe lie Leu Leu Gly 
1 5 10 15 



ctg act cag tct caa gat att cag etc ttg gtc ttt gtg ctg ate tta 
Leu Thr Gin Ser Gin Asp lie Gin Leu Leu Val Phe Val Leu lie Leu 
20 25 30 



atg ttg get ctg tgg ctt ggg ggt ttt gtc cae tec att ate cag gtg 
Met Leu Ala Leu Trp Leu Gly Gly Phe Val His Ser lie He Gin Val 
145 150 155 160 



96 



att ttc tac ctt ate ate etc cct gga aat ttt etc att att ttc ace 144 

He Phe Tyr Leu lie He Leu Pro Gly Asn Phe Leu He lie Phe Thr 

35 40 45 

ata agg tea gac cct ggg etc aca gee ece etc tat tta ttt ctg gge 192 

He Arg Ser Asp Pro Gly Leu Thr Ala Pro Leu Tyr Leu Phe Leu Gly 
50 55 60 

aac ttg gee ttc ctg gat gca tec tac tec ttc att gtg get ccc agg 240 

Asn Leu Ala Phe Leu Asp Ala Ser Tyr Ser Phe He Val Ala Pro Arg 
65 70 75 80 

atg ttg gtg gac ttc etc tct gag aaa aag gta ate tee tac aga gge 288 

Met Leu Val Asp Phe Leu Ser Glu Lys Lys Val He Ser Tyr Arg Gly 
85 90 95 

tgc ate act eag etc ttt ttc ttg cae ttc ctt gga gga ggg gag gga 336 
Cys He Thr Gin Leu Phe Phe Leu His Phe Leu Gly Gly Gly Glu Gly 
100 105 110 

tta etc ctt gtt gtg atg gee ttt gac cge tac ate gee ate tgc egg 384 

Leu Leu Leu Val Val Met Ala Phe Asp Arg Tyr He Ala He Cys Arg 

115 120 125 

cct ctg cae tgt tea act gtc atg aac cct aga gee tgc tat gca atg 432 
Pro Leu His Cys Ser Thr Val Met Asn Pro Arg Ala Cys Tyr Ala Met 
130 135 140 



480 



gtc etc ate etc cgc ttg cct ttt tgt gge cea aac cag ctg gac aac 528 

Val Leu He Leu Arg Leu Pro Phe Cys Gly Pro Asn Gin Leu Asp Asn 

165 170 175 

ttc ttc tgt gat gtc cga cag gtc ate aag ctg get tgc ace gac atg 576 

Phe Phe Cys Asp Val Arg Gin Val He Lys Leu Ala Cys Thr Asp Met 
180 185 190 
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ttt gtg gtg gag ctt eta atg gtc ttc aac agt ggc ctg atg aca etc 624 
Phe Val Val Glu Leu Leu Met Val Phe Asn Ser Gly Leu Met Thr Leu 
195 200 205 

ctg tgc ttt ctg ggg ctt ctg get tec tat gca gtc ate etc tgc cat 672 
Leu Cys Phe Leu Gly Leu Leu Ala Ser Tyr Ala Val He Leu Cys His 
210 215 220 



gtt cgt agg gca get tct gaa ggg aag aac aag gee atg tec acg tgc 
Val Arg Arg Ala Ala Ser Glu Gly Lys Asn Lys Ala Met Ser Thr Cys 
225 230 235 240 



720 



ace act cgt gtc att att ata ctt ctt atg ttt gga cet get ate ttc • 768 
Thr Thr Arg Val He He He Leu Leu Met Phe Gly Pro Ala He Phe 
245 250 255 

ate tac atg tgc cet ttc agg gee tta eca get gac aag atg gtt tct 816 
He Tyr Met. Cys Pro Phe Arg Ala Leu Pro Ala Asp Lys Met Val Ser 
260 265 270 

etc ttt cac aca gtg ate ttt eca ttg atg aat cet atg att tat acc 864 
Leu Phe His Thr Val He Phe Pro Leu Met Asn Pro Met He Tyr Thr 
275 280 285 

ctt cgc aac cag gaa gtg aaa act tec atg aag agg tta ttg agt cga 912 
Leu Arg Asn Gin Glu Val Lys Thr Ser Met Lys Arg Leu Leu Ser Arg 
290 295 300 

cat gta gtc tgt caa gtg gat ttt ata ata aga aac tga 951 
His Val Val Cys Gin Val Asp Phe He He Arg Asn 
305 310 315 

<210> 508 

<211> 316 

<212> PRT 

<213> Homo Sapiens 

<400> 508- 

Met Lys He Ala Asn Asn Thr Val Val Thr Glu Phe He Leu Leu Gly 
1 5 V 10 15 

Leu Thr Gin Ser Gin Asp He Gin Leu Leu Val Phe Val Leu He Leu 
20 25 30 

He Phe Tyr Leu He He Leu Pro Gly Asn Phe Leu He He Phe Thr 
35 40 45 

He Arg Sei- Asp Pro Gly Leu Thr Ala Pro Leu Tyr Leu Phe Leu Gly 
50 55 60 

Asn Leu Ala Phe Leu Asp Ala Ser Tyr Ser Phe He Val Ala Pro Arg 
^5 70 75 80 

Met Leu Val Asp Phe Leu Ser Glu Lys Lys Val He Ser Tyr Arg Gly 
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85 90 95 



Cys lie Thr Gin Leu Phe Phe Leu His Phe Leu Gly Gly Gly Glu Gly 
100 105 110 



Leu Leu Leu Val Val Met Ala Phe Asp Arg Tyr lie Ala lie Cys Arg 
115 120 125 



Pro Leu His Cys Ser Thr Val Met Asn Pro Arg Ala Cys Tyr Ala Met 
130 135 140 



Met Leu Ala Leu Trp Leu Gly Gly Phe Val His Ser lie lie Gin Val 
145 150 155 160 



Val Leu lie Leu Arg Leu Pro Phe Cys Gly Pro Asn Gin Leu Asp Asn 
165 170 175 



Phe Phe Cys Asp Val Arg Gin Val lie Lys Leu Ala Cys Thr Asp Met 
180 185 190 



Phe Val Val Glu Leu Leu Met Val Phe Asn Ser Gly Leu Met Thr Leu 
195 200 205 



Leu Cys Phe Leu Gly Leu Leu Ala Ser Tyr Ala Val lie Leu Cys His 
210 215 220 



Val Arg Arg Ala Ala Ser Glu Gly Lys Asn Lys Ala Met Ser Thr Cys 
225 230 235 240 



Thr Thr Arg Val lie lie lie Leu Leu Met Phe Gly Pro Ala He Phe 
245 250 255 



He Tyr Met Cys Pro Phe Arg Ala Leu Pro Ala Asp Lys Met Val Ser 
260 265 270 



Leu Phe His Thr Val He Phe Pro Leu Met Asn Pro Met He Tyr Thr 
275 280 285 



Leu Arg Asn Gin Glu Val Lys Thr Ser Met Lys TVrg Leu Leu Ser Arg 
290 295 300 



His Val Val Cys Gin Val Asp Phe He He Arg Asn 
305 310 315 



<210> 509 
<211> 918 
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<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(915) 

<223> 



<400> 
48 



509atg gaa ttt gtg ttc ctg gcc tat ccc tec tgc cca gaa ctg cat att 

Met Glu Phe Val Phe Leu Ala Tyr Pro Ser CJys Pro Glu Leu His He 
1 5 10 



15 



ctg tec ttc ctt ggg gtc age ctg gtt tat ggt ttg ate ate act ggg 
Leu Ser Phe Leu Gly Val Ser Leu Val Tyr Gly Leu He He Thr Glv 
20 25 30 

aac att etc att gtg gtg tec att cac aca gaa ace tgt eta tgc aca 
Asn He Leu He Val Val Ser He His Thr Glu Thr Cys Leu Cys Thr 
35 40 45 

tec atg tac tat ttc ctg ggc age ctt tet ggg att gaa ata tgc tac 
Ser Met Tyr Tyr Phe Leu Gly Ser Leu Ser Gly He Glu He Cys Tyr 
50 55 60 . 

act gca gtg gtg gtg ccc cat ate ctg gcc aac ace eta eag tea gag 
Thr Ala Val Val Val Pro His He Leu Ala Asn Thr Leu Gin Ser Glu 
" 70 75 80 

aag ace ate act etc ctg ggc tgt gcc acc cag atg get ttc ttc att 
Lys Thr He Thr Leu Leu Gly Cys Ala Thr Gin Met Ala Phe Phe He 
85 90 95 



ttc ctg tec tta caa ctg gtg gcc ttc ate ttc tet ctg cca ttc tgc 
Phe Leu Ser Leu Gin Leu Val Ala Phe He Phe Ser Leu Pro Phe Cys 
145 150 



155 160 



cag get cag ggc att gag cac ttc ttt tgt gat gtg cca cca gtc atg 
Gin Ala Gin Gly He Glu His Phe Phe Cys Asp Val Pro Pro Val Met 
165 170 175 

cat gtt gtt tgt get cag agt cac att eat gag cag tea gtg ctg gtg 
His Val Val Cys Ala Gin Ser His He His Glu Gin Ser Val Leu Val 
180 185 190 

gca gcc ata eta gcc att get gtg cct ttc ttc etc ate acc acc tec 
Ala Ala He Leu Ala He Ala Val Pro Phe Phe Leu He Thr Thr Ser 
155 200 205 



96 



144 



192 



240 



288 



gca ctg ggc agt get gat tgc ttc etc ttg get gcc atg gcc tat gae 336 
Ala Leu Gly Ser Ala Asp Cys Phe Leu Leu Ala Ala Met Ala Tyr Asp 
100 105 110 

cgc tat gtg gcc att tgc cac ccg ttg cag tac cct etc etc atg aca 384 
Arg Tyr Val Ala He Cys His Pro Leu Gin Tyr Pro Leu Leu Met Thr 
115 120 125 

ttg act ctt tgt gtc cac ttg gtt gtg gca tea gtc ate agt ggt ctg 432 
Leu Thr Leu Cys Val His Leu Val Val Ala Ser Val He Ser Gly Leu 
130 135 140 



480 



528 



576 



624 
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tac acc ttc ata gtg get get ctg etc aag ate eac teg get get ggc 672 
Tyr Thr Phe lie Val Ala Ala Leu Leu Lys lie His Ser Ala Ala Gly 
210 215 220 

egc cae egg gee ttc tec acc tgc tct tec eac etc act gtg gtg ctg 720 
Arg His Arg Ala Phe Ser Thr Cys Ser Ser His Leu Thr Val Val Leu 
225 230 235 240 

ctg cag tat ggc tgc tgt gee ttc atg tac ctg tgc ccc age tec age 768 
Leu Gin Tyr Gly Cys Cys Ala Phe Met Tyr Leu Cys Pro Ser Ser Ser 
245 250 255 

tac aac ccc aag caa gat egg ttc ate tea ctg gtg tac aca ttg gga 816 
Tyr Asn Pro Lys Gin Asp Arg Phe lie Ser Leu Val Tyr Thr Leu Gly 
260 265 270 



acc cea ctg etc aac eca ctt ate tat gee ctg agg aac agt gag atg 
Thr Pro Leu Leu Asn Pro Leu lie Tyr Ala Leu Arg Asn Ser Glu Met 
275 280 285 



864 



aaa ggg gee gta ggg aga gtt ctt acc agg aac tgc ctt tec cag aac 912 
Lys Gly Ala Val Gly Arg Val Leu Thr Arg Asn Cys Leu Ser Gin Asn 
290 295 300 

age tag 918 

Ser 

305 



<210> 510 

<211> 305 

<212> PRT 

<213> HoTno Sapiens 

<400> 510 

Met Glu Phe Val Phe Leu Ala Tyr Pro Ser Cys Pro Glu Leu His lie 
15 10 15 



Leu Ser Phe Leu Gly Val Ser Leu Val Tyr Gly Leu lie lie Thr Gly 
20 25 30 



Asn He Leu He Val Val Ser He His Thr Glu Thr Cys Leu Cys Thr 
35 40 45 



Ser Met Tyr Tyr Phe Leu Gly Ser Leu Ser Gly He Glu He Cys Tyr 
50 55 60 



Thr Ala Val Val Val Pro His He Leu Ala Asn Thr Leu Gin Ser Glu 
65 70 75 80 



Lys Thr He Thr Leu Leu Gly Cys Ala Thr Gin Met Ala Phe Phe He 
85 90 95 



Ala Leu Gly Ser Ala Asp Cys Phe Leu Leu Ala Ala Met Ala Tyr Asp 



762 
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100 105 110 

Arg Tyr Val Ala lie Cys His Pro Leu Gin Tyr Pro Leu Leu Met Thr 
115 120 125 

Leu Thr Leu Cys Val His Leu Val Val Ala Ser Val He Ser Gly Leu 
130 135 140 

Phe Leu Ser Leu Gin Leu Val Ala Phe He Phe Ser Leu Pro Phe Cys 

150 155 160 

Gin Ala Gin Gly He Glu His Phe Phe Cys Asp Val Pro Pro Val Met 
165 170 175 

His Val Val Cys Ala Gin Ser His He His Glu Gin Ser Val Leu Val 
180 185 190 

Ala Ala He Leu Ala He Ala Val Pro Phe Phe Leu He Thr Thr Ser 
195 200 205 

Tyr Thr Phe He Val Ala Ala Leu Leu Lys He His Ser Ala Ala Gly 
210 215 220 

Arg His Arg Ala Phe Ser Thr Cys Ser Ser His Leu Thr Val Val Leu 
225 230 235 240 

Leu Gin Tyr Gly Cys Cys Ala Phe Met Tyr Leu Cys Pro Ser Ser Ser 
245 250 255 

Tyr Asn Pro Lys Gin Asp Arg Phe He Ser Leu Val Tyr Thr Leu Gly 
260 265 270 

Thr Pro Leu Leu Asn Pro Leu He Tyr Ala Leu Arg Asn Ser Glu Met 
275 280 285 

Lys Gly Ala Val Gly Arg Val Leu Thr Arg Asn Cys Leu Ser Gin Asn 
290 295 300 

Ser 
305 



<210> 511 

<211> 945 

<212> DNA 

<213> Homo Sapiens 

<220> 



763 
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<221> CDS 

<222> (1) . . (942) 

<223> 

<400> Sllatg ttg atg aat tac tct agt gcc act gaa ttt tat etc ctt ggc ttc 
48 

Met lieu Met Asn Tyr Ser Ser Ala Thr Glu Phe Tyr Leu Leu Gly Phe 
15 10 15 



cct ggc tct gaa gaa eta cat cat ate ctt ttt get ata ttc ttc ttt 
Pro Gly Ser Glu Glu Leu His His lie Leu Phe Ala lie Phe Phe Phe 
20 25 30 



tgt gtg gat aaa cgt etg eag tec ecc atg tat ttc ttc etc ggc eac 
Cys Val Asp Lys Arg Leu Gin Ser Pro Met Tyr Phe Phe Leu Gly His 
50 55 60 

etc tct gcc etg gag ate ctg gte aca ace ata ate gtc ccc gtg atg 
Leu Ser Ala Leu Glu He Leu Val Thr Thr He He Val Pro Val Met 
65 70 75 80 

ctt tgg gga ttg ctg etc cct ggg atg cag aca ata tat ttg tct gee 
Leu Trp Gly Leu Leu Leu Pro Gly Met Gin Thr He Tyr Leu Ser Ala 
85 90 95 



96 



ttc tac ttg gtg aca tta atg gga aac aca gtc ate ate atg att gtc 144 
Phe Tyr Leu Val Thr Leu Met Gly Asn Thr Val He He Met He Val 
35 40 45 



192 



240 



288 



tgt gtt gtc cag etc ttc ttg tac ctt get gtg ggg aca aca gag ttc 336 
Cys Val Val Gin Leu Phe Leu Tyr Leu Ala Val Gly Thr Thr Glu Phe 
100 105 110 

gca tta ctt gga gca atg get gtg gac cgt tat gtg get gtc tgt aac 384 
Ala Leu Leu Gly Ala Met Ala Val Asp Arg Tyr Val Ala Val Cys Asn 
115 120 125 

cct ctg agg tac aac ate att atg aac aga eac ace tgc aac ttt gtg 432 
Pro Leu Arg Tyr Asn He He Met Asn Arg His Thr Cys Asn Phe Val 
130 135 140 

gtt ctt gtg tea tgg gtg ttt ggg ttt ctt ttt caa ate tgg ccg gtc 
Val Leu Val Ser Trp Val Phe Gly Phe Leu Phe Gin He Trp Pro Val 
145 150 155 160 

tat gtc atg ttt eag ctt act tac tgc aaa tea aat gtg gtg aac aat 
Tyr Val Met Phe Gin Leu Thr Tyr Cys Lys Ser Asn Val Val Asn Asn 
165 170 175 

ttt ttt tgt gac ega ggg caa ttg etc aaa eta tec tgc aat aat act 
Phe Phe Cys Asp Arg Gly Gin Leu Leu Lys Leu Ser Cys Asn Asn Thr 
180 185 190 

ctt ttc aeg gag ttt ate etc ttc tta atg get gtt ttt gtt etc ttt 
Leu Phe Thr Glu Phe He Leu Phe Leu Met Ala Val Phe Val Leu Phe 
195 200 205 

ggt tct ttg ate cct aca att gtc tee aac gee tac ate ate tec ace 
Gly Ser Leu He Pro Thr He Val Ser Asn Ala Tyr He He Ser Thr 
210 215 220 



480 



528 



576 



624 



672 



764 
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att etc aag ate ccg tea tec tct ggc egg agg aaa tec ttc tec act 
He Leu Lys He Pro Ser Ser Ser Gly Arg Arg Lys Ser Phe Ser Thr 
225 230 235 240 

tgt gee tec eae ttc ace tgt gtt gtg att ggc tac ggc age tgc ttg 
Cys Ala Ser His Phe Thr Cys Val Val He Gly Tyr Gly Ser Cys Leu 
245 250 255 

ttt etc tac gtg aaa ccc aag caa acg cag gea get gat tac aat tgg 
Phe Leu Tyr Val Lys Pro Lys Gin Thr Gin Ala Ala Asp Tyr Asn Trp 
260 265 270 

gta gtt tec ctg atg gtt tea gta gta act cet ttc etc aat ect ttc 
Val Val Ser Leu Met Val Ser Val Val Thr Pro Phe Leu Asn Pro Phe 
275 280 285 

ate ttc ace etc egg aat gat aaa gtc ata gag gee ctt egg gat ggg 
He Phe Thr Leu Arg Asn Asp Lys Val He Glu Ala Leu Arg Asp Gly 
290 295 300 



305 




<210> 


512 


<211> 


314 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


512 



Met Leu Met Asn Tyr Ser Ser Ala Thr Glu Phe Tyr Leu Leu Gly Phe 
1 5 10 15 

Pro Gly Ser Glu Glu Leu His His He Leu Phe Ala He Phe Phe Phe 
20 25 30 

Phe Tyr Leu Val Thr Leu Met Gly Asn Thr Val He He Met He Val 
35 40 45 

Cys Val Asp Lys Arg Leu Gin Ser Pro Met Tyr Phe Phe Leu Gly His 
50 55 60 



Leu Ser Ala Leu Glu He Leu Val Thr Thr He He Val Pro Val Met 
^5 70 75 80 

Leu Trp Gly Leu Leu Leu Pro Gly Met Gin Thr He Tyr Leu Ser Ala 
85 90 95 

Cys Val Val Gin Leu Phe Leu Tyr Leu Ala Val Gly Thr Thr Glu Phe 
100 105 110 

Ala Leu Leu Gly Ala Met Ala Val Asp Arg Tyr Val Ala Val Cys Asn 



720 



768 



816 



' 864 



912 



gtg aaa cge tgc tgt caa eta ttc agg aat tag 945 

Gin Leu Phe Arg Asn 
310 



765 
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120 
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125 



Pro Leu Arg Tyr Asn lie lie Met Asn Arg His Thr Cys Asn Phe Val 
130 135 140 



Val Leu Val Ser Trp Val Phe Gly Phe Leu Phe Gin lie Trp Pro Val 
145 150 155 160 



Tyr Val Met Phe Gin Leu Thr Tyr Cys Lys Ser Asn Val Val Asn Asn 
165 170 175 



Phe Phe Cys Asp Arg Gly Gin Leu Leu Lys Leu Ser Cys Asn Asn Thr 
180 185 190 



Leu Ph^ Thr Glu Phe He Leu Phe Leu Met Ala Val Phe Val Leu Phe 
195 200 205 



Gly Ser Leu He Piro Thr He Val Ser Asn Ala Tyr He lie Ser Thr 
210 215 220 



He Leu Lys He Pro Ser Ser Ser Gly Arg Arg Lys Ser Phe Ser Thr 
225 230 235 240 



Cys Ala Ser His Phe Thr Cys Val Val He Gly Tyr Gly Ser Cys Leu 
245 250 255 



Phe Leu Tyr Val Lys Pro Lys Gin Thr Gin Ala Ala Asp Tyr Asn Trp 
260 265 270 



Val Val Ser Leu Met Val Ser Val Val Thr Pro Phe Leu Asn Pro Phe 
275 280 285 



He Phe Thr Leu Arg Asn Asp Lys Val He Glu Ala Leu Arg Asp Gly 
290 295 300 



Val Lys Arg Cys Cys Gin Leu Phe Arg Asn 
305 310 



<210> 513 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(936) 

<223> 
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<400> 513atg gag gtg aag aac tgc tgc atg gtg aca gag ttc ate ctt ttg gga 
Met Glu Val Lys Asn Cys Cys Met Val Thr Glu Phe He Leu Leu Gly t 



ate cca cac aca gag ggg ctg gag atg aca ctt ttt gtc tta ttc ttg 
He Pro His Thr Glu Gly Leu Glu Met Thr Leu Phe Val Leu Phe Leu 



96 



20 25 



30 



ccc ttc tat gee tgc act eta ctg gga aat gtg tct ate ctt gtt get 144 
Pro Phe Tyr Ala Cys Thr Leu Leu Gly Asn Val Ser He Leu Val Ala 

35 40 45 h 



gtt atg tct tct get cgc ctt cac aca cct atg tat ttc ttc ctg gga 192 
Val Met Ser Ser Ala Arg Leu His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 

aac ttg tct gtg ttt gac atg ggt ttc tec tea gtg act tgt ccc aaa 24 0 I 

Asn Leu Ser Val Phe Asp Met Gly Phe Ser Ser Val Thr Cys Pro Lys f. 

70 75 80 I 

3, 

atg ctg etc tac ctt atg ggg ctg age cga etc ate tec tac aaa gac 288 1 

Met Leu Leu Tyr Leu Met Gly Leu Ser Arg Leu He Ser Tyr Lys Asp ^ 
85 90 .95 

tgt gtc tgc cag ctt ttc ttc ttc cat ttc etc ggg age att gag tgc 336 
Cys Val Cys Gin Leu Phe Phe Phe His Phe Leu Gly Ser He Glu Cys 
100 105 110 

ttc ttg ttt acg gtg atg gcc tat gac cgc ttc act gee ate tgt tat 3 84 

Phe Leu Phe Thr Val Met Ala Tyr Asp Arg Phe Thr Ala He Cys Tyr 

115 120 125 ; 

cct ctg cga tac aca gtc ate atg aac cca agg ate tgt gtg gcc ctg 
Pro Leu Arg Tyr Thr Val He Met Asn Pro Arg He Cys Val Ala Leu 
130 135 140 

get gtg ggc aca tgg ctg tta ggg tgc att cat tec agt ate ttg acc 
Ala Val Gly Thr Trp Leu Leu Gly Cys He His Ser Ser He Leu Thr 

150 155 160 

tec etc acc ttc ace ttg cca tac tgt ggt ccc aat gaa gtg gat cac 
Ser Leu Thr Phe Thr Leu Pro Tyr Cys Gly Pro Asn Glu Val Asp His 
165 170 175 

ttc ttc tgt gac att cca gea ctg ttg ccc ttg gcc tgt get gac aca 
Phe Phe Cys Asp He Pro Ala Leu Leu Pro Leu Ala Cys Ala Asp Thr 
180 185 190 

tec tta gcc cag agg gtg age ttc acc aac gtt ggc etc ata tct ctt 
Ser Leu Ala Gin Arg Val Ser Phe Thr Asn Val Gly Leu He Ser Leu 
1^5 200 205 

gtc tgc ttt ctg eta att ctt tta tec tac act aga ate aca ata tct 
Val Cys Phe Leu Leu He Leu Leu Ser Tyr Thr Arg He Thr He Ser 
210 215 220 

ate tta age att cgt aca act gag ggc cgt cgc cgt gcc ttc tec acc 
He Leu Ser He Arg Thr Thr Glu Gly Arg Arg Arg Ala Phe Ser Thr 
225 230 235 240 



432 



480 



528 



576 



624 



672 



720 



767 
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tgc agt get cac etc att gcc ate etc tgt gee tat ggg ecc ate ate 768 
Cys Ser Ala His Leu lie Ala lie Leu Cys Ala Tyr Gly Pro lie lie 
245 250 255 

act gtc tac ctg cag ccc aca ccc aac ccc atg ctg gga acc gtg gta 816 
Thr Val Tyr Leu Gin Pro Thr Pro Asn Pro Met Leu Gly Thr Val Val 
260 265 270 

caa att etc atg aat ctg gta gga cca atg ctg aac cet ttg ate tat 864 
Gin lie Leu Met Asn Leu Val Gly Pro Met Leu Asn Pro Leu He Tyr 
275 280 285 

ace ttg agg aat aag gaa gta aaa aca gcc ctg aaa aca ata ttg cac 912 
Thr Leu Arg Asn Lys Glu Val Lys Thr Ala Leu Lys Thr He Leu His 
290 295 300 

agg aca ggc cat gtt cct gag agt tag 93 9 

Arg Thr Gly His Val Pro Glu Ser 

310 



305 




<210> 


514 


<211> 


312 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


514 



Met Glu Val Lys Asn Cys Cys Met Val Thr Glu Phe He Leu Leu Gly 
15 10 15 



He Pro His Thr Glu Gly Leu Glu Met Thr Leu Phe Val Leu Phe Leu 
20 25 30 



Pro Phe Tyr Ala Cys Thr Leu Leu Gly Asn Val Ser He Leu Val Ala 
35 40 45 



Val Met Ser Ser Ala Arg Leu His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 



Asn Leu Ser Val Phe Asp Met Gly Phe Ser Ser Val Thr Cys Pro Lys 
65 70 75 80 



Met Leu Leu Tyr Leu Met Gly Leu Ser Arg Leu He Ser Tyr Lys Asp 
85 90 95 



Cys Val Cys Gin Leu Phe Phe Phe His Phe Leu Gly Ser He Glu Cys 
100 105 110 



Phe Leu Phe Thr Val Met Ala Tyr Asp Arg Phe Thr Ala He Cys Tyr 
115 120 125 



Pro Leu Arg Tyr Thr Val He Met Asn Pro Arg He Cys Val Ala Leu 
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Ala Val Gly Thr Trp Leu Leu Gly Cys He His Ser Ser He Leu Tlir 

150 155 160 

Ser Leu Thr Phe Thr Leu Pro Tyr Cys Gly Pro Asn Glu Val Asp His 

170 

Phe Phe Cys Asp He Pro Ala Leu Leu Pro Leu Ala Cys Ala Asp Thr 
180 185 190 

Ser Leu Ala Gin Arg Val Ser Phe Thr Asn Val Gly Leu He Ser Leu 
195 200 205 

Val Cys Phe Leu Leu He Leu Leu Ser Tyr Thr Arg He Thr He Ser 
210 215 220 

He Leu Ser He Arg Thr Thr Glu Gly Arg Arg Arg Ala Phe Ser Thr 

230 235 240 

Cys Ser Ala His Leu He Ala He Leu Cys Ala Tyr Gly Pro He He 
245 250 255 

Thr Val Tyr Leu Gin Pro Thr Pro Asn Pro Met Leu Gly Thr Val Val 
260 265 270 

Gin He Leu Met Asn Leu Val Gly Pro Met Leu Asn Pro Leu He Tyr 
275 280 285 

Thr Leu Arg Asn Lys Glu Val Lys Thr Ala Leu Lys Thr He Leu His 
290 295 300 

Arg Thr Gly His Val Pro Glu Ser 
305 310 



<210> 515 

<211> 906 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(903) 

<223> 



<400> 515atg gaa ttt gtt ctt ttg ggg ttt tct 
48 

Met Glu Phe Val Leu Leu Gly Phe Ser Asp He Pro Asn Leu His Trp 



- 9at att ccc aat etc cac tgg 
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15 10 15 

atg ctt ttt agt ata ttt tta ctt atg tat ttg atg ate ctg atg tgc 
Met Leu Phe Ser He Phe Leu Leu Met Tyr Leu Met He Leu Met Cys 
20 25 30 

aat ggc ate ata ata eta eta ata aaa att cac ccc get etc cag act 
Asn Gly He He He Leu Leu He Lys He His Pro Ala Leu Gin Thr 
35 40 45 

ccc atg tat ttt ttt ctt age aat ttt tec ctt ttg gaa ate tgt tat 
Pro Met Tyr Phe Phe Leu Ser Asn Phe Ser Leu Leu Glu He Cys Tyr 
50 55 60 



tat ggc aaa att ate tec aac att ttg aaa ttg tea tea gcc aga gga 
Tyr Gly Lys He He Ser Asn He Leu Lys Leu Ser Ser Ala Arg Gly 
210 215 220 

aag get aaa gee tte tee ace tgc tea tct cac eta ata gtt gta ate 
Lys Ala Lys Ala Phe Ser Thr Cys Ser Ser His Leu He Val Val He 
225 230 235 240 

tta tte ttt gga gca ggt act ate act tat tta cag ccc aaa cca cat 
Leu Phe Phe Gly Ala Gly Thr He Thr Tyr Leu Gin Pro Lys Pro His 
245 250 255 



96 



144 



192 



gta aca ate att ate cca aga atg etc atg gac att tgg act cag aaa 240 
Val Thr He He He Pro Arg Met Leu Met Asp He Trp Thr Gin Lys 
65 70 75 80 

gga aat att tct ttg ttt get tgt get aca caa atg tgt ttt ttt ctt 288 
Gly Asn He Ser Leu Phe Ala Cys Ala Thr Gin Met Cys Phe Phe Leu 
85 90 95 

atg ctt gga ggc acg gag tgt etc ctt ctg aca gtg atg gcc tat gac 336 
Met Leu Gly Gly Thr Glu Cys Leu Leu Leu Thr Val Met Ala Tyr Asp 
100 105 110 

cgc tac gtg get att tgt aag ect ttg cag tat ect eta gtg atg aac 384 
Arg Tyr Val Ala He Cys Lys Pro Leu Gin Tyr Pro Leu Val Met Asn 
115 120 125 

cac aaa gtc tgc att cag ctg ata ata get tec tgg ace ate aca att 432 
His Lys Val Cys He Gin Leu He He Ala Ser Trp Thr He Thr He 
130 135 140 

ect gta gta att ggg gaa aca tgc caa att tte ctt ttg ccc ttt tgc 480 
Pro Val Val He Gly Glu Thr Cys Gin He Phe Leu Leu Pro Phe Cys 
145 150 155 160 

gga act aac aca att aat cat tte ttt tgt gac ate ccg cca ata etc 528 
Gly Thr Asn Thr He Asn His Phe Phe Cys Asp He Pro Pro He Leu 
165 170 175 

aag ctt get tgt gga aac ata ttt gtg aat gag ata aca gtc cat gta 576 
Lys Leu Ala Cys Gly Asn .He Phe Val Asn Glu He Thr Val His Val 
180 185 190 

gta gcg gtg gtg ttt ate acg gtg cca ttt ctg ttg att gtt gtc tct 624 
Val Ala Val Val Phe He Thr Val Pro Phe Leu Leu He Val Val Ser 
195 200 205 



672 



720 



768 
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cag ttt caa agg atg ggg aaa ctg att tct ctt ttc tac acc att ctg 
Gin Phe Gin Arg Met Gly hys Leu He Ser Leu Phe Tyr Thr He Leu 
260 265 270 



816 



att cca act ttg aat cct att ata tat acc ctg agg aac aaa gat ate 864 
He Pro Thr Leu Asn Pro He He Tyr Thr Leu Arg Asn Lys Asp He 
275 280 285 



atg gtg gca ttg aga aaa tta eta get aag tta tta aea tga 
Met Val Ala Leu Arg Lys Leu Leu Ala Lys Leu Leu Thr 
290 295 300 

<210> 516 

<211> 301 

<212> PRT 

<213> Homo Sapiens 

<400> 516 

Met Glu Phe Val Leu Leu Gly Phe Ser Asp He Pro Asn Leu His Trp 
15 10 15 

Met Leu Phe Ser He Phe Leu Leu Met Tyr Leu Met He Leu Met Cys 
20 25 30 

Asn Gly He He He Leu Leu He Lys He His Pro Ala Leu Gin Thr 
35 40 45 

Pro Met Tyr Phe Phe Leu Ser Asn Phe Ser Leu Leu Glu He Cys Tyr 
50 55 so 

Val Thr He He He Pro Arg Met Leu Met Asp He Trp Thr Gin Lys 
" 70 75 80 

Gly Asn He Ser Leu Phe Ala Cys Ala Thr Gin Met Cys Phe Phe Leu 
85 90 95 

Met Leu Gly Gly Thr Glu Cys Leu Leu Leu Thr Val Met Ala Tyr Asp 
100 105 110 

Arg Tyr Val Ala He Cys Lys Pro Leu Gin Tyr Pro Leu Val Met Asn 

120 125 

His Lys Val Cys He Gin Leu He He Ala Ser Trp Thr He Thr He 
130 135 140 

Pro Val Val He Gly Glu Thr Cys Gin He Phe Leu Leu Pro Phe Cvs 

150 155 160 

Gly Thr Asn Thr He Asn His Phe Phe Cys Asp He Pro Pro He Leu 
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175 



I»ys Leu Ala Cys Gly Asn lie Phe Val Asn Glu lie Thr Val His Val 
180 185 190 



Val Ala Val Val Phe lie Thr Val Pro Phe Leu Leu lie Val Val Ser 
195 200 205 



Tyr Gly Lys lie lie Ser Asn lie Leu Lys Leu Ser Ser Ala Arg Gly 
210 215 220 



Lys Ala Lys Ala Phe Ser Thr Cys Ser Ser His Leu lie Val Val He 
225 230 235 240 



Leu Phe Phe Gly Ala Gly Thr He Thr Tyr Leu Gin Pro Lys Pro His 
245 250 255 



Gin Phe Gin Arg Met Gly Lys Leu He Ser Leu Phe Tyr Thr lie Leu 
260 265 270 



He Pro Thr Leu Asn Pro He He Tyr Thr Leu Arg Asn Lys Asp He 
275 280 285 



Met Val Ala Leu Arg Lys Leu Leu Ala Lys Leu Leu Thr 
290 295 300 



<210> 517 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (I).. (936) 

<223> 

<400> 5l7atg aga ggc tgg aat cat aca ggt gca aag gaa ttc etc ctg gta ggg 
48 

Met Arg Gly Trp Asn His Thr Gly Ala Lys Glu Phe Leu Leu Val Gly 
15 10 15 



tta act gaa aat cct aat ttg cag ate cca etc ttt ttg ctt gtc act 

Leu Thr Glu Asn Pro Asn Leu Gin He Pro Leu Phe Leu Leu Val Thr 

20 25 30 

ctg att tat ttc ate act ttg ttg gat aat ttg ggt ata att att tta 

Leu He Tyr Phe He Thr Leu Leu Asp Asn Leu Gly He He He Leu 

35 40 45 

ate tgg tta aat gee eaa ctt eat act cca atg tac ttc ttc ctt ggc 

He Trp Leu Asn Ala Gin Leu His Thr Pro Met Tyr Phe Phe Leu Gly 



772 



96 



144 



192 
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50 55 60 

aac etc tec ttt tgt gat ate tgc tac tot act gtc ttt get cct aag 24 0 

Asn Leu Ser Phe Cys Asp lie Cys Tyr Ser Thr Val Phe Ala Pro Lys 
^5 70 75 



atg eta gtc aat ttc eta tea aaa cat aag tec agt aea ttt tct ggc 288 
Met Leu Val Asn Phe Leu Ser Lys His Lys Ser Ser Thr Phe Ser Gly 
85 90 95 

tgt gtt eta cag agt ttc cct ttt gca gta tat gta ace aca aag gac 336 
Cys Val Leu Gin Ser Phe Pro Phe Ala Val Tyr Val Thr Thr Lys Asp 
100 105 110 

att etc etg tec atg atg get tat gac cat tac gtg gee ata get aat 384 
lie Leu Leu Ser Met Met Ala Tyr Asp His Tyr Val Ala lie Ala Asn 
115 120 125 

ccc ttg ttg tat aca gtc att atg gee caa aaa gtt tgt att cag atg 432 
Pro Leu Leu Tyr Thr Val lie Met Ala Gin Lys Val Cys He Gin Met 

135 140 

T*"" ?f t"^ ^^'^ '^^'^ ""^^ ^''^ <=tg aca eae aca 480 

Val Leu Ala Ser Tyr Leu Gly Gly Leu He Asn Ser Leu Thr His Thr 

150 155 . 160 

ata ggt ttg etc aaa tta gac ttc tgt ggt cct aat att gtg aat eat 528 
He Gly Leu Leu Lys Leu Asp Phe Cys Gly Pro Asn He Val Asn His 
165 170 175 

tat ttc tgt gat gtt cct ect ctt etg agg ctt tct tge tct gat get 575 
Tyr Phe Cys Asp Val Pro Pro Leu Leu Arg Leu Ser Cys Ser Asp Ala 
180 185 190 

«f= Ti'' ^^"^ ""^^ '''''' ^^"^ ggg etc att gca atg 624 

His He Asn Glu Met Leu Pro Leu Val Phe Ser Gly Leu He Ala Met 
195 200 205 

ll'' ^^'^ 9tc att atg gtg tct tat ate tgc ate ate att gee 672 

Phe Thr Phe He Val He Met Val Ser Tyr He Cys He He He Ala 
210 215 220 

ate eag aga ate eat gca get gag gga agg tac aaa gee ttc tec act 
He Gin Arg He His Ala Ala Glu Gly Arg Tyr Lys Ala Phe Ser Thr 

230 235 240 

tgt gtc tec cac eta ace acg gtg acc tta ttc tat ggg tct gtt tct 
Cys Val Ser His Leu Thr Thr Val Thr Leu Phe Tyr Gly Ser Val Ser 
245 250 255 

ttt agt tat ate cag cca agt tct cag tat tec ttg gaa cag gag aag 
Phe Ser Tyr He Gin Pro Ser Ser Gin Tyr Ser Leu Glu Gin Glu Lys 
260 265 270 

gtc ttg get gtg ttt tat aea etg gtg ate ccc atg eta aac cca ctt 
Val Leu Ala Val Phe Tyr Thr Leu Val He Pro Met Leu Asn Pro Leu 
275 280 285 

att tat age etg aga aat aag gat gta aaa gat gca gee aaa agg ttg 912 
He Tyr Ser Leu Arg Asn Lys Asp Val Lys Asp Ala Ala Lys Arg Leu 
290 295 300 
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768 



816 



864 
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ata tgg tgg ggg aaa aac ccc act tga 939 
He Trp Trp Gly Lys Asn Pro Thr 

310 



305 




<210> 


518 


<211> 


312 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


518 


Met Arg Gly Trp Asn 


1 


5 



10 15 



Leu Thr Glu Asn Pro Asn Leu Gin He Pro Leu Phe Leu Leu Val Thr 
20 25 30 



Leu He Tyr Phe He Thr Leu Leu Asp Asn Leu Gly He He He Leu 
35 40 45 



He Trp Leu Asn Ala Gin Leu His Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 



Asn Leu Ser Phe Cys Asp He Cys Tyr Ser Thr Val Phe Ala Pro Lys 
65 70 75 80 



Met Leu Val Asn Phe Leu Ser Lys His Lys Ser Ser Thr Phe Ser Gly 
85 90 95 



Cys Val Leu Gin Ser Phe Pro Phe Ala Val Tyr Val Thr Thr Lys Asp 
100 105 HO 



He Leu Leu Ser Met Met Ala Tyr Asp His Tyr Val Ala He Ala Asn 
115 120 125 



Pro Leu Leu Tyr Thr Val He Met Ala Gin Lys Val Cys He Gin Met 
130 135 140 



Val Leu Ala Ser Tyr Leu Gly Gly Leu He Asn Ser Leu Thr His Thr 
145 150 155 160 



He Gly Leu Leu Lys Leu Asp Phe Cys Gly Pro Asn He Val Asn His 
165 170 175 



Tyr Phe Cys Asp Val Pro Pro Leu Leu Arg Leu Ser Cys Ser Asp Ala 
180 185 190 



His He Asn Glu Met Leu Pro Leu Val Phe Ser Gly Leu He Ala Met 
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2 05 



Phe Thr Phe He Val He Met Val Ser Tyr He Cys He He He Ala 
210 215 220 

He Gin Arg He His Ala Ala Glu Gly Arg Tyr Lys Ala Phe Ser Thr 

230 235 240 

Cys Val Ser His Leu Thr Thr Val Thr Leu Phe Tyr Gly Ser Val Ser 
245 250 255 

Phe Ser Tyr He Gin Pro Ser Ser Gin Tyr Ser, Leu Glu Gin Glu Lys 
260 265 270 

Val Leu Ala Val Phe Tyr Thr Leu Val He Pro Met Leu Asn Pro Leu 
275 280 285 

He Tyr Ser Leu Arg Asn Lys Asp Val Lys Asp Ala Ala Lys Arg Leu 
290 295 300 

He Trp Trp Gly Lys Asn Pro Thr 
305 



<210> 


519 




<211> 


933 




<212> 


DNA 




<213> 


Homo 


Sapiens 


<220> 






<221> 


CDS 




<222> 


(1) . . 


(930) 


<223> 







<400> SlSatg gac tgg gaa aat tgc tec tea tta act gat ttt ttt etc ttg gga 

Met Asp Trp Glu T^n Cys Ser Ser Leu Thr Asp Phe Phe Leu Leu Gly 
15 10 15 

att ace aat aac cca gag atg aaa gtg acc eta ttt get gta ttc ttg 96 
lie Thr Asn Asn Pro Glu Met Lys Val Thr Leu Phe Ala Val Phe Leu 
20 25 30 

111 t."" x^" ''''^ ^""^ 9tt tta 144 

Ala Val Tyr lie lie Asn Phe Ser Ala Asn Leu Gly Met He Val Leu 

35 40 45 



ate aga atg gat tae eaa ctt eac aca cca atg tat ttc ttc etc agt 
He Arg Met Asp Tyr Gin Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

oat etg tct ttc tgt gat etc tgc tat tct act gca act ggg ecc aag 
Has Leu Ser Phe Cys Asp Leu Cys Tyr Ser Thr Ala Thr Gly Pro Lys 



192 



240 
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65 



70 75 80 



atg acc tea ttg ttt tac acc ctt gtg gtt ccc atg ttg aac ccc ctg 
Met Thr Ser Leu Phe Tyr Thr Leu Val Val Pro Met Leu Asn Pro Leu 
275 280 285 

att tat age ctg agg aac aag gat gtg aaa gag gcc ctg aaa aaa ctg 
lie Tyr Ser Leu Arg Asn Lys Asp Val Lys Glu Ala Leu Lys Lys Leu 
290 295 300 

aaa aat gaa att tta ttt taa 
Lys Asn Glu He Leu Phe 
305 310 



288 



atg ctg gta gat eta ctt gcc aag aac aag tea ata ccc ttc tat ggc 
Met Leu Val Asp Leu Leu Ala Lys Asn Lys Ser He Pro Phe Tyr Gly 
85 90 95 

tgt get ctg caa ttc ttg gtc ttc tgt ate ttt gca gat tct gag tgt 336 
Cys Ala Leu Gin Phe Leu Val Phe Cys He Phe Ala Asp Ser Glu Cys 
100 105 110 

eta ctg ctg tea gtg atg gcc ttt gat egg tac aag gcc ate ate aac 384 
Leu Leu Leu Ser Val Met Ala Phe Asp Arg Tyr Lys Ala He He Asn 
115 120 125 

ccc ctg etc tat aca gtc aac atg tct age aga gtg tgc tat eta etc 432 
Pro Leu Leu Tyr Thr Val Asn Met Ser Ser Arg Val Cys Tyr Leu Leu 
130 135 140 

ttg act ggg gtt tat ctg gtg gga ata gca gat get ttg ata cat atg 
Leu Thr Gly Val Tyr Leu Val Gly He Ala Asp Ala Leu He His Met 
145 150 155 160 

aca ctg gcc ttc cge eta tgc ttc tgt ggg tct aat gag att aat cat 
Thr Leu Ala Phe Arg Leu Cys Phe Cys Gly Ser Asn Glu He Asn His 
165 170 175 

ttc ttc tgt gat ate cet cct etc tta tta etc tct tg'c tea gat aca 
Phe Phe Cys Asp He Pro Pro Leu Leu Leu Leu Ser Cys Ser Asp Thr 
180 185 190 



480 



528 



576 



cag gtc aat gag tta gtg tta ttc acc gtc ttt ggt ttt att gaa ctg 624 
Gin Val Asn Glu Leu Val Leu Phe Thr Val Phe Gly Phe He Glu Leu 
195 200 205 

agt ace att tea gga gtt ttc att tct tat tgt tat ate ate eta tea 672 
Ser Thr He Ser Gly Val Phe He Ser Tyr Cys Tyr He He Leu Ser 
210 215 220 

gtc ttg gag ata cac tct get gag ggg agg ttc aaa get etc tct aca 
Val Leu Glu He His Ser Ala Glu Gly Arg Phe Lys Ala Leu Ser Thr 
225 230 235 240 

tgc act tec cac tta tct gcg gtt gca att ttc cag gga act ctg etc 
Cys Thr Ser His Leu Ser Ala Val Ala He Phe Gin Gly Thr Leu Leu 
245 250 255 

ttt atg tat ttc egg eca agt tct tec tat tct eta gat caa gat aaa 816 
Phe Met Tyr Phe Arg Pro Ser Ser Ser Tyr Ser Leu Asp Gin Asp Lys 
260 265 270 
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768 



864 
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<210> 520 

<211> 310 

<212> PRT 

<213> Homo Sapiens 

<400> 520 

Met Asp Trp Glu Asn Cys Ser Ser Leu Thr Asp Phe Phe Leu Leu Gly 
15 10 15 

lie Thr Asn Asn Pro Glu Met Lys Val Thr Leu Phe Ala Val Phe Leu 
20 25 30 

Ala Val ryr lie lie Asn Phe Ser Ala Asn Leu Gly Met lie Val Leu 
35 40 45 . 

lie Arg Met Asp Tyr Gin Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 . 55 60 

His Leu Ser Phe Cys Asp Leu Cys lyr Ser Thr Ala Thr Gly Pro Lys 
" 70 75 80 

Met Leu Val Asp Leu Leu Ala Lys Asn Lys Ser He Pro Phe Tyr Gly 
85 90 95 

Cys Ala Leu Gin Phe Leu Val Phe Cys He Phe Ala Asp Ser Glu Cys 
100 105 no 

Leu Leu Leu. Ser Val Met Ala Phe Asp Arg Tyr Lys Ala He He Asn 

120 125 

Pro Leu Leu Tyr Thr Val Asn Met Ser Ser Arg Val Cys Tyr Leu Leu 
130 135 140 

Leu Thr Gly Val Tyr Leu Val Gly He Ala Asp Ala Leu He His Met 

150 155 160 

Thr Leu Ala Phe Arg Leu Cys Phe Cys Gly Ser Asn Glu He Asn His 
165 170 175 

Phe Phe Cys Asp He Pro Pro Leu Leu Leu Leu Ser Cys Ser Asp Thr 
180 185 190 

Gin Val Asn Glu Leu Val Leu Phe Thr Val Phe Gly Phe He Glu Leu 
195 200 205 

Ser Thr He Ser Gly Val Phe He Ser Tyrr Cys Tyr He He Leu Ser 
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220 
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Val Leu Glu lie His Ser Ala Glu Gly Arg Phe Lys Ala Leu Ser Thr 
225 230 235 240 



Cys Thr Ser His Leu Ser Ala Val Ala He Phe Gin Gly Thr Leu Leu 
245 250 255 



Phe Met Tyr Phe Arg Pro Ser Ser Ser Tyr Ser Leu Asp Gin Asp Lys 
260 265 270 



Met Thr Ser Leu Phe Tyr Thr Leu Val Val Pro Met Leu Asn Pro Leu 
275 280 285 



He Tyr Ser Leu Arg Asn Lys Asp Val Lys Glu Ala Leu Lys Lys Leu 
290 295 300 



Lys Asn Glu He Leu Phe 
305 310 



<210> 521 

<211> 981 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..{978) 

<223> 

<400> 521atg tea ggg ttg cct tea gat atg gat eta tac aag ctt caa tta aac 
48 

Met Ser Gly Leu Pro Ser Asp Met Asp Leu Tyr Lys Leu Gin Leu Asn 
15 10 15 



aat ttt act gaa gtc acc atg ttt ata tta ata age ttc aca gaa gaa 
Asn Phe Thr Glu Val Thr Met Phe He Leu He Ser Phe Thr Glu Glu 
20 25 30 

ttt gat gtg caa gtc ttc eta ttt tta tta ttt tta gca ate tat eta 
Phe Asp Val Gin Val Phe Leu Phe Leu Leu Phe Leu Ala He Tyr Leu 
35 40 45 



96 



144 



ttc act eta ata ggc aat tta ggg ctg gtt gta ccg ate att ggg gat 192 
Phe Thr Leu He Gly Asn Leu Gly Leu Val Val Pro He He Gly Asp 
50 55 60 

ttc tgg ctt cac age cca atg tac tat ttt ctt ggt gtt tta tea ttc 240 
Phe Trp Leu His Ser Pro Met Tyr Tyr Phe Leu Gly Val Leu Ser Phe 
65 70 75 80 



ttg gat gtc tgc tat tct aca gtt gtc act cca aaa atg ttg gtc aat 
Leu Asp Val Cys Tyr Ser Thr Val Val Thr Pro Lys Met Leu Val Asn 



288 



778 
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ttc ctg gca aaa aat aaa tct att tea ttt ctt gga tgt gca aca cag ' 336 
Phe Leu Ala Lys Asn Lys Ser He Ser Phe Leu Gly Cys Ala Thr Gin 
100 105 110 

atg ttt ctt get tgt act ttt gga acc aca gaa tgc ttt etc ttg get 
Met Phe Leu Ala Cys Thr Phe Gly Thr Thr Glu Cys Phe Leu Leu Ala 
115 120 125 

gca atg get tat gat cgc tat gta gcc ate tac aac cct etc ctg tat 
Ala Met Ala Tyr Asp Arg Tyr Val Ala He Tyr Asn Pro Leu Leu Tyr 



130 135 



140 



tea gtg age atg tea cec aga gtc tat gtg cca etc ate act get tec 
Ser Val Ser Met Ser Pro Arg Val Tyr Val Pro Leu He Thr Ala Ser 



145 150 



155 160 



tgg ttc ata aat aag tta tag 
Trp Phe He Asn Lys Leu 
325 



384 



432 



480 



tat gtt get age att tta cat get act ata eat aca gtg get aca ttt 
Tyr Val Ala Ser He Leu His Ala Thr He His Thr Val Ala Thr Phe 
165 170 175 

age ctg tec ttc tgt gga tec aat gaa att agg cat gtc ttt tgt aat 
Ser Leu Ser Phe Cys Gly Ser Asn Glu He Arg His Val Phe Cys Asn 
180 185 . 190 

atg cct cct ctg ctt get att tct tgt tct gae act cac gta ate cag 
Met Pro Pro Leu Leu Ala He Ser Cys Ser Asp Thr His Val He Gin 
135 200 205 

ctt eta ttc ttc tac ttt gtg gge tct att gag ata gtc act ate ctg 
Leu Leu Phe Phe Tyr Phe Val Gly Ser He Glu He Val Thr He Leu 
210 215 220 

att gtc ctg ate tee tat ggt ttt att ctg ttg gcc att ctg aag atg 
He Val Leu He Ser Tyr Gly Phe He Leu Leu Ala He Leu Lys Met 
225 230 235 240 

cag tct get gaa ggg agg aga aaa gtc ttc tct aca tgt gga get cac 
Gin Ser Ala Glu Gly Arg Arg Lys Val Phe Ser Thr Cys Gly Ala His 
245 250 255 

eta act gga gtg aca att tat eat ggg aca ate etc ttc atg tat gtg 
Leu Thr Gly Val Thr He Tyr His Gly Thr He Leu Phe Met Tyr Val 
260 265 270 

aga cca agt tec age tac act teg gae aat gac atg ata gtg tea ata 
Arg Pro Ser Ser Ser Tyr Thr Ser Asp Asn Asp Met He Val Ser He 
275 280 285 

ttt tat ace att gtg att ecc atg ctg aat ecc ate ate tac agt ttg 912 
Phe Tyr Thr He Val He Pro Met Leu Asn Pro He He Tyr Ser Leu 
290 295 300 

egg aac aaa gat gta aag gag gca ate aaa aga ttg ctt gtg aga aat 960 
Arg Asn Lys Asp Val Lys Glu Ala He Lys Arg Leu Leu Val Ara Asn 

310 315 320 



528 



576 



624 



672 



720 



768 



816 



864 



981 



779 
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<210> 522 

<211> 326 

<212> PRT 

<213> Homo Sapiens 

<400> 522 

Met Ser Gly Lexi Pro Ser Asp Met Asp Leu Tyr Lys Leu Gin Leu Asn 
15 10 15 



Asn Phe Thr Glu Val Thr Met Phe He Leu He Ser Phe Thr Glu Glu 
20 25 30 



Phe Asp Val Gin Val Phe Leu Phe Leu Leu Phe Leu Ala He Tyr Leu 
35 40 45 



Phe Thr Leu He Gly Asn Leu Gly Leu Val Val Pro He He Gly Asp 
50 55 60 



Phe Trp Leu His Ser Pro Met Tyr Tyr Phe Leu Gly Val Leu Ser Phe 
65 70 75 80 



Leu Asp Val Cys Tyr Ser Thr Val Val Thr Pro Lys Met Leu Val Asn 
85 90 95 



Phe Leu Ala Lys Asn Lys Ser He Ser Phe Leu Gly Cys Ala Thr Gin 
100 105 110 



Met Phe Leu Ala Cys Thr Phe Gly Thr Thr Glu Cys Phe Leu Leu Ala 
115 120 125 



Ala Met Ala Tyr Asp Arg Tyr Val Ala He Tyr Asn Pro Leu Leu Tyr 
130 135 140 



Ser Val Ser Met Ser Pro Arg Val Tyr Val Pro Leu He Thr Ala Ser 
145 150 155 160 



Tyr Val Ala Ser He Leu His Ala Thr He His Thr Val Ala Thr Phe 
165 170 175 



Ser Leu Ser Phe Cys Gly Ser Asn Glu He Arg His Val Phe Cys Asn 
180 185 190 



Met Pro Pro Leu Leu Ala He Ser Cys Ser Asp Thr His Val He Gin 
195 200 205 



Leu Leu Phe Phe Tyr Phe Val Gly Ser He Glu He Val Thr He Leu 
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lie Val Leu He Ser Tyr Gly Phe He Leu Leu Ala He Leu Lys Met 
225 230 235 240 

Gin Ser Ala Glu Gly Arg Arg Lys Val Phe Ser Thr Cys Gly Ala His 
245 250 255 

Leu Thr Gly Val Thr He Tyr His Gly Thr He Leu Phe Met Tyr Val 
260 265 270 

Arg Pro Ser Ser Ser Tyr Thr Ser Asp Asn Asp Met He Val Ser He 
275 280 285 

Phe Tyr Thr He Val He Pro Met Leu Asn Pro He He Tyr Ser Leu 
290 295 300 

Arg Asn Lys Asp Val Lys Glu Ala He Lys Arg Leu Leu Val Arg Asn 

310 315 320 

Trp Phe He Asn Lys Leu 
325 

<210> 523 
<211> 939 
<212> PNA 
<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(936) 

<223> 

<4ao> 523atg atg ggt aga agg aat aac aca aat gtg get gac ttc ate ctt atg 

Met Met Gly Arg Arg Asn Asn Thr Asn Val iMa Asp Phe He Leu Met 
^5 10 15 

gga ctg aca ctt tct gaa gag ate cag atg get ctg ttt atg eta ttt 96 
Gly Leu Thr Leu Ser Glu Glu He Gin Met Ala Leu Phe Met Leu Phe 
20 25 30 

etc etg ata tac eta att act atg ctg ggg aat gtg ggg atg ata ttg 144 
Leu Leu He Tyr Leu He Thr Met Leu Gly Asn Val Gly Met He Leu 
35 40 45 

ata ate egc etg gac etc cag ctt cae act cec atg tat ttt ttc ctt 192 
He He Arg Leu Asp Leu Gin Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

act cac ctg tea ttt att gac etc agt tac tea act gte gtc aca cet 240 
Thr His Leu Ser Phe He Asp Leu Ser Tyr Ser Thr Val Val Thr Pro 
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65 70 75 80 

aaa acc tta gcg aac tta ctg act tec aac tat att tec ttt acg ggc 288 
Lys Thr Leu Ala Asn Leu Leu Thr Ser Asn Tyr lie Ser Phe Thr Gly 
85 90 95 

tgc ttt gcc cag atg ttc ttt ttt gcc ttc ttg ggt act get gaa tgt 336 
Cys Phe Ala Glii Met Phe Phe Phe Ala Phe Leu Gly Thr Ala Glu Cys 
100 105 110 

tac ctt etc tec tea atg gcc tat gat cgc tat gca gcg ate tgc agt 3 84 

Tyr Leu Leu Ser Ser Met Ala Tyr Asp Arg Tyr Ala Ala lie Cys Ser 
115 120 125 

cct eta cac tac aca gtt att atg tec aaa agg etc tgc etc get etc 432 
Pro Leu His Tyr Thr Val lie Met Ser Lys Arg Leu Cys Leu Ala Leu 
130 135 140 

ate act ggg cet tat gtg att ggc ttt ata gac tee ttt gte aac gtg 4 80 

lie Thr Gly Pro Tyr Val lie Gly Phe lie Asp Ser Phe Val Asn Val 
145 150 155 160 

gtt tec atg age aga ttg eat ttc tgc gac tea aac gta att cat cac 528 
Val Ser Met Ser Arg Leu His Phe Cys Asp Ser Asn Val lie His His 
165 170 175 

ttt ttc tgt gac act tec cca att tta get ctg tec tgc act gat aca 576 
Phe Phe Cys Asp Thr Ser Pro lie Leu Ala Leu Ser Cys Thr Asp Thr 
180 185 190 

tac aac ace gaa ate etg ata ttc att att gtt ggt tee ace .ctg atg 624 
Tyr Asn Thr Glu lie Leu lie Phe lie lie Val Gly Ser Thr Leu Met 
195 200 205 



gtg tec ctt ttc aca ata tct gca tec tat gtg ttc att etc ttt acc 

Val Ser Leu Phe Thr lie Ser Ala Ser Tyr Val Phe He Leu Phe Thr 

210 215 220 

ate etg aaa att aat tee act tea gga aag cag aaa get ttc tct act 

He Leu Lys lie Asn Ser Thr Ser Gly Lys Gin Lys Ala Phe Ser Thr 

225 230 235 240 

tgc gte tct cat etc ttg gga' gte acc ate ttt tat age act ctg att 

Cys Val Ser His Leu Leu Gly Val Thr He Phe Tyr Ser Thr Leu He 

245 250 255 



gtg get tct gtt ttt tat act att gtg att cee atg etg aat cca etc 
Val Ala Ser Val Phe Tyr Thr He Val He Pro Met Leu Asn Pro Leu 
275 280 285 

att tat agt ctt aga aac aaa gag gtg aaa aat get gte ate aga gte 
He Tyr Ser Leu Arg Asn Lys Glu Val Lys Asn Ala Val He Arg Val 
290 295 300 

atg cag aga aga eag gac tec agg taa 
Met Gin Arg Arg Gin Asp Ser Arg 
305 310 



672 



720 



768 



ttt act tat tta aaa cca aga aag tct tat tec ttg gga aga gat caa 816 
Phe Thr Tyr Leu Lys Pro Arg Lys Ser Tyr Ser Leu Gly Arg Asp Gin 
260 265 270 



864 



912 



939 
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<210> 524 

<211> 312 

<212> PRT 

<213> Homo Sapiens 

<400> 524 

Met Met Gly Arg Arg Asn Asn Thr Asn Val Ala Asp Phe He Leu Met 
15 10 15 



Gly Leu Thr Leu Ser Glu Glu He Gin Met Ala Leu Phe Met Leu Phe 
20 25 30 



Leu Leu lie Tyr Leu He Thr Met Leu Gly Asn Val Gly Met He Leu 
35 40 45 



He He Arg Leu Asp Leu Gin Leu His Thr Pro Met Tyr Phe Phe Leu 
50 '55 60 



Thr His Leu Ser Phe He Asp Leu Ser Tyr Ser Thr Val Val Thr Pro 
65 70 75 80 



Lys Thr Leu Ala Asn Leu Leu Thr Ser Asn Tyr He Ser Phe. Thr Gly 
85 90 95 



Cys Phe Ala Gin Met Phe Phe Phe Ala Phe Leu Gly Thr Ala Glu Cys 
100 105 110 



Tyr Leu Leu Ser Ser Met Ala Tyr Asp Arg Tyr Ala Ala He Cys Ser 
115 120 125 



Pro Leu His Tyr Thr Val He Met Ser Lys Arg Leu Cys Leu Ala Leu 
130 135 140 



He Thr Gly Pro Tyr Val He Gly Phe He Asp Ser Phe Val Asn Val 
145 150 155 160 



Val Ser Met Ser Arg Leu His Phe Cys Asp Ser Asn Val He His His 
165 170 175 



Phe Phe Cys Asp Thr Ser Pro He Leu Ala Leu Ser Cys Thr Asp Thr 
180 185 190 



Tyr Asn Thr Glu He Leu He Phe He He Val Gly Ser Thr Leu Met 
195 200 205 



Val Ser Leu Phe Thr He Ser Ala Ser Tyr Val Phe He Leu Phe Thr 
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lie Leu Lys lie Asn Ser Thr Ser Gly Lys Gin Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Val Ser His Leu Leu Gly Val Thr lie Phe Tyr Ser Thr Leu He 
245 250 255 



Phe Thr Tyr Leu Lys Pro Arg Lys Ser Tyr Ser Leu Gly Arg Asp Gin 
260 265 270 



Val Ala Ser Val Phe Tyr Thr He Val He Pro Met Leu Asn Pro Leu 
275 280 285 



He Tyr Ser Leu Arg Asn Lys Glu Val Lys Asn Ala Val He Arg Val 
290 295 300 



Met Gin Arg Arg Gin Asp Ser Arg 
305 3X0 



<210> 525 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1) . . (936) 

<223> 

<400> 525atg atg ggt aga agg aat gac aca aat gtg get gac ttc ate ctt acg 
48 

Met Met Gly Arg Arg Asn Asp Thr Asn Val Ala Asp Phe He Leu Thr 
15 10 15 

gga ctg tea gac tct gaa gag gtc cag atg get etg ttt atg eta ttt 96 
Gly Leu Ser Asp Ser Glu Glu Val Gin Met Ala Leu Phe Met Leu Phe 
20 25 30 

cte etc ata tac eta att act atg ctg ggg aat gtg ggg atg eta ttg 144 
Leu Leu He Tyr Leu He Thr Met Leu Gly Asn Val Gly Met Leu Leu 
35 40 45 

ata ate cgc etg gac etc cag ctt cac act ccc atg tat ttt ttc ctt 192 
He He Arg Leu Asp Leu Gin Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 

act cac ctg tea ttt att gac etc agt tac tea act gtc gtc aca cct 240 
Thr His Leu Ser Phe He Asp Leu Ser Tyr Ser Thr Val Val Thr Pro 
65 70 75 80 

aaa acc tta gcg aac tta ctg act tec aac tat att tec ttc acg ggc 288 
Lys Thr Leu Ala Asn Leu Leu Thr Ser Asn Tyr He Ser Phe Thr Gly 
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85 90 95 

tgc ttt gcc cag atg ttc tgt ttt gtc ttc ttg ggt act get gaa tgt 

Cys Phe Ala Gin Met Phe Cys Phe Val Phe Leu Gly Thr Ala Glu Cys 
100 105 110 



336 



tat ctt etc tec tea atg gcc tat gat cgc tat gea gcg ate tgc agt 384 
Tyr Leu Leu Ser Ser Met Ala Tyr Asp Arg Tyr Ala Ala lie Cys Ser 
115 120 125 

cct eta cac tac aea gtt att atg tec aaa agg etc tgc etc get etc 432 
Pro Leu His Tyr Thr Val He Met Ser Lys Arg Leu Cys Leu Ala Leu 
130 135 140 

ate act ggg cct tat gtg att ggc ttt atg gac tec ttt gtc aat gtg 480 
He Thr Gly Pro Tyr Val He Gly Phe Met Asp Ser Phe Val Asn Val 
145 150 155 160 

gtt tee atg age aga ttg cat ttc tgt gac tea aae ata att cat cac 528 
Val Ser Met Ser Arg Leu His Phe Cys Asp Ser Asn He He His His 
165 170 175 

ttt ttc tgt gac act tec cca att tta get etg tec tgc act gac aea 576 
Phe Phe Cys Asp Thr Ser Pro He Leu Ala Leu Ser Cys Thr Asp Thr 
180 185 * . 190 

gac aae act gaa atg etg ata ttc att ate get ggt tec ace ctg atg 624 
Asp Asn Thr Glu Met Leu He Phe He He Ala Gly Ser Thr Leu Met 
195 200 205 

gtg tec ctt ate aca ata tet gea tec tat gtg tec att etc tct ace 672 
,Val Ser Leu He Thr He Ser Ala Ser Tyr Val Ser He Leu Ser Thr 
210 215 220 

ate ctg aaa att aat tec act tea gga aag cag aaa get ttc tct act 720 
He Leu Lys He Asn Ser Thr Ser Gly Lys Gin Lys Ala Phe Ser Thr 
225 230 235 240 

tgc gtc tet eat etc ttg gga gtc acc ate ttc tat gga act atg att 768 
Cys Val Ser His Leu Leu Gly Val Thr He Phe Tyr Gly Thr Met He 
245 250 255 

ttt act tac tta aag cca aga aag tct tat tec ttg gga aga gat caa 816 
Phe Thr Tyr Leu Lys Pro Arg Lys Ser Tyr Ser Leu Gly Arg Asp Gin 
260 265 270 

gtg get cct gtg ttt tat act att gtg att cec atg ctg aat cca etc 864 
Val Ala Pro Val Phe Tyr Thr He Val He Pro Met Leu Asn Pro Leu 
275 280 285 

att tat agt ctt aga aae aga gaa gtg aaa aat get etc att aga gtc 912 
He Tyr Ser Leu Arg Asn Arg Glu Val Lys Asn Ala Leu He Arg Val 
290 295 300 

atg cag aga aga cag gac tec agg tag 939 
Met Gin Arg Arg Gin Asp Ser Arg 
305 310 



<210> 526 
<211> 312 
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<212> PRT 

<213> Homo Sapiens 

<400> 526 

Met Met Gly Arg Arg Asn Asp Thr Asn Val Ala Asp Phe lie Leu Thr 
15 10 15 



Gly Leu Ser Asp Ser Glu Glu Val Gin Met Ala Leu Phe Met Leu Phe 
20 25 30 



Leu Leu lie Tyr Leu lie Thr Met Leu Gly Asn Val Gly Met Leu Leu 
35 40 45 



lie lie Arg Leu Asp Leu Gin Leu His Thr Pro Met Tyr Phe Phe Leu 
50 55 60 



Thr His Leu Ser Phe lie Asp Leu Ser Tyr Ser Thr Val Val Thr Pro 
65 70 75 80 



Lys Thr Leu Ala Asn Leu Leu Thr Ser Asn Tyr lie Ser Phe Thr Gly 
85 90 95 



Cys Phe Ala Gin Met Phe Cys Phe Val Phe Leu Gly Thr Ala Glu Cys 
100 105 110 



Tyr Leu Leu Ser Ser Met Ala Tyr Asp Arg Tyr TUa Ala lie Cys Ser 
115 120 125 



Pro Leu His Tyr Thr Val lie Met Ser Lys Arg Leu Cys Leu Ala Leu 
130 135 140 



lie Thr Gly Pro Tyr Val lie Gly Phe Met Asp Ser Phe Val Asn Val 
145 150 155 160 



Val Ser Met Ser Arg Leu His Phe Cys Asp Ser Asn lie lie His His 
165 170 175 



Phe Phe Cys Asp Thr Ser Pro lie Leu Ala Leu Ser Cys Thr Asp Thr 
180 185 190 



Asp Asn Thr Glu Met Leu lie Phe lie lie Ala Gly Ser Thr Leu Met 
195 200 205 



Val Ser Leu lie Thr lie Ser Ala Ser Tyr Val Ser lie Leu Ser Thr 
210 215 220 



lie Leu Lys lie Asn Ser Thr Ser Gly Lys Gin Lys Ala Phe Ser Thr 
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240 



Cys Val Ser His Leu Leu Gly Val Thr lie Phe Tyr Gly Thr Met He 
245 250 255 

Phe Thr Tyr Leu Lys Pro Arg Lys Ser Tyr Ser Leu Gly Arg Asp Gin 
260 265 270 

Val Ala Pro Val Phe Tyr Thr He Val He Pro Met Leu Asn Pro Leu 
275 280 285 

He Tyr Ser Leu Arg Asn Arg Glu Val Lys Asn Ala Leu He Arg Val 
290 295 300 

Met Gin Arg Arg Gin Asp Ser Arg 

310 



305 




<210> 


527 


<211> 


924 


<212> 


DNA 


<213> 


Homo Sapiens 


<220> 




<221> 


CDS . 


c222> 


(1) . . (921) 


<223> 





<400> 
48 



527atg ggc caa cac aat eta aca gtg eta aet gaa ttc att ctg atg gaa 

Met Gly Gin His Asn Leu Thr Val Leu Thr Glu Phe. He Leu Met Glu 
^ 5 10 



15 



etc aca agg egg cct gag ctg cag att ccc ctt ttt gga gtc ttc etc 
Leu Thr Arg Arg Pro Glu Leu Gin He Pro Leu Phe Gly Val Phe Leu 
20 25 30 

gtc ate tac eta ate aca gtg gtg ggc aac eta act atg ate att ttg 
Val He Tyr Leu He Thr Val Val Gly Asn Leu Thr Met He He Leu 
35 40 45 

ace aaa ctg gae tec cac tta cat aca cct atg tac ttt tct ate aga 
Thr Lys Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Ser He Arg 
50 55 60 

cat ttg get ttt gtt gat ctt ggt aat tct aet gtc att tgt ccc aag 
Has Leu Ala Phe Val Asp Leu Gly Asn Ser Thr Val He Cys Pro Lys 
^5 70 75 80 

gtg ctg gca aat ttt gtt gtg gat cga aat aet att tec tat tat gca 
Val Leu Ala Asn Phe Val Val Asp Arg Asn Thr He Ser Tyr Tyr Ala 
85 90 95 

tgt get gca cag ctg gca ttc ttc ctt atg ttc att ate agt gaa ttt 335 
Cys Ala Ala Gin Leu Ala Phe Phe Leu Met Phe He He Ser Glu Phe 



96 



144 



192 



240 



288 
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100 105 110 

ttc ate ctg tea gcc atg gcc tat gac cgc tat gtg gcc att tgt aac 384 
Phe He Leu Ser Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 
115 120 125 

cct ctg etc tat tat gtt att atg tct cag cga ctg tgt cat gta ctg 432 
Pro Leu Leu Tyr Tyr Val He Met Ser Gin Arg Leu Cys His Val Leu 
130 135 140 

gtg ggc att caa tat etc tac age aca ttt cag get ctg atg ttc act 480 
Val Gly He Gin Tyr Leu Tyr Ser Thr Phe Gin Ala Leu Met Phe Thr 
145 150 155 160 

att aag att ttt aea ttg aec ttc tgt ggc tct aat gtc ate agt cat 528 
He Lys He Phe Thr Leu Thr Phe Cys Gly Ser Asn Val He Ser His 
165 170 175 

ttt tac tgt gat gat gtt cct ttg eta cct atg ctt tgc tea aat gca 576 
Phe Tyr Cys Asp Asp Val Pro Leu Leu Pro Met Leu Cys Ser Asn Ala 
180 185 190 



cag gaa ata gaa ttg ttg age ata eta ttt tct gta ttt aat ttg ate 
Gin Glu He Glu Leu Leu Ser He Leu Phe Ser Val Phe Asn Leu He 
195 200 205 



624 



tec tec ttt ctg ata gtc tta gtg tec tac atg ttg att ttg tta get 672 
Ser Ser Phe Leu He Val Leu Val Ser Tyr Met Leu He Leu Leu Ala 
210 215 220 

ata tgt caa atg cat tct gca gag ggc agg aaa aag get ttc tec aca 720 
He Cys Gin Met His Ser Ala Glu Gly Arg Lys Lys Ala Phe Ser Thr 
225 230 235 240 

tgt ggt tee cat ttg aca gtg gtg gtt gtg ttc tat ggg tct eta etc 768 
Cys Gly Ser His Leu Thr Val Val Val Val Phe Tyr Gly Ser Leu Leu 
245 250 255 

ttc atg tac atg cag ccc aat tec act cac ttc ttt gat act gat aaa 816 
Phe Met Tyr Met Gin Pro Asn Ser Thr His Phe Phe Asp Thr Asp Lys 
260 265 270 

atg get tct gtg ttt tac act tta gta ate ccc atg ctt aac cct ttg 864 
Met Ala Ser Val Phe Tyr Thr Leu Val He Pro Met Leu Asn Pro Leu 
275 280 285 

att tac age tta aga aac gaa gag gtg aaa aat gcc ttc tat aag etc 912 
He Tyr Ser Leu Arg Asn Glu Glu Val Lys Asn Ala Phe Tyr Lys Leu 
290 295 300 

ttt gag aat tga 924 

Phe Glu Asn 

305 



<210> 528 

<211> 307 

<212> PRT 

<213> Homo Sapiens 

<400> 528 
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Met Gly Gin His Asn Leu Thr Val Leu Thr Glu Phe He Leu Met Glu 
^5 10 15 

Leu Thr Arg Arg Pro Glu Leu Gin He Pro Leu Phe Gly Val Phe Leu 
20 25 30 



Met lie He Leu 



Val He Tyr Leu He Thr Val Val Gly Asn Leu Thr 

35 40 45 

Thr Lys Leu Asp Ser His Leu His Thr Pro Met Tyr Phe Ser He Ara 
5° 55 60 

His Leu Ala Phe Val Asp Leu Gly Asn Ser Thr Val He Cys Pro Lys 

75 80 



Val Leu Ala Asn Phe Vai Val Asp Arg Asn Thr He Ser Tyr Tyr Ala 
85 90 95 

Cys Ala Ala Gin Leu Ala Phe Phe Leu Met Phe He He Ser Glu Phe 

105 110 

Phe He Leu Ser Ala Met Ala Tyr Asp Arg Tyr Val Ala He Cys Asn 
. 120 125 

Pro Leu Leu Tyr Tyr Val He Met Ser Gin Arg Leu Cys His Val Leu 
130 135 

yal Gly He Gin Tyr Leu Tyr Ser Thr Phe Gin Ala Leu Met Phe Thr 

150 155 ISO 

He Lys He Phe Thr Leu Thr Phe Cys Gly Ser Asn Val He Ser His 
165 170 175 

Phe Tyr Cys Asp Asp Val Pro Leu Leu Pro Met Leu Cys Ser Asn Ala 
180 185 190 

Gin Glu He Glu Leu Leu Ser He Leu Phe Ser Val Phe Asn Leu He 
155 200 205 

Ser Ser Phe Leu He Val Leu Val Ser Tyr Met Leu He Leu Leu Ala 
210 215 220 

He cys Gin Met His Ser Ala Glu Gly Arg Lys Lys Ala Phe Ser Thr 

230 235 240 

Cys Gly Ser His Leu Thr Val Val Val Val Phe Tyr Gly Ser Leu Leu 
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255 



Phe Met Tyr Met Gin Pro Asn Ser Thr His Phe Phe Asp Thr Asp Lys 
260 265 270 



Met Ala Ser Val Phe Tyr Thr Leu Val lie Pro Met Leu Asn Pro Leu 
275 280 285 



lie Tyr Ser Leu Arg Asn Glu Glu Val Lys Asn Ala Phe Tyr Lys Leu 
290 295 300 



Phe Glu Asn 
305 



<210> 529 

<211> 939 

<212> DNA 

<213> Homo Sapiens 

<220> 

<2 21> CDS 

<222> (1)..(936) 

<223> 



<4 00> 529atg get gat gat aat ttt aca gtt gtc act gag ttt att ctt ttg gga 
48 

Met Ala Asp Asp Asn 
1 5 

ttg aca gat cat get 
Leu Thr Asp His Ala 
20 

gtg att tac gcc att 
Val lie Tyr Ala He 
35 

ate caa ate acc tee 
He Gin He Thr Ser 
50 

tgt ctt tea ttt gtg 
Cys Leu Ser Phe Val 
65 

atg ctg gtg aac etc 
Met Leu Val Asn Leu 
85 

tgc atg gta eag eat 
Cys Met Val Gin His 
100 

ttc tta ctg tea gtg 
Phe Leu Leu Ser Val 



790 



Phe Thr Val Val Thr Glu Phe He Leu Leu Gly 

10 15 

gaa eta aaa get gtg ctt ttt gtg gtg ttc ctg 

Glu Leu Lys Ala Val Leu Phe Val Val Phe Leu 
25 30 

acc ttg ttg agg aat ctg gge atg ate etc tta 
Thr Leu Leu Arg Asn Leu Gly Met He Leu Leu 
40 45 



atg gcc tat gac cgc tat gtg gcc att gtg agt 
Met Ala Tyr Asp Arg Tyr Val Ala He Val Ser 



96 



144 



aaa etc cac aca cce atg tac ttt tta etc age 192 
Lys Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
55 60 

gat gcc tgc tat tea tet gca att gea cce aaa 240 
Asp Ala Cys Tyr Ser Ser Ala He Ala Pro Lys 
70 75 80 

ctg gtt gtg aag gea aca att tct ttc tet get 288 
Leu Val Val Lys Ala Thr He Ser Phe Ser Ala 
90 95 

ttg tgt ttc gga gtg ttc ate acc aca gaa ggc 336 
Leu Cys Phe Gly Val Phe He Thr Thr Glu Gly 
105 110 
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115 120 125 

ccc tfcg ctt tac act gta gcc atg tct gat aga aag tgt gtg gag ctt 432 
Pro Leu Leu Tyr Thr Val Ala Met Ser Asp Arg Lys Cys Val Glu Leu 
130 135 140 

gtc aca gga tea tgg ata ggt gga ata gtt aac aca tta ate cac aca 480 
Val Thr Gly Ser Trp lie Gly Gly lie Val Asn Thr Leu He His Thr 
145 150 155 160 

ate age ttg agg aga ctg tec ttt tgt agg eta aat get gte age cac 528 
He Ser Leu Arg Arg Leu Ser Phe Cys Arg Leu Asn Ala Val Ser His 
165 170 175 

ttc ttc tgt gac att cat tea ctg eta aag ctg tea tgt tct gac acc 576 
Phe Phe Cys Asp He Pro Ser Leu Leu Lys Leu Ser Cys Ser Asp Thr 
180 185 190 

tec atg aat gag ttg ttg ctg tta acc ttc tec gga gtc att gcc atg 624 
Ser Met Asn Glu Leu Leu Leu Leu Thr Phe Ser Gly Val lie Ala Met 
195 200 205 

gcc acc ttc ttg act gtg ate att tec tac ate ttc att get ttt get 672 
Ala Thr Phe Leu Thr Val He He Ser Tyr He Phe He Ala Phe Ala 
210 215 220 

age eta agg ate cac tea gca tea ggc aga cag caa gee ttc tee acc 720 
Ser Leu Arg He His Ser Ala Ser Gly Arg Gin Gin Ala Phe Ser Thr 
225 230 235 240 

tgt gcc tct cac ctg act get gtg acc ata ttc tat ggt ace tta ate 768 
Cys Ala Ser His Leu Thr Ala Val Thr He Phe Tyr Gly Thr Leu He 
245 250 255 

ttt age tac att cag cca age tec cag tat ttt gtg gaa caa gag aaa 816 
Phe Ser Tyr He Gin Pro Ser Ser Gin Tyr Phe Val Glu Gin Glu Lys 
260 265 270 

gtg gtt tct atg ttc tat aeg eta ggg att ccc atg tta aac ctg ttg 864 
Val Val Ser Met Phe Tyr Thr Leu Gly He Pro Met Leu Asn Leu Leu 
275 280 285 

ata cac agt ttg aga aac aag gac gta aag gag gca gtg aaa agg gee 912 
He His Ser Leu Arg Asn Lys Asp Val Lys Glu Ala Val Lys Arg Ala 
290 295 300 



ata gaa atg aaa cat ttc etc tgt taa 
He Glu Met Lys His Phe Leu Cys 
305 310 



939 



<210> 530 

<211> 312 

<212> PRT 

<213> Homo Sapiens 



<400> 530 

Met Ala Asp Asp Asn Phe Thr Val Val Thr Glu Phe He Leu Leu Gly 
^5 10 15 
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Leu Thr Asp His Ala Glu Leu Lys Ala Val Leu Phe Val Val Phe Leu 
20 25 30 



Val lie Tyr Ala lie Thr Leu Leu Arg Asn Leu Gly Met lie Leu Leu 
35 40 45 



lie Gin lie Thr Ser Lys Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 60 



Cys Leu Ser Phe Val Asp Ala Cys Tyr Ser Ser Ala lie Ala Pro Lys 
65 70 75 80 



Met Leu Val Asn Leu Leu Val Val Lys Ala Thr lie Ser Phe Ser Ala 
85 90 95 



Cys Met Val Gin His Leu Cys Phe Gly Val Phe lie Thr Thr Glu Gly 
100 105 110 



Phe Leu Leu Ser Val Met Ala Tyr Asp Arg Tyr Val Ala lie Val Ser 
115 120 12,5 



Pro Leu Leu Tyr Thr Val Ala Met Ser Asp Arg Lys Cys Val Glu Leu 
130 135 140 



Val Thr Gly Ser Trp lie Gly Gly lie Val Asn Thr Leu lie His Thr 
145 150 155 160 



lie Ser Leu Arg Arg Leu Ser Phe Cys Arg Leu Asn Ala Val Ser His 
165 170 175 



Phe Phe Cys Asp lie Pro Ser Leu Leu Lys Leu Ser Cys Ser Asp Thr 
180 185 190 



Ser Met Asn Glu Leu Leu Leu Leu Thr Phe Ser Gly Val lie Ala Met 
195 200 205 



Ala Thr Phe Leu Thr Val He He Ser Tyr He Phe He Ala Phe Ala 
210 215 220 



Ser Leu Arg He His Ser Ala Ser *Gly Arg Gin Gin Ala Phe Ser Thr 
225 230 235 240 



Cys Ala Ser His Leu Thr Ala Val Thr He Phe Tyr Gly Thr Leu He 
245 250 255 



Phe Ser Tyr He Gin Pro Ser Ser Gin Tyr Phe Val Glu Gin Glu Lys 
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260 265 270 

Val Val Ser Met Phe Tyr Thr Leu Gly He Pro Met Leu Asn Leu Leu 
275 280 285 

He His Ser Leu Arg Asn Lys Asp Val Lys Glu Ala Val Lys Arg Ala 
290 295 300 

He Glu Met Lys His Phe Leu Cys 
305 310 



<210> 531 

<211> 948 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(945) 

<223> 



<400> 
48 



531atg ttg tec cca aac cac acc ata gtg aca gaa ttc att etc tta gga 

Met Leu Ser Pro Asn His Thr He Val Thr Glu Phe He Leu Leu Gly 
1 5 10 



15 



ctg aca gac gac cca gtg eta gag aag ate ctg ttt ggg gtg ttc ctg 
Leu Thr Asp Asp Pro Val Leu Glu Lys He Leu Phe Gly Val Phe Leu 
20 25 30 

gcg ate tac eta ate aca ctg gca ggc aac ctg tgc atg ate ctg eta 
Ala He Tyr Leu He Thr Leu Ala Gly Asn Leu Cys Met He Leu Leu 
35 40 45 

ate agg aec aat tec caa ctg eaa aca ccc atg tat ttc ttc ett ggt 192 
He Arg Thr Asn Ser Gin Leu Gin Thr Pro Met Tyr Phe Phe Leu Glv 
50 55 60 ^ 



96 



144 



cac etc tec ttt gta gac att tgc tat tet tec aat gtt act cca aat 
His Leu Ser Phe Val Asp He Cys Tyr Ser Ser Asn Val Thr Pro Asn 

70 75 80 



atg ctg cac aat ttc etc tea gaa cag aag aec ate tec tac get gga 
Met Leu His Asn Phe Leu Ser Glu Gin Lys Thr He Ser Tyr Ala Gly 
85 90 95 

tgc ttc aca cag tgt ett etc ttc ate gcc eta gtg ate act gag ttt 
Cys Phe Thr Gin Cys Leu Leu Phe He Ala Leu Val He Thr Glu Phe 

105 110 

tac ttc ett get tea atg gca ttg gat cge tat gta gee att tgc age 
Tyr Phe Leu Ala Ser Met Ala Leu Asp Arg Tyr Val Ala He Cys Ser 

120 125 

ect tta eat tac agt tec agg atg tec aag aac att tgc ate tet ctg 
Pro Leu His Tyr Ser Ser Arg Met Ser Lys Asn He Cys He Ser Leu 



240 



288 



336 



384 



432 
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130 135 140 

gtc act gtg cct tac atg tat ggc ttc ctt aat ggg etc tct cag aca 480 
Val Thr Val Pro Tyr Met Tyr Gly Phe Leu Asn Gly Leu Ser Gin Thr 
145 150 155 160 

ctg ctg acc ttt cac tta tec ttc tgt ggc tec ctt gaa ate aat cat 528 . 

Leu Leu Thr Phe His Leu Ser Phe Cys Gly Ser Leu Glu lie Asn His 
165 170 175 

ttc tac tgc get gat cct cct ctt ate atg ctg gee tgc tct gac acc 576 
Phe Tyr Cys Ala Asp Pro Pro Leu lie Met Leu Ala Cys Ser Asp Thr 
180 185 190 

cgt gtc aaa aag atg gca atg ttt gta gtt gca ggc ttt act etc tea 624 
Arg Val Lys Lys Met Ala Met Phe Val Val Ala Gly Phe Thr Leu Ser 
195 200 205 

age tct etc ttc ate att ctt ctg tec tat ctt ttc att ttt gca gcg 672 
Ser Ser Leu Phe lie lie Leu Leu Ser Tyr Leu Phe lie Phe Ala Ala 
210 215 220 



ate ttc agg ate cgt tct get gaa ggc agg cac aaa gee ttt tct acg 
lie Phe Arg lie Arg Ser Ala Glu Gly Arg His Lys Ala Phe Ser Thr 
225 230 235 240 

tgt get tec cac ctg aca ata gtc act ttg ttt tat gga acc etc ttc 
Cys Ala ser His Leu Thr lie Val Thr Leu Phe Tyr Gly Thr Leu Phe 
245 250 255 



720 



768 



tgc atg tac gta agg cct cca tea gag aag tct gta gag gag tec aaa 816 
Cys Met Tyr Val Arg Pro Pro Ser Glu Lys Ser Val Glu Glu Ser Lys 
260 265 270 



ata att gca gtc ttt tat act ttt ttg age cca atg ctg aac cca ttg 
lie lie Ala Val Phe Tyr Thr Phe Leu Ser Pro Met Leu Asn Pro Leu 
275 280 285 



864 



ate tat age eta egg aac aga gat gta ate ctt gee ata caa caa atg 912 
lie Tyr Ser Leu Arg Asn Arg Asp Val lie Leu Ala lie Gin Gin Met 
290 295 300 

att agg gga aaa tee ttt tgt aaa att gca gtt tag 948 
lie Arg Gly Lys Ser Phe Cys Lys lie Ala Val 

310 315 



305 




<210> 


532 


<211> 


315 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


532 



Met Leu Ser Pro Asn His Thr lie Val Thr Glu Phe lie Leu Leu Gly 
15 10 15 



Leu Thr Asp Asp Pro Val Leu Glu Lys He Leu Phe Gly Val Phe Leu 
20 25 30 



794 



BNSDOCID: <WO_0224726A2_I_> 



wo 02/24726 PCT/BEOl/00162 

Ala lie Tyr Leu He Thr Leu Ala Gly Asn Leu Cys Met He Leu Leu 
35 40 45 

He Arg Thr Asn Ser Gin Leu Gin Thr Pro Met Tyr Phe Phe Leu Gly 
50 55 60 

His Leu Ser Phe Val Asp He Cys Tyr Ser Ser Asn Val Thr Pro Asn 
^5 70 75 80 

Met Leu His Asn Phe Leu Ser Glu Gin Lys Thr He Ser Tyr Ala Gly 
85 90 95 

Cys Phe Thr Gin Cys Leu Leu Phe He Ala Leu Val He Thr Glu Phe 
100 105 110 . 

Tyr Phe Leu Ala Ser Met Ala Leu Asp Arg Tyr Val Ala He Cys Ser 
115 120 125 

Pro Leu His Tyr Ser Ser Arg Met Ser Lys Asn He Cys He Ser Leu 
130 135 140 

Val Thr Val Pro Tyr Met Tyr Gly Phe Leu Asn Gly Leu Ser Gin Thr 
145 150 155 160 

Leu Leu Thr Phe His Leu Ser Phe Cys Gly Ser Leu Glu He Asn His 
165 170 175 

Phe Tyr Cys Ala Asp Pro Pro Leu He Met Leu Ala Cys Ser Asp Thr 
180 185 190 

Arg Val Lys Lys Met Ala Met Phe Val Val Ala Gly Phe Thr Leu Ser 
195 200 205 

Ser Ser Leu Phe He He Leu Leu Ser Tyr Leu Phe He Phe Ala Ala 
210 215 220 

He Phe Arg He Arg Ser Ala Glu Gly Arg His Lys Ala Phe Ser Thr 
225 230 235 240 

Cys Ala Ser His Leu Thr He Val Thr Leu Phe Tyr Gly Thr Leu Phe 
245 250 255 

Cys Met Tyr Val Arg Pro Pro Ser Glu Lys Ser Val Glu Glu Ser Lys 
260 265 270 

He He Ala Val Phe Tyr Thr Phe Leu Ser Pro Met Leu Asn Pro Leu 
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275 280 285 

lie Tyr Ser Leu Arg Asn Arg Asp Val lie Leu Ala He Gin Gin Met 
290 295 300 

He Arg Gly Lys Ser Phe Cys Lys He Ala Val 
305 310 315 



<210> 533 

<211> 936 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 



<400> 533atg gtg tgg gaa aac cag acc ttc aac tec ate ttc ate ctg ctg gga 
48 

Met Val Trp Glu Asn Gin Thr Phe Asn Ser He Phe He Leu Leu Gly 
15 10 15 

ate ttc aat cac agt ccc acc cac acc ttc ctt ttt tct ctg gtc ctg 96 
He Phe Asn His Ser Pro Thr His Thr Phe Leu Phe Ser Leu Val Leu 
20 25 30 

ggc ate ttc tea ctg gca ttg atg gaa aajt att tec atg gtt etc etc 144 
Gly He Phe Ser Leu Ala Leu Met Glu Asn He Ser Met Val Leu Leu 
35 40 45 



ate tac ata gag aaa cag etc cac acc ccc atg tac ttc etc etc agt 
He Tyr He Glu Lys Gin Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 60 

caa ctg tec ctt atg gac etc atg etc ate tgc acc act eta ccc aag 
Gin Leu Ser Leu Met Asp Leu Met Leu He Cys Thr Thr Leu Pro Lys 
65 70 75 80 



192 



240 



atg ate ttc age tac ttg tct ggg aag aaa tct ate tct ctg gca ggt 288 

Met He Phe Ser Tyr Leu Ser Gly Lys Lys Ser He Ser Leu Ala Gly 
85 90 95 

tgt gga act cag ata ttc ttc tat gtg tec ctg ctt gga get gaa tgt 336 

Cys Gly Thr Gin He Phe Phe Tyr Val Ser Leu Leu Gly Ala Glu Cys 
100 105 110 

ttc ttg ttg get gtc atg get tat gac cgc tat gtg get ata tgt cac 384 

Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys His 
115 120 125 

ect ctt cag tac acc ate etc atg aat ccg aaa etc tgt gtc ttc atg 432 

Pro Leu Gin Tyr Thr He Leu Met Asn Pro Lys Leu Cys Val Phe Met 

130 135 140 

act gtt get tec tgg acc ttg ggg tct ctt gat ggg ate ata gtg ctt 480 

Thr Val Ala Ser Trp Thr Leu Gly Ser Leu Asp Gly He He Val Leu 



* - I: 



3 



<222> (1) . . (933) -4 
<223> 
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ISO 155 

?f w*'^' """^ '"'^ "^^^ '^a^ ^9*= ^^'^a 9«« "t cac 528 

Ala Ala Val Leu Ser Phe Ser Tyr Cys Ser Ser Leu Glu He His His 
165 170 175 

ttt ttc tgt gat gtt get gcc ctt tta cct eta tec tge aea gaa aea 
Phe Phe Cys Asp Val Ala Ala Leu Leu Pro Leu Ser Cys Thr Glu Thr 
180 185 190 

tct gca ttt gaa aga eta ctt gtc att tgt tgt gtg gta atg eta ate 
Ser Ala Phe Glu Arg Leu Leu Val He Cys Cys Val Val Met Leu He 
195 200 205 

ttt cca gtt tea gtt ate ata ctt tee tat tec eat gtc ctt cqa qcc 
Phe Pro Val Ser Val He He Leu Ser Tyr Ser His Val Leu Arg Ala 
210 215 220 

gtc ate cae atg gge tct ggg gaa agt cgt egc aag gcc ttc act acc 
Val He His Met Gly Ser Gly Glu Ser Arg Arg Lys Ala Phe Thr Thr 
225 230 235 240 

tge tec tec cac etg tct gtg gtc gga etc tae tae ggt get get atg 
Cys Ser Ser His Leu Ser Val Val Gly Leu Tyr Tyr Gly Ala Ala Met 
245 250 , 255 

ttc atg tae atg aga cca get tct aaa eat acg cea gac cag gac aag 
Phe Met Tyr Met Arg Pro Ala -Ser Lys His Thr Pro Asp Gin Asp Lys 
260 265 270 

atg gtg teg gcc ttc tac act att etc ace cct atg ctg aac cct etc 
Met Val Ser Ala Phe lyr Thr He Leu Thr Pro Met Leu Asn Pro Leu 
275 280 285 

att tat age etc cgc aae aaa gaa gtg ttc agg gca eta cag aag gta 
He Tyr Ser Leu Arg Asn Lys Glu Val Phe Arg Ala Leu Gin Lys Val 
290 295 300 

ctg aag aaa aga aag tta ata tga 
Leu Lys Lys Arg Lys Leu He 
305 310 ■ 

<210> 534 

<211> 311 

<212> PRT 

<213> Homo Sapiens 

<400> 534 

Met Val Trp Glu Asn Gin Thr Phe Asn Ser He Phe He Leu Leu Gly 
1 5 10 15 

He Phe Asn His Ser Pro Thr His Thr Phe Leu Phe Ser Leu Val Leu 
20 25 30 

Gly He Phe Ser Leu Ala Leu Met Glu Asn He Ser Met Val Leu Leu 
35 40 45 



576 



624 



672 



720 



768 



816 



864 



912 



936 
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lie Tyr He Glu Lys Gin Leu His Thr Pro Met Tyr Phe I*eu Leu Ser 
50 55 SO 

Gin Leu Ser Leu Met Asp Leu Met Leu He Cys Thr Thr Leu Pro Lys 
65 70 75 80 

Met He Phe Ser Tyr Leu Ser Gly Lys Lys Ser He Ser Leu Ala Gly 
85 90 95 

Cys Gly Thr Gin He Phe Phe Tyr Val Ser Leu Leu Gly Ala Glu Cys 
100 105 110 

Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Val Ala He Cys His 
115 120 125 

Pro Leu Gin Tyr Thr He Leu Met Asn Pro Lys Leu Cys Val Phe Met 
130 135 140 

Thr Val Ala Ser Trp Thr Leu Gly Ser Leu Asp Gly He He Val Leu 
145 150 155 160 

Ala Ala Val Leu Ser Phe Ser Tyr Cys Ser Ser Leu Glu He His His 
165 170 175 

Phe Phe Cys Asp Val Ala Ala Leu Leu Pro Leu Ser Cys Thr Glu Thr 
180 185 190 

Ser Ala Phe Glu Arg Leu Leu Val He Cys Cys Val Val Met Leu He 
195 200 205 

Phe Pro Val Ser Val He He Leu Ser Tyr Ser His Val Leu Arg Ala 
210 215 220 

Val He His Met Gly Ser Gly Glu Ser Arg Arg Lys Ala Phe Thr Thr 
225 230 235 240 

' Cys Ser Ser His Leu Ser Val Val Gly Leu Tyr Tyr Gly Ala Ala Met 
245 250 255 

Phe Met Tyr Met Arg Pro Ala Ser Lys His Thr Pro Asp Gin Asp Lys 
260 265 270 

Met Val Ser Ala Phe Tyr Thr He Leu Thr Pro Met Leu Asn Pro Leu 
275 280 285 

He Tyr Ser Leu Arg Asn Lys Glu Val Phe Arg Ala Leu Gin Lys Val 
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290 



295 



300 



PCT/BEOl/00162 



Leu Lys Lys Arg Lys Leu lie 
305 310 



<210> 535 

<211> 939 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> CDS 

<222> (1)..(936) 

<223> 



<400> 
48 



535atg gca agg gag aat teg acc ttc aac tec gac ttc ate etc ctg gga 



Met Ala Arg GIu Asn Ser Thr Phe Asn Ser Asp Phe He Leu Leu Gly 
3-5 10 15 

ate ttc aat cac age ccc ace cac acc ttc etc ttc ttt ctg gtc ctg 
He Phe Asn His Ser Pro Thr His Thr Phe Leu Phe Phe Leu Val Leu 



20 25 



30 



gcc ate ttt tea gtg gee ttc atg gga aac tct gtc atg gtt etc etc 
Ala He Phe Ser Val Ala Phe Met Gly Asn Ser Val Met Val Leu Leu 



96 



144 



35 40 



45 



192 



240 



288 



ate tae ctg gac acc cag etc cac acc ccc atg tac etc etc etc age 
He Tyr Leu Asp Thr Gin Leu His Thr Pro Met Tyr Leu Leu Leu Ser 
50 55 60 

caa ctg tee etc atg gac etc atg etc ate tgc ace ace gta ccc aag 
Gin Leu Ser Leu Met Asp Leu Met Leu He Cys Thr Thr Val Pro Lys 
" 70 75 80 

atg gee ttc aac tac ctg tct ggc age aag tec att tct atg get ggt 
Met Ala Phe Asn Tyr Leu Ser Gly Ser Lys Ser He Ser Met Ala Gly 
85 90 95 

tgt gcc aca caa att ttc ttc tat aca tea ctg ett ggc tct gag tgc 336 
Cys Ala Thr Gin He Phe Phe Tyr Thr Ser Leu Leu Gly Ser Glu Cys 
100 105 110 

ttt ett ttg get gtt atg get tat gac cge tac act gee att tgc cac 384 
Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Thr Ala He Cys His 

120 125 

cct eta aga tac ace aat etc atg age cct aaa att tgt gga ett atg 
Pro Leu Arg Tyr Thr Asn Leu Met Ser Pro Lys He Cys Gly Leu Met 
130 135 

act gcc ttt tec tgg ate ctg ggc tct aeg gat gga att att gat gtt 
Thr Ala Phe Ser Trp He Leu Gly Ser Thr Asp Gly He He Asp Val 

150 155 160 

gta gca aca ttt tec ttc tec tac tgt ggg tct egg gaa ata gcc cac 
Val Ala Thr Phe Ser Phe Ser Tyr Cys Gly Ser Arg Glu He Ala His 



432 



480 



528 
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165 170 175 

ttc ttc tgt gac ttc ccc tec eta eta ate etc tea tgc agt gac aca 
Phe Phe Cys Asp Phe Pro Ser Leu Leu lie Leu Ser Cys Ser Asp Thr 
180 185 190 

tea ata ttt gaa aag att ctt ttc ate tgc tgt ata gta atg att gtt 
Ser lie Phe Glu Lys He Leu Phe He Cys Cys He Val Met He Val 
195 200 205 

ttc cet gtt gea ate ate att get tec tat get ega gtt ate etg get 
Phe Pro Val Ala He He He Ala Ser Tyr Ala Arg Val He Leu Ala 
210 215 220 

gtc att cac atg gga tct gga gag ggt cgt egc aaa get ttt act act 
Val He His Met Gly Ser Gly Glu Gly Arg Arg Lys Ala Phe Thr Thr 
225 230 235 240 

tgt tec tct cac etc ttg gtg gtg gga atg tae tat gga gca get ttg 
Cys Ser Ser His Leu Leu Val Val Gly Met Tyr Tyr Gly Ala Ala Leu 
245 250 255 

ttc atg tae ata egg ccc aca tct gat egc tec cea aca cag gac aag 
Phe Met Tyr He Arg Pro Thr Ser Asp Arg Ser Pro Thr Gin Asp Lys 
260 265 270 

atg gtg tct gta ttc tac acc ate etc act ccc atg ttg aat ccc etc 
Met Val ser Val Phe Tyr Thr He Leu Thr Pro Met Leu Asn Pro Leu 
275 280 285 

ate tac age etc egc aac aag gag gtg acc aga gea ttc atg aag ate 
He Tyr Ser Leu Arg Asn Lys Glu Val Thr Arg Ala Phe Met Lys He 
290 295 300 



576 



624 



672 



720 



768 



816 



864 



912 



tta gga aag ggc aag tct gga gag tga 939 
Leu Gly Lys Gly Lys Ser Gly Glu 
305 310 



<210> 536 

<211> 312 

<212> PRT 

<213> Homo Sapiens 

<400> 536 

Met Ala Arg Glu Asn Ser Thr Phe Asn Ser Asp Phe He Leu Leu Gly 
15 10 15 



He Phe Asn His Ser Pro Thr His Thr Phe Leu Phe Phe Leu Val Leu 
20 25 30 



Ala He Phe Ser Val Ala Phe Met Gly Asn Ser Val Met Val Leu Leu 
35 40 45 



He Tyr Leu Asp Thr Gin Leu His Thr Pro Met Tyr Leu Leu Leu Ser 
50 55 60 
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Gin Leu Ser Leu Met Asp Leu Met Leu lie Cys Thr Thr Val Pro Lvs 
" 70 75 80 

Met Ala Phe Asn Tyr Leu Ser Gly Ser Lys Ser lie Ser Met Ala Gly 
85 . 90 95 

Cys Ala Thr Gin He Phe Phe Tyr Thr Ser Leu Leu Gly Ser Glu Cys 
100 105 110 

Phe Leu Leu Ala Val Met Ala Tyr Asp Arg Tyr Thr Ala He Cys His 
115 120 125 

Pro Leu Arg Tyr Thr Asn Leu Met Ser Pro Lys He Cys Gly Leu Met 
130 135 140 

Thr Ala Phe Ser Trp He Leu Gly Ser Thr Asp Gly He He Asp Val 
. 150 155 160 

Val Ala Thr Phe Ser Phe Ser Tyr Cys Gly Ser Arg Glu He Ala His 
165 170 ■ 175 

Phe Phe Cys Asp Phe Pro Ser Leu Leu He Leu Ser Cys Ser Asp Thr 
180 185 190 

Ser He Phe Glu Lys He Leu Phe He Cys Cys He Val Met He Val 
195 200 205 

Phe Pro Val Ala He He He Ala Ser Tyr Ala Arg Val He Leu Ala 
2X0 215 220 

Val He His Met Gly Ser Gly Glu Gly Arg Arg Lys Ala Phe Thr Thr 
225 230 235 240 

Cys Ser Ser His Leu Leu Val Val Gly Met Tyr Tyr Gly Ala Ala Leu 
245 250 255 

Phe Met Tyr He Arg Pro Thr Ser Asp Arg Ser Pro Thr Gin Asp Lys 
260 265 270 

Met Val Ser Val Phe Tyr Thr He Leu Thr Pro Met Leu Asn Pro Leu 
275 280 285 

He Tyr Ser Leu Arg Asn Lys Glu Val Thr Arg Ala Phe Met Lys He 
290 295 300 

Leu Gly Lys Gly Lys Ser Gly Glu 
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305 310 



PCT/BEOl/00162 



<210> 537 

<211> 963 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(960) 

<223> 



<400> 537atg gag atg aga aat act acc cca gat ttt att etc eta gga etc ttt 
48 

Met Glu Met Arg Asn Thr Thr Pro Asp Phe lie Leu Leu Gly Leu Phe 
1 5 10 15 

aac cac acc aga gcc cac caa gtc etc ttc atg atg ctt ctg gee acc 96 
Asn His Thr Arg Ala His Gin Val Leu Phe Met Met Leu Leu Ala Thr 
20 25 30 

gtt ttg acc tec ctg ttt age aat gcc etc atg att etc ctg att cac 144 
Val Leu Thr Ser Leu Phe Ser Asn Ala Leu Met lie Leu Leu lie His 
35 40 45 

t99 egg etc cac agg cec atg tac ttc etc ctg age caa ctt 192 

Trp Asp His Arg Leu His Arg Pro Met Tyr Phe Leu Leu Ser Gin Leu 
50 55 60 

tec etc atg gac atg atg ctg gtt tec acc act gtg ecc aaa atg gcg 240 
Ser Leu Met Asp Met Met Leu Val Ser Thr Thr Val Pro Lys Met Ala 
65 70 75 80 



get gac tac ttg acc gga aat aag gcc ate tec egc get gge tgt ggt 
Ala Asp Tyr Leu Thr Gly Asn Lys Ala lie Ser Arg Ala Gly Cys Gly 
85 90 95 



teg tee tgg etc ctg ggt gea get gac gge etc ctg eag get gtt get 
Ser Ser Trp Leu Leu Gly Ala Ala Asp Gly Leu Leu Gin Ala Val Ala 
145 150 155 160 



288 



gtg cag ate ttc ttc etc cec aca ctg ggt ggt gga gag tge ttc etc 336 
Val Gin He Phe Phe Leu Pro Thr Leu Gly Gly Gly Glu Cys Phe Leu 
100 105 110 

tta gca gcc atg gcc tat gac cgc tat gcg get gtc tgc cac cca etc 384 
Leu Ala Ala Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys His Pro Leu 
115 120 125 

cga tat cec act etc atg age tgg cag ctg tgc ctg agg atg ace atg 432 
Arg Tyr Pro Thr Leu Met Ser Trp Gin Leu Cys Leu Arg Met Thr Met 
130 135 140 



480 



acc ctg age ttc cca tat tgc ggt gca cac gag ate gat cac ttc ttc 528 

Thr Leu Ser Phe Pro Tyr Cys Gly Ala His Glu He Asp His Phe Phe 
165 170 175 

tge gag gee ecc gtg ttg gtg cgt ttg get tgt get gac act tea gtc 576 

cys Glu Ala Pro Val Leu Val Arg Leu Ala Cys Ala Asp Thr Ser Val 
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180 185 190 

ttc gaa aac gcc atg tac ate tgc tgt gtg tta atg etc ctg gtc cec 624 
Phe Glu Asn Ala Met Tyr lie Cys Cys Val Leu Met Leu Leu Val Pro 
195 200 205 

ttt tec cte ate ctg tec tee tat ggt etc ate etc get get gtt ctg 672 
Phe Ser Leu lie Leu Ser Ser Tyr Gly Leu lie Leu Ala Ala Val Leu 
210 215 220 

etc atg cgc tct aca gaa gee ege aag aag gee ttt gee ace tgc tet 720 
Leu Met Arg Ser Thr Glu Ala Arg Lys Lys Ala Phe Ala Thr Cys Ser 
225 230 235 240 

tea eat gtg get gtg gtg gga etc ttt tat gga get ggc att ttt acc 768 
Ser His Val Ala Val Val Gly Leu Phe Tyr Gly Ala Gly lie Phe Thr 
245 250 255 

tat atg aga eec aaa tec cae agg tee act aac eac gat aag gtt gtg 816 
Tyr Met Arg Pro Lys Ser His Arg Ser Thr Asn His Asp Lys Val Val 
260 265 270 

tea gcc ttc tat act atg ttc acc cet tta eta aat cec cte ate tac 864 
Ser Ala Phe Tyr Thr Met Phe Thr Pro Leu Leu Asn Pro Leu lie Tyr 
275 280 285 

agt gtg agg aac agt gag gtc aag gaa gcc ctg aaa egg tgg ctg ggg 912 
Ser Val Arg Asn Ser Glu Val Lys Glu Ala Leu Lys Arg Trp Leu Gly 
290 295 300 

acg tgt gta aac eta aaa eac eag caa aat gag gee cae agg tea aga 960 
Thr Cys Val Asn Leu Lys His Gin Gin Asn Glu Ala His Arg iser Arg 
305 310 315 320 



tga 



<210> 538 

<211> 320 

<212> PRT 

<213> Homo Sapiens 



<400> 538 

Met Glu Met Arg Asn Thr Thr Pro Asp Phe lie Leu Leu Gly Leu Phe 
15 10 15 



Asn His Thr Arg Ala His Gin Val Leu Phe Met Met Leu Leu Ala Thr 
20 25 30 

Val Leu Thr Ser Leu Phe Ser Asn Ala Leu Met lie Leu Leu He His 
35 40 45 



Trp Asp His Arg Leu His Arg Pro Met Tyr Phe Leu Leu Ser Gin Leu 
50 55 60 

Ser Leu Met Asp Met Met Leu Val Ser Thr Thr Val Pro Lys Met Ala 
65 70 75 80 
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Ala Asp Tyr Leu Thr Gly Asn Lys Ala lie Ser Arg Ala Gly Cys Gly 
85 90 95 



Val Gin lie Phe Phe Leu Pro Thr Leu Gly Gly Gly Glu Cys Phe lieu 
100 105 110 



Leu Ala Ala Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys His Pro Leu 
115 120 125 



Arg Tyr Pro Thr Leu Met Ser Trp Gin Leu Cys Leu Arg Met Thr Met 
130 135 140 



Ser Ser Trp Leu Leu Gly Ala Ala Asp Gly Leu Leu Gin Ala Val Ala 
145 150 155 160 



Thr Leu Ser Phe Pro Tyr Cys Gly Ala His Glu lie Asp His Phe Phe 
1^5 170 175 



Cys Glu Ala Pro Val Leu Val Arg Leu Ala Cys Ala Asp Thr Ser Val 
180 185 190 



Phe Glu Asn Ala Met Tyr lie Cys Cys Val Leu Met Leu Leu Val Pro 
195 200 205 



Phe Ser Leu lie Leu Ser Ser Tyr Gly Leu lie Leu Ala Ala Val Leu 
210 215 220 



Leu Met Arg Ser Thr Glu Ala Arg Lys Lys Ala Phe Ala Thr Cys Ser 
225 230 235 240 



Ser His Val Ala Val Val Gly Leu Phe Tyr Gly Ala Gly lie Phe Thr 
245 250 255 



Tyr Met Arg Pro Lys Ser His Arg Ser Thr Asn His Asp Lys Val Val 
260 265 270 



Ser Ala Phe Tyr Thr Met Phe Thr Pro Leu Leu Asn Pro Leu lie Tyr 
275 280 285 



Ser Val Arg Asn Ser Glu Val Lys Glu Ala Leu Lys Arg Trp Leu Gly 
290 295 300 



Thr Cys Val Asn Leu Lys His Gin Gin Asn Glu Ala His Arg Ser Arg 
305 310 315 320 



804 



BNSDOCID: <WO 0224726A2 ! > 



wo 02/24726 



PCT/BEOl/00162 



<210> 539 

<211> 939 

<212> DMA 

<213> Homo Sapiens 



<220> 
<221> 
<222> 
<223> 



CDS 

(1) . . (936) 



<400> 539atg gca tgg gag aat cag acc ttc aac tct gac ttc etc etc ctg gga 
Met Ala Trp Glu Asn Gin Thr Phe Asn Ser Asp Phe Leu Leu Leu Gly 

tt'' f^*" ^^"^ ''^'^ '^^^ "^tc etc ttc ttt ctg gte ctg gs 

He Phe Asn His Ser Pro Thr His Thr Phe Leu Phe Phe Leu Val Leu 
20 25 30 

111 T^*" It^ o""^ ^^"^ aac tec ate atg gtt etc etc 144 

Ala He Phe Ser Val Ala Phe Met Gly Asn Ser He Met Val Leu Leu 
35 40 45 

ate tac ctg gat acc cag etc eac acc ccc atg tac ttc etc etc age 192 
He Tyr Leu Asp Thr Gin Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 60 

caa ctg tec etc atg gac etc atg etc ate tge acc act gta ccc aag 240 
Gin Leu Ser Leu Met Asp Leu Met Leu He Cys Thr Thr Val Pro Lvs 

70 75 ao 

t^f ^t"" ^^"^ ^^"^ ^""^ ^S'^ tec att tet atg get ggc 288 

Met Ala Phe Asn Tyr Leu Ser Gly Ser Lys Ser He Ser Met Ila tfy 
85 90 95 

tgt gee aca caa att ttc ttc tat ata tea ttg ctt ggc tec gaa tge 336 
cys Ala Thr Gin He Phe Phe Tyr He Ser Leu Leu liy Ser llu c?s 
100 105 no 

ttt ctg ttg get gtt atg tct tat gac cgc tac act gcc att tge cac 384 
Phe Leu Leu Ala Val Met Ser Tyr Asp Arg Tyr Thr Ala He Cys His 
115 X20 



125 



cct eta aga tac acc aat etc atg aga ccc aaa att tgt gga ctt ata 
Pro Leu Arg Tyr Thr Asn Leu Met Arg Pro Lys He Cys Gly Leu Met 
130 135 140 



act gcc ttc tec tgg ate ctg ggc tct aca gat gga ate att gat get 
Thr Ala Phe Ser Trp He Leu Gly Ser Thr Asp Gly He He Asp Ala 
"5 150 155 " 



^l*" '''''' ^^"^ '^^'^ '=9'= 999 tct egg gaa ata gee eac 

Val Ala Thr Phe Ser Phe Ser Tyr Cys Gly Ser Arg Glu He Ala His 
165 170 



175 



ttc tge tgt gac ttc cct tec eta eta ate etc tea tge aat gac aca 
Phe Cys Cys Asp Phe Pro Ser Leu Leu He Leu Ser Cys Asn Asp Thr 
180 185 190 



432 



480 



528 



576 



805 
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<210> 


540 


<211> 


312 


<212> 


PRT 


<213> 


Homo 


<400> 


540 


Met Ala Trp 


1 





10 15 



He Phe Asn His Ser Pro Thr His Thr Phe Leu Phe Phe Leu Val Leu 
20 25 30 



Ala He Phe Ser Val Ala Phe Met Gly Asn Ser He Met Val Leu Leu 
35 40 45 



He Tyr Leu Asp Thr Gin Leu His Thr Pro Met Tyr Phe Leu Leu Ser 
50 55 60 



Gin Leu Ser Leu Met Asp Leu Met Leu He Cys Thr Thr Val Pro Lys 
65 70 75 80 



Met Ala Phe Asn Tyr Leu Ser Gly Ser Lys Ser He Ser Met Ala Gly 
85 90 95 



806 



672 



720 
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tea ata ttt gaa gag gtt att ttc ate tgc tgt ata gta atg ctt gtt 624 
Ser He Phe Glu Glu Val He Phe He Cys Cys He Val Met Leu Val 
195 200 205 

ttc cct gtt gca ate ate ate act tec tat get cga gtt att ctg get 
Phe Pro Val Ala He He He Thr Ser Tyr Ala Arg Val He Leu Ala 
210 215 220 

gte att cac atg gga tct gga gag gga cgt cgc aaa get ttt act act 
Val He His Met Gly Ser Gly Glu Gly Arg Arg Lys Ala Phe Thr Thr 
225 230 235 240 

tgt tec tct cac etc atg gtg gtg gga atg tac tat gga gca ggt ttg 768 
Cys Ser Ser His Leu Met Val Val Gly Met Tyr Tyr Gly Ala Gly Leu 
245 250 255 

ttc atg tgc att eag ccc aca tct cat eat tct cct atg eag gac aag 816 
Phe Met Cys He Gin Pro Thr Ser His His Ser Pro Met Gin Asp Lys 
260 265 270 

atg gtg tct gta ttc tac ace ate gtc act ccc atg ctg aat cct etc 864 
Met Val Ser Val Phe Tyr Thr He Val Thr Pro Met Leu Asn Pro Leu 
275 280 285 

att tat age etc cgc aac aag gaa gtg ace aga gca tta atg aaa ate 912 
He Tyr Ser Leu Arg Asn Lys Glu Val Thr Arg Ala Leu Met Lys He 
290 295 300 

tta gga aag ggc aag tct gga gat tga . 939 

Leu Gly Lys Gly Lys Ser Gly Asp 

310 
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Cys Ala Thr Gin He Phe Phe Tyr He Ser Leu Leu Gly Ser Glu Cys 
100 105 110 

Phe Leu Leu Ala Val Met Ser Tyr Asp Arg Tyr Thr Ala He Cys His 
115 120 125 

Pro Leu Arg Tyr Thr Asn Leu. Met Arg Pro Lys He Cys Gly Leu Met 
"0 135 140 

Thr Ala Phe Ser Trp He Leu Gly Ser Thr Asp Gly He He Asp Ala 

150 155 160 

Val Ala Thr Phe Ser Phe Ser Tyr Cys Gly Ser Arg Glu He Ala His 
165 170 175 

Phe Cys Cys Asp Phe Pro Ser Leu Leu He Leu Ser Cys Asn Asp Thr 
180 185 190 

Ser He Phe Glu Glu Val He Phe He Cys Cys He Val Met Leu Val 
155 200 205 

Phe Pro Val Ala He He He Thr Ser Tyr Ala Arg Val He Leu Ala 
210 215 220 

Val He His Met Gly Ser Gly Glu Gly Arg Arg Lys Ala Phe Thr Thr 
"5 230 235 240 

Cys Ser Ser His Leu Met Val Val Gly Met Tyr Tyr Gly Ala Gly Leu 
245 250 255 

Phe Met Cys He Gin Pro Thr Ser His His Ser Pro Met Gin Asp Lys 
260 265 270 

Met Val Ser Val Phe Tyr Thr He Val Thr Pro Met Leu Asn Pro Leu 
275 280 285 

He Tyr Ser Leu Arg Asn Lys Glu Val Thr Arg Ala Leu Met Lys He 
230 295 300 

Leu Gly Lys Gly Lys Ser Gly Asp 
305 310 



<210> 541 
<211> 963 
<212> DNA 



807 
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PCT/BEOl/00162 



<220> 

<221> CDS 

<222> (1)..(960) 

<223> 



<4 00> 541atg gag atg aga aat act acc cca gat ttt att etc eta gga etc ttt 
48 

Met Glu Met Arg Asn Thr Thr Pro Asp Phe lie Leu Leu Gly Leu Phe 
1 ' 5 10 15 

aac cac acc aga gcc cac caa gtc etc ttc atg atg gtt ctg agt ate 96 
Asn His Thr Arg Ala His Gin Val Leu Phe Met Met Val Leu Ser lie 
20 .25 30 

gtt ttg acc tec ctg ttt ggc aat tec etc atg att etc ctg att cac 144 
Val Leu Thr Ser Leu Phe Gly Asn Ser Leu Met lie Leu Leu lie His 
35 40 45 

tgg gac cac egg etc eae aeg ecc atg tac ttc etc ctg age caa ctt 192 
Trp Asp His Arg Leu His Thr Pro Met Tyr Phe Leu Leu Ser Gin Leu 
50 55 60 

tec etc atg gac atg atg ctg gtt tec acc act gtg ccc aaa atg gcg 240 
Ser Leu Met Asp Met Met Leu Val Ser Thr Thr Val Pro Lys Met Ala 
65 70 75 80 

get gac tac ttg ace gga agt aag gee ate tec cge get gge tgt ggt 288 
Ala Asp Tyr Leu Thr Gly Ser Lys Ala lie Ser Arg Ala Gly Cys Gly 
85 90 95 

gtg eag ate ttc ttc etc ccc aca ctg ggt ggt gga gag tge ttc etc 336 
Val Gin lie Phe Phe Leu Pro Thr Leu Gly Gly Gly Glu Cys Phe Leu 
100 105 110 

tta gca gcc atg gee tat gac cgc tat gcg get gtc tge cac cca etc 384 
Leu Ala Ala Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys His Pro Leu 
115 120 125 

ega tat ecc act etc atg age tgg cag ctg tge ctg agg atg ace atg 432 
Arg Tyr Pro Thr Leu Met Ser Trp Gin Leu Cys Leu Arg Met Thr Met 
130 135 140 

teg tgt tgg etc ctg ggt gca get gac ggg etc ctg cag get gtt gtt 480 
Ser Cys Trp Leu Leu Gly Ala Ala Asp Gly Leu Leu Gin Ala Val Val 
145 150 155 160 

acc ctg age ttc cca tat tgt ggt gca cac gag ate gat cac ttc ttc 528 
Thr Leu Ser Phe Pro Tyr Cys Gly Ala His Glu He Asp His Phe Phe 
165 170 175 

tge gag acc ccc gtg ctg gtg cgt ttg get tgt get gac act tea gtc 576 
Cys Glu Thr Pro Val Leu Val Arg Leu Ala Cys Ala Asp Thr Ser Val 
180 185 190 

ttc gaa aac gcc atg tac ate tge tgt gtg tta atg etc ctg gtc ccc 624 
Phe Glu Asn Ala Met Tyr He Cys Cys Val Leu Met Leu Leu Val Pro 
195 200 205 
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ttt tec ete ate ctg tec tec tat ggt cte ate etc get get gtt ctg 672 

Phe Ser Leu lie Leu Ser Ser Tyr Gly Leu He Leu Ala Ala Val Leu 
210 215 220 

eac atg cgc tct aca gaa gcc cgc aag aag gee ttt gee acc tgc tct • 720 
His Met Arg Ser Thr Glu Ala Arg Lys Lys Ala Phe Ala Thr Cys Ser 

230 235 240 

tea eat gtg get gtg gtg gga ete ttt tat gga get gee att ttt acc 768 
Ser His Val Ala Val Val Gly Leu Phe Tyr Gly Ala Ala He Phe Thr 
245 250 255 



tat atg aga ccc aaa tee eat agg tee act aae eat gac aag gtt gtg 
Tyr Met Arg Pro Lys Ser His Arg Ser Thr Asn His Asp Lys Val Val 
260 . 265 270 

tea gee tte tat act atg ttc acc cct tta eta' aac ccc etc ate tae 
Ser Ala Phe Tyr Thr Met Phe Thr Pro Leu Leu Asn Pro Leu He Tyr 
275 280 285 

agt gtg aag aae agt gag gtg aag gga gee ctg aaa egg tgg ctg ggg 
Ser Val Lys Asn Ser Glu Val Lys Gly Ala Leu Lys Arg Trp Leu Glv 
290 295 300 

acg tgt gta aac ata aaa cae cag caa aat gag gee cae agg tea aqa 
TH^ n.r. w.i .™ Q3Ln Gin Asn Glu Ala His Arg Ser Arg 

315 320 



305 


310 


tga 




<210> 


542 


<211> 


320 


<212> 


PRT 


<213> 


Homo Sapiens 


<400> 


542 


Met Glu Met Arg Asn Thr 


1 


5 



10 15 

Asn His Thr Arg Ala His Gin Val Leu Phe Met Met Val Leu Ser He 
20 25 30 

Val Leu Thr Ser Leu Phe Gly Asn-Ser Leu Met He Leu Leu He His 
35 40 45 

Trp Asp His Arg Leu His Thr Pro Met Tyr Phe Leu Leu Ser Gin Leu 
50 55 60 

Ser Leu Met Asp Met Met Leu Val Ser Thr Thr Val Pro Lys Met Ala 
" 70 75 80 

Ala Asp Tyr Leu Thr Gly Ser Lys Ala He Ser Arg Ala Gly Cys Gly 
85 90 55 
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Val Gin lie Phe Phe Leu Pro Thr Leu Gly Gly Gly Glu Cys Phe Leu 
100 105 110 

Leu Ala Ala Met Ala Tyr Asp Arg Tyr Ala Ala Val Cys His Pro Leu 
115 120 125 

Arg Tyr Pro Thr Leu Met Ser Trp Gin Leu Cys Leu Arg Met Thr Met 
130 135 140 

Ser Cys Trp Leu Leu Gly Ala Ala Asp Gly Leu Leu Gin Ala Val Val 
145 150 155 160 

Thr Leu Ser Phe Pro Tyr Cys Gly Ala His Glu lie Asp His Phe Phe 
165 170 175 

Cys Glu Thr Pro Val Leu Val Arg Leu Ala Cys Ala Asp Thr Ser Val 
180 185 190 

Phe Glu Asn Ala Met Tyr He Cys Cys Val Leu Met Leu Leu Val Pro 
. 195 200 205 

Phe Ser Leu He Leu Ser Ser Tyr Gly Leu lie Leu Ala Ala Val Leu 
210 215 220 

His Met Arg Ser Thr Glu Ala Arg Lys Lys Ala Phe Ala Thr Cys Ser 
225 230 235 240 

Ser His Val Ala Val Val Gly Leu Phe Tyr Gly Ala Ala He Phe Thr 
245 250 255 

Tyr Met Arg Pro Lys Ser His Arg Ser Thr Asn His Asp Lys Val Val 
260 265 270 

Ser Ala Phe Tyr Thr Met Phe Thr Pro Leu Leu Asn Pro Leu He Tyr 
275 280 285 

Ser Val Lys Asn Ser Glu Val Lys Gly Ala Leu Lys Arg Trp Leu Gly 
290 295 300 

Thr Cys Val Asn He Lys His Gin Gin Asn Glu Ala His Arg Ser Arg 
305 310 315 320 



<210> 543 

<211> 933 

<212> DMA 

<213> Homo Sapiens 
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<220> 

<221> CDS 

<222> (1)..(930) 

<223> 

<400> 543atg gac cct gga aac cat tec tea gtg act gag tec att ctg get ggg 

Met Asp Pro Gly Asn His Ser Ser Val Thr Glu Ser He Leu Ala Gly 
1 5 10 " 



15 



etc tea gaa cag cca gag etc eag ctg cgc etc ttc etc ctg ttc tta 
Leu Ser Glu Gin Pro Glu Leu Gin Leu Arg Leu Phe Leu Leu Phe Leu 



20 25 



30 



aca gtg gga gtt tac att tta gge ate ctt gga tet aca att eat acc 
Thr Val Gly Val Tyr He Leu Gly He Leu Gly Ser Thr He His Thr 

155 160 



145 150 



180 185 



tac ate aat gaa tta ctg gtt ctg gtc ttg agt gca ttt aac ate ctg 
Tyr He Asn Glu Leu Leu Val Leu Val Leu Ser Ala Phe Asn He Leu 

200 205 

atg cct gee tta acc ate ctt get tet tac ate ttt ate att gee age 
Met Pro Ala Leu Thr He Leu Ala Ser Tyr He Phe He He Ala Ser 



96 



gga ate tgt gtg gtc aca gtg gtg ggc aac ttg gge atg ate aca ctg 144 
Gly He Cys Val Val Thr Val Val Gly Asn Leu Gly Met He Thr Leu 
35 40 45 

att ggg etc agt tet cac etg-cac aca cct atg tac tat ttc etc age 192 
He Gly Leu Ser Ser His Leu His Thr Pro Met Tyr Tyr Phe Leu Ser 
50 .55 60 

agt ctg tec ttc att gac ttc tgc cat tec act gtc att ace cct aag 240 
Ser Leu Ser Phe He Asp Phe Cys His Ser Thr Val He Thr Pro Lys 
^5 70 75 ' 80 

atg ctg gtg aac ttt gcg aca gag aag aac ate ate tec tac cct gaa 288 
Met Leu Val Asn Phe Ala Thr Glu Lys Asn He He Ser Tyr Pro Glu 
85 90 95 

tgc atg get eag etc tat tta ttc agt att ttt get att gca gag tgt 336 
Cys Met Ala Gin Leu Tyr Leu Phe Ser He Phe Ala He Ala Glu Cys 
100 105 110 

cac atg ttg get gca atg gcg tat gac tgt tat gtt gee ate tgc age 384 
His Met Leu Ala Ala Met Ala Tyr Asp Cys Tyr Val Ala He Cys Ser 
115 120 125 

cec ttg ctg tac aat gtc ate atg tec tat cac cgc tgc ttc tgg etc 432 
Pro Leu Leu Tyr Asn Val He Met Ser Tyr His Arg Cys Phe Trp Leu 
130 135 • 140 



480 



agt ttt atg ttg aga etc ttt ttg tgc aag act aat gtg att aac cat 528 
Ser Phe Met Leu Arg Leu Phe Leu Cys Lys Thr Asn Val He Asn His 
155 170 175 

tat ttt tgt gat ctt ttc cct etc ttg ggg etc tec tgc tec age acc 576 
Tyr Phe Cys Asp Leu Phe Pro Leu Leu Gly Leu Ser Cys Ser Ser Thr 

190 



624 



672 
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210 215 220 

ate etc cgc att cac tec act gag ggc agg tec aaa gcc ttt age act 720 
lie Leu Arg lie His Ser Thr Glu Gly Arg Ser Lys Ala Phe Ser Thr 
225 230 235 240 

tgc age tec cac ate ttg get gtt get gtt ttc ttt gga tct gea gca 768 
Cys Ser Ser His He Leu Ala Val Ala Val Phe Phe Gly Ser Ala Ala 
245 250 255 

ttc atg tac ctg cag cca tea tct gtc age tec atg gac cag agg aaa 816 
Phe Met Tyr Leu Gin Pro Ser Ser Val Ser Ser Met Asp Gin Arg Lys 
260 265 270 

gtg teg tct gtg ttt tat act act att gtg ece atg ctg aac ecc ctg 864 
Val Ser Ser Val Phe Tyr Thr Thr He Val Pro Met Leu Asn Pro Leu 
275 280 285 

ate tac age ctg agg aat aaa gat gtc aaa ctt gee gtg aag aaa att 912 
He Tyr Ser Leu Arg Asn Lys Asp Val Lys Leu Ala Val Lys Lys He 
290 295 300 

1 ctg cat cag aca gca tgt taa 933 
Leu His Gin Thr Ala Cys 
305 310 



<210> 544 

<211> 310 

<212> PRT 

<213> Homo Sapiens 

<400> 544 

Met Asp Pro Gly Asn His Ser Ser Val Thr Glu Ser He Leu Ala Gly 
15 10 15 



Leu Ser Glu Gin Pro Glu Leu Gin Leu Arg Leu Phe Leu Leu Phe Leu 
20 25 30 



Gly He Cys Val Val Thr Val Val Gly Asn Leu Gly Met He Thr Leu 
35 40 45 



He Gly Leu Ser Ser His Leu His Thr Pro Met Tyr Tyr Phe Leu Ser 
50 55 60 



Ser Leu Ser Phe He Asp Phe Cys His Ser Thr Val He Thr Pro Lys 
65 70 75 80 



Met Leu Val Asn Phe TLLa Thr Glu Lys Asn He He Ser Tyr Pro Glu 
85 90 95 



Cys Met Ala Gin Leu Tyr Leu Phe Ser He Phe Ala He Ala Glu Cys 
100 105 110 
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His Met Leu Ala Ala Met Ala Tyr Asp Cys Tyr Val Ala He Cys Ser 

120 125 

Pro Leu Leu Tyr Asn Val He Met Ser Tyr His Arg Cys Phe Trp Leu 
130 

Thr Val Gly Val Tyr He Leu Gly He Leu Gly Ser Thr He His Thr 
" 150 155 3^gQ 

ser Phe Met Leu Arg Leu Phe Leu Cys Lys Thr Asn Val He Asn His 

170 3^75 

Tyr Phe Cys Asp Leu Phe Pro Leu Leu Gly Leu Ser Cys Ser Ser Thr 
180 185 190 , 

Tyr He Asn Glu Leu Leu Val Leu Val Leu Ser Ala Phe Asn He Leu 
195 200 205 

Met Pro Ala Leu Thr He Leu Ala Ser Tyr He Phe He He Ala Ser 
210 215 220 

lie Leu Arg He His Ser Thr Glu Gly Arg Ser Lys Ala Phe Ser Thr 

230 235 • 240 

Cys Ser Ser His He Leu Ala Val Ala Val Phe Phe Gly ser Ala Ala 
245 250 255 

Phe Met Tyr Leu Gin Pro Ser Ser Val Ser Ser Met Asp Gin Arg Lys 
260 265 270 

Val Ser Ser Val Phe Tyr Thr Thr He Val Pro Met Leu Asn Pro Leu 
275 280 285 

^^"^ Val Lys Lys He 



290 295 



Leu His Gin Thr Ala Cys 
305 310 



<210> 545 

<211> 936 

<212> BNR 

<213> Homo Sapiens 

<220> 

<221> CDS 

<222> (1)..(936) 

<223> 



300 
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<400> 545atg gca gca gaa aac cat tct ttt gtg act aag ttt att ctg gtt ggg 
48 

Met Ala Ala Glu Asn His Ser Phe Val Thr Lys Phe lie Leu Val Gly 
1 5 10 15 

eta aca gag aag tea gag eta cag ctg ecc etc ttc etc gtc ttc ctg 96 
Leu Thr Glu Lys Ser Glu Leu Gin Leu Pro Leu Phe Leu Val Phe Leu 
20 25 30 

gga ate tat gta gtc aca gtg ctg ggg aac ctg ggc atg ate aca ctg 144 
Gly lie Tyr Val Val Thr Val Leu Gly Asn Leu Gly Met lie Thr Leu 
35 40 45 

att ggg etc agt tct eac ctg cae aca cet atg tac tgt ttc etc age 192 
lie Gly Leu Ser Ser His Leu His Thr Pro Met Tyr Cys Phe Leu Ser 
50 55 60 

agt ctg tee ttc att gae ttc tge cat tee act gtc att acc cet aag 240 
Ser Leu Ser Phe lie Asp Phe Cys His Ser Thr Val lie Thr Pro Lys 
65 70 75 80 

atg ctg gtg aac ttt gtg aca gag aag aac ate ate tec tac cet gaa 288 
Met Leu Val Asn Phe Val Thr Glu Lys Asn He He Ser Tyr Pro Glu 
85 90 95 

tge atg act cag etc tac ttc ttc etc gtt ttt get att gca gag tgt 336 
Cys Met Thr Gin Leu Tyr Phe Phe Leu Val Phe Ala He Ala Glu Cys 
100 105 110 

cac atg ttg get gca atg gca tat gae ggc tac gtg gee ate tgt age 384 
His Met Leu Ala Ala Met Ala Tyr Asp Gly Tyr Val Ala lie Cys Ser 
115 120 125 

ecc ttg ctg tac age ate ate ata tec aat aag get tge ttt tct ctg 432 
Pro Leu Leu Tyr Ser He He He Ser Asn Lys Ala Cys Phe Ser Leu 
130 135 140 

att tta gtg gtg tat gta ata ggc ctg att tgt gcg tea get cat ata 4 80 

He Leu Val Val Tyr Val He Gly Leu He Cys Ala Ser Ala His He 
145 150 155 160 

ggc tgt atg ttt agg gtt caa ttc tge aaa ttt gat gtg ate aac cat 528 
Gly Cys Met Phe Arg Val Gin Phe Cys Lys Phe Asp Val He Asn His 
165 170 175 

tat ttc tgt gat ett att tct ate ttg aag etc tec tgt tct agt act 576 
Tyr Phe Cys Asp Leu He Ser He Leu Lys Leu Ser Cys Ser Ser Thr 
180 185 190 

tac att aat gag tta ctg att tta ate ttt agt gga att aac ate ctt 624 
Tyr He Asn Glu Leu Leu He Leu He Phe Ser Gly He Asn He Leu 
195 200 205 

gtc ecc age ctg acc ate etc age tct tac ate ttc ate att gcc age 672 
Val Pro Ser Leu Thr He Leu Ser Ser Tyr He Phe He He Ala Ser 
210 215 220 

ate etc cgc att cge tac act gag ggc agg tec aaa gee ttc age act 720 
He Leu Arg He Arg Tyr Thr Glu Gly Arg Ser Lys Ala Phe Ser Thr 
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230 235 240 

tgc age tec cac ate teg get gtt tct gtt ttc ttt ggg tct gca gea 768 

Cys Ser Ser His He Ser Ala Val Ser Val Phe Phe Gly Ser Ala Ala 
245 250 255 



ttc atg tac ctg cag cca tea tct gtc age tec atg gae cag ggg aaa 
Phe Met Tyr Leu Gin Pro Ser Ser Val Ser Ser Met Asp Gin Gly Lys 
260 265 270 

gtg tee tct gtg ttt tat act att gtt gtg ccc atg ctg aac ccc ctg 
Val Ser Ser Val Phe Tyr Thr He Val Val Pro Met Leu Asn Pro Leu 
275 280 285 

ate tac age ctg agg aat aaa gat gtc cac gtt gee ctg aag aaa aeg 
He Tyr Ser Leu Arg Asn Lys TVsp Val His Val' Ala Leu Lys Lys Thr 
2^0 295 300 

eta ggg aaa aga aca ttc tta tga 
Leu Gly Lys Arg Thr Phe Leu 
' 305 310 



<210> 546 

<211> 311 

<212> PRT 

<213> Homo Sapiens 

<400> 546 

Met Ala Ala Glu Asn His Ser Phe Val Thr Lys Phe He Leu Val Gly 
15 10 15 

Leu Thr Glu Lys Ser Glu Leu Gin Leu Pro Leu Phe Leu Val Phe Leu 
20 25 30 

Gly He Tyr Val Val Thr Val Leu Gly Asn Leu Gly Met He Thr Leu 
35 40 45 

He Gly Leu Ser Ser His Leu His Thr Pro Met Tyr Cys Phe Leu Ser 
50 55 so 

Ser Leu Ser Phe He Asp Phe Cys His Ser Thr Val He Thr Pro Lys 

70 75 80 

Met Leu Val Asn Phe Val Thr Glu Lys Asn He He Ser Tyr Pro Glu 
85 90 95 

Cys Met Thr Gin Leu Tyr Phe Phe Leu Val Phe Ala He Ala Glu Cys 
100 105 110 

His Met Leu Ala Ala Met Ala Tyr Asp Gly Tyr Val Ala He Cys Ser 
115 120 125 



816 



864 



912 



936 
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Pro Leu Leu Tyr Ser He He He Ser Asn Lys Ala Cys Phe Ser Leu 
130 135 140 



He Leu Val Val Tyr Val He Gly Leu He Cys Ala Ser Ala His He 
145 150 155 160 



Gly Cys Met Phe Arg Val Gin Phe Cys Lys Phe Asp Val He Asn His 
165 170 175 



Tyr Phe Cys Asp Leu He Ser He Leu Lys Leu Ser Cys Ser Ser Thr 
180 185 190 



Tyr He Asn Glu Leu Leu He Leu He Phe Ser Gly He Asn He Leu 
195 200 205 



Val Pro Ser Leu Thr He Leu Ser Ser Tyr He Phe He He Ala Ser 
210 215 220 



He Leu Arg He Arg Tyr Thr Glu Gly Arg Ser Lys Ala Phe Ser Thr 
225 230 235 240 



Cys Ser Ser His He Ser Ala Val Ser Val Phe Phe Gly Ser Ala Ala 
245 250 255 



Phe Met Tyr Leu Gin Pro Ser Ser Val Ser Ser Met Asp Gin Gly Lys 
260 265 270 



Val Ser Ser Val Phe Tyr Thr He Val Val Pro Met Leu Asn Pro Leu 
275 280 285 



He Tyr Ser Leu Arg Asn Lys Asp Val His Val Ala Leu Lys Lys Thr 
290 295 300 



Leu Gly Lys Arg Thr Phe Leu 
305 310 



<210> 547 

<211> 906 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1)..(903) 

<223> 

<400> 547atg gcc tec egg tat gtg gca gtg gga atg ate tta tea cag acc gtg 
48 
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Met Ala Ser Arg Tyr Val Ala Val Gly Met lie Leu Ser Gin Thr Val 
^ 10 15 

Va? rit f ? f ^^'^ "^^^ 3*^'^ '^'^'^ '^'^^ ^^'^ tat etc tec ttt 96 
Val Gly Val Leu Gly Ser Phe Ser Val Leu Leu His Tyr Leu Ser Phe 

20 25. 30 

"^'^ tec aca gat ttg att gtt aag cac 144 

Tyr Cys Thr Gly Cys Arg Leu Arg Ser Thr Asp Leu lie Val Lyf Kit 
35 40 



45 



ctg att gta gee aac ttc tta get etc cgc tgt aaa gga gte cce caa 
Leu lie Val Ala Asn Phe Leu Ala Leu Arg Cys Lys Gly Val Pro Gin 
50 55 



60 



aca atg gca get ttt ggg gtt aga tat ttt etc aat get ctt ggg tge 
Thr Met Ala Ala Phe Gly Val Arg Tyr Phe Leu Asn Jla Le^ Ity 



75 



80 



aaa ctt gtt ttc tat etc cat aga gtg ggc agg gga gtg tec att gge 
Lys Leu Val Phe Tyr Leu His Arg Val Gly Arg Gly Vai Ser He lly 
85 • 90 ' 



95 



220 



gcc tee cea gag aac aga get acg cag age ate etc ate ctg gtg age 
Ala ser Pro Glu Asn Arg Ala Thr Gin Ser He Leu He Leu Val sir 



225 230 23S 



240 



ace ttt gtg tot tct tac act etc tec tgc ctt ttc caa gtt tat ata 
Thr Phe val Ser Ser Tyr Thr Leu Ser Cys Leu Phe Gin Val c^s Me? 



192 



240 



288 



336 



384 



l^"" ^""^ S*"^ t'^^ *=^9 9t9 *tc acg gte age tec agg 

Thr Thr Cys Leu Leu Ser Val Phe Gin Val He Thr Val sir Ser 
100 105 110 

aaa tee agg tgg gca aaa ctt aaa gag aaa gcc cce aag cat gtt gge 
Lys Ser Arg Trp Ala Lys Leu Lys Glu Lys Ala Pro Lys His Val Glv 
115 120 125 

P^e Se^ t''!'' r""^ ^•''^ ^•'^ •^^'^ ^'^S "9 S'^^ ^tc ate 432 

Phe Ser Val Leu Leu Cys Tip He Val Cys Met Leu Val Asn He He 

"0 135 140 

IV" Z""^ t^^ ^""^ SS"" '^99 aac ate aca gtg 480 

Phe Pro Met Tyr Val Thr Gly Lys Trp Asn Tyr Thr Asn He Thr 5a? 

150 155 160 

TJ, rif, H?^ ^^'^ ^^"^ 9ga ggc aac aac aaa ate gca 528 

Asn Glu Asp Leu Gly Tyr Cys Ser Gly Gly Gly Asn Asn Lys He Ala 
165 170 3^75 

cag aca ctg cgt gca atg ttg tta tea ttc cct gat gtg ttg tgt cto 
Gin Thr Leu Arg Ala Met Leu Leu Ser Phe Pro Lp Vaf LeS c?s Le? 

185 190 

§?S L^u M^^ r° l^^ f^^f ^9^= age tec atg gtt tgc ata ctg cac agg 
Gly Leu Met Leu Trp Val Ser Ser Ser Met Val Cys He Leu His A?g 

200 205 

cac aag cag egg gte cag cac att gat agg age aat etc tec ecc aga 672 
Has Lys Gin Arg Val Gin His He Asp Arg Ser Asn Leu Ser Pro Sg 

2X0 215 ^ 



576 



624 



720 



768 
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245 250 255 

get ctt ttg gat aat ccc aat agt tta ctg gtg aac act tea gcc tta 816 

Ala Leu Leu Asp Asn Pro Asn Ser Leu Leu Val Asn Thr Ser Ala Leu 

260 265 270 

atg agt gta tgt ttc cca act etc age cec ttt gtt ct.c atg age tgt 864 

Met Ser Val Cys Phe Pro Thr Leu Ser Pro Phe Val Leu Met Ser Cys 

275 280 285 



gac ccc agt gta tac agg ttt tgt ttt gcc tgg aaa aga tga 
Asp Pro Ser Val Tyr Arg Phe Cys Phe Ala Trp Lys Arg 
290 295 300 



<210> 548 

<211> 301 

<212> PRT 

<213> Homo sapiens 

<400> 548 

Met Ala Ser Arg Tyr Val Ala Val Gly Met lie Leu Ser Gin Thr Val 
15 10 15 



Val Gly Val Leu Gly Ser Phe Ser Val Leu Leu His Tyr Leu Ser Phe 
20 25 30 



Tyr Cys Thr Gly Cys Arg Leu Arg Ser Thr Asp Leu lie Val Lys His 
35 40 45 



Leu lie Val Ala Asn Phe Leu Ala Leu Arg Cys Lys Gly Val Pro Gin 
50 55 60 



Thr Met Ala Ala Phe Gly Val Arg Tyr Phe Leu Asn Ala Leu Gly Cys 
65 70 75 80 



Lys Leu Val Phe Tyr Leu His Arg Val Gly Arg Gly Val Ser lie Gly 
85 90 95 



Thr Thr Cys Leu Leu Ser Val Phe Gin Val He Thr Val Ser Ser Arg 
100 105 110 



Lys Ser Arg Trp Ala Lys Leu Lys Glu Lys Ala Pro Lys His Val Gly 
115 120 125 



Phe Ser Val Leu Leu Cys Trp He Val Cys Met Leu Val Asn He He 
130 135 140 



Phe Pro Met Tyr Val Thr Gly Lys Trp Asn Tyr Thr Asn He Thr Val 
145 150 X55 160 
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Asn Glu Asp Leu Gly Tyr Cys Ser Gly Gly Gly Asn Asn hys He Ala 
165 170 175 

Gin Thr Leu Arg Ala Met Leu Leu Ser Phe Pro Asp Val Leu Cys Leu 
180 185 190 

Gly Leu Met Leu Trp Val Ser Ser Ser Met Val Cys He Leu His Arg 
195 200 205 

His Lys Gin Arg Val Gin His He Asp Arg Ser Asn Leu Ser Pro Arg 
210 215 220 

Ala Ser Pro Glu Asn Arg Ala Thr Gin Ser He Leu He Leu Val Ser 
225 230 235 240 

Thr Phe Val Ser Ser Tyr Thr Leu Ser Cys Leu Phe Gin Val Cys Met 
245 250 255 

Ala Leu Leu Asp Asn Pro Asn Ser Leu Leu Val Asn Thr Ser Ala Leu 
260 265 ' 270 

Met Ser Val Cys Phe Pro Thr Leu Ser Pro Phe Val Leu Met. Ser Cys 
275 280 285 

Asp Pro Ser Val Tyr Arg Phe Cys Phe Ala Trp Lys Arg 
290 295 300 
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